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(A) < t i> 1 o©|ftf#5: < t i> 1 oofg^O^^J^-^^W^X^t, 

(B) ft&IKtzN L> ^<itl o©#«i&3fe«fr IS ^ 

(C) |£0#^] x - ^ £ v> T , W^^> f ^^f 5 Lti 

2 ] 

[It**I 3 ] 

itufB^ii, i£#sk lilt, lfflIS*3 «t t/lffl^rt^f hta&W-k *Q MIR'Z 

[Iff** 4] 
[If M 5 ] 

Buis^«> m&m i ciBfto^feo 

[if ^ 6 ] 

HUBBm«, jgtS^fl&^-C**, 1 ^IBmco^feo 

[If 7 ] 

[ft « 8 ] 

mmi 9 ] 

tt , W*il 1 ^IB»o^fio 
[W^Tl 1 0 ] 

t £ 1 o^lHI^^tf, I»M l ^fB^o^teo 

[» im 1 1 1 

[fS*Jl 1 2 ] 

m^MWcmmmt, mmm^mr-? tm^mtcD—wt, toiswift«so#s« 
its * 7t f±«-fb ; mm&m f-^i t j^o-iit t o-®:, o^m^m 

t*- * . ^o^Io^^Jt"- * t <^)-lfc ; ftPf^Jx- ^ (7) i pf tK5Ht t ^ ifc<vmm 
(on%nr~ 9 <d i MbMtt <^-Sfc ; w^Jt"- * cd 2 pm^t, 
^7"- * <o 2 pg«5Mft t <d~wc ; kb#^Jt"- ^ t > m^mMommmr- ? t 
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[If 1 3 ] 
1 4 ] 

5] 

[If 1 6 ] 

o 

[lf*^l 7] 

o 

[gf^Jll 8] 

1 9 ] 

itufBBf^iJ^-^ti, jEMsSttfcr'-- If*Jl 1 ^IBUc^&o 

2 0 ] 

v&am. 2 1 ] 

[W*^ 2 2 ] 
H»*a 2 3 ] 

m^m 2 4 1 

mmm^mmte, m^t, -*m&, mmmi, wmt&n, mm 

2 5 ] 

frlB^^ h 9 4 5 yv\±, %$?hmr-9 <d$lt-$> \z^^x^tbhiiz>, iff i k 

[Iff*lS 2 6 ] 
[If *H 2 7 ] 
[l»3fc® 2 8 ] 

umm 29] 

Htria-^w^fi. t tz\$mtz2> if 2 8 \z^M<D^m 0 

[If*^3 0] 
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1 lZffiM<Djj&o 

nmm s i ] 

Hfrts-r ^ y b 9 << < > ^a, (b#Pb1 t , mia^io±i?jt (+, - * fci± o ) ) t 

[If 3 2 ] 
[If ^11 3 3 ] 

J: o -CSBJfi^ tL4 , If JfcS 1 tc|E*co^v£ 0 
[fit « 3 4 ] 

[If*:® 3 5 ] 

i- & & , £ t* - * oft a*ng^ *s v> -c ^r* icgg-f k l tz t WM~c~ § & * 3f *I fc f & - 

[WtfEfi 3 6 ] 

«iki- & £u -m^m<D^^mtir & ^ - 9 omm^m k & ^ t« icse 
[it im 3 7 1 

ItrlB^It LT^4 < ft 2 5ffigO»aifcJBv^ fufaf'O' >*>f ^ LT> 4>£ < 

v>t-tt4 ft tts , w&& i niamo^iSo 

Iff **! 3 8] 

mtmm^W) t lt n i Ptf^twf^b^ «t o* 2 ram^Hf^flF-s-gflifcJiv^ mia 
^^-✓hf^^v^tu, i wwLfrmv^mt ^m-r & m 1 »^ <t v 2 ram 

umm 3 9 1 

^>ff^^jynLt, 1 »|IWMf ©tfWtt fcttifci" * & 1 is i 2 PfffK 

us 3 * , p# *ii mfc^y Lxmz-t set -rs , m 1 ^iam<^ 

[f»^« 4 0 ] 

[it^« 4 1 ] 

mzmmmnt l-c, ^x-^w-f-^-fks-Jiv^ •Hfria-f^^hT*^ x?vf*t lt 
[it^« 4 2 ] 

^>p«t 0 mm 2 fi & *ia izxv) taizE $ fL& . m^m 1 ^iam ©^s 0 

[ff jfcE 4 3 ] 
[W*« 4 4 ] 
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mtn^y vr* *?v??z, tmmm^m-r & urn k^-t & , 1 k 

[ft 4 5 ] 

or, 

(D)^* < fc 1 1 o©^^> hf^^ u x* £«$$rt-&x@fc. 
m?m 4 6 1 
[w*H4 7] 

TtufBT^Xij XAii, @5»ftvy7', *feW7;v=r';XA, 

tf, W«4 5 ^IBtcO^So 

4 8 ] 

[ft « 4 9 ] 

[flt&S 5 0 ] 
flflBSUi, »r&&, ItMU 5i:Ef<om 

immi 5 1 ] 

audita* i oMti2 ^iicsHlifl'lfts^fttio'C : 

(A) l-|B«0^j£«rMv>"C, £ 1 £ 1 O-f ^ > h tW X * V X* 

(b) m2<D^m^mir^m2<D^^y vr**? u x* 

*4iKt4Ig ; is it/ 

(0 RXS(A)is J:tf(B)fc*5V>r4§&*Lfc* 1 &«£?/£ 2 <&>f ^> hf-f V X**Jfc 

tM-sxg, 

m^m 5 2 1 

TtfffBXfl (C) K is tt S J£tB s \ ttrfB£ 1 is i tr £ 2 o 4 ^ > h t-V * * U X * is -c 
[MM 5 3 ] 

£ 1 i: i 2 J: ©Hi tMt ^Mt* o t : 

(a) mimi fcmm<vj}&zm^r, iio^icwt^iio^^yh^x^'jx^ 

(C) ^X@(A)is iO f (B)^isv^Tt#^p?x/c^ l^ID t *20'f^ hrV^^'J X*£Jfc 
Ht-tSXS, 

5 4 ] 

fc£5fcl£l5fe©£ 1 £2 <ai$j&<0^«fc^W#*$frWi-s:£ft^*or : 

(a) w*«i ^mm^mzm^x^ miom£j-&tf&> n«o^>ffa^j7 
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(B) fflf**l KHE««;£ifcfcfflv>T, H2<7)B#^J'ibMtS. ^2«0-f^> bf^^ V "7° 

(O mxe (a) *5 j; t>*(B) tcis t» <b fttz m i * i vm 2 o ^ y \ r 4 * 9 u ?° * * jt 

^-ffio 
[ft** 5 5 ] 

(A) lt**l KlB*o*te*fflv>T, *10iRp««l^t64:ffiv^"CWetL*, 
FfU^'J -7"* £3=$-*- Sift ; 

(O man (a) & x & (b) k # ^ r# e> & 1 <n 4 ^ > h * * v ?° 9 & x 2 <o 4 
soyr* X* 1 ) 7° 9 

[ft** 5 6 ] 

luiajrk^^isv^x, tfria^ 1 o-f ^> Ff^^^ >; -f9<o4^<y > 94 < >rt, tutsb^ 

2 (D4^<> ff-f 'J "7° 9 CO 4 ^ > h 9 4 5 &-j5V»T\ H^-ttS'f ^> > 

[It** 5 7 ] 

i ) s^sr**^ < & 1 ooii^gsw^-^t^-^-^t 

^tH^IL'C'f ^> h 7*-f 9,9 V 7°9 *2£.WtfrZ>7*4 7°9!kj&3 k Wit 

(A) 4>& < fc £ 1 ^o^fiWi < ti> 1 o^M^H^J^- * 
(b) ifgicit, 4>&< fcl> 1 oco#m»^fi/^»L. fit 

(o mm^nr-9 k^x, mw^wmmz^ir&^z4'<>Y9 4 ^yrtLxm 

ffiLt, m4 s<> h 9 4 5 OKifcSftS'f h V 7°^ 

[It** 5 8 ] 

fulB^ii«t?* ij . tuia~>XxAi± N S«^LT- Mi^ftoi fc**t?i & 

$ >b Kti! 1 * , It** 5 7 tSa*0 WfAo 
[It** 5 9 ] 

mte-9-^®.i±, ib^mmm, mytmMM, u-^-ftrnzm^tzmMmw, mm 
•fyx^y^m (spr) 4 y 9\ it^m t tz i±$Lit^m-?~ h-(d^ 

MR I *5 iVtn-^^^iii It** 5 7 J'lBttO 

~> X 7~ 1+ a 

[Iff** 6 0 ] 

mtt=-9-^mi, if^ffl^t^^fx.^, It** 5 7 KfBlROv'XxAo 
[Iff** 6 1 ] 

mm T<i * 9 V ■? 9 $LJ&^®. 14 , miBB#m^!] f-^MtS^Si:, «f IBft Ji^S £ fx 
oXmzr4*9V ■9°9*{kmir2>^mt fcgll^Mltx.*, It** 5 7 CTOv^rA 

°[Iff**6 2] 

ffrfBr^ X* V •7°^^¥^{4, hubB (A) ~ (C) (DlM^m^-f^^t^^-f^^ 
n^7A $ tL/s a > tT a. - ^ «:^-tf , Iff** 5 7 HBB«0 v^fA 0 

[Iff** 6 3 ] 
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[lt#£ 6 4 ] 

mSB^^ti. m-/fe, W> ?fc> lift. J; f>**iJ;>)SR^ 

6 5 ] 

[fflf 6 6 ] 

i5 7 KfB^OvX-r Ao 
[ft*« 6 7 ] 

< t & 1 O^ICML, < t i> 1 o<^#ttfi^^ll(^^-r^f|5^«:-r^> h ? > 
[fjf ^Jjl 6 8 ] 

If M 1 ^IS»co^fe J: o T « $ *L& , ^^yff*^^>j7^o 
[fjt^iji 6 9 ] 

i i i) R-T* x^ V /^IfS^Dft^lffti 
(B) fJdttU'fllU 4?*< fcfc looSSKfl^IftL, ^LT 

[ff*ll 7 0 ] 
[»*« 7 1 ] 

(B) Wi:ML> *> lootf^imtSISt, 

ffiLT, l^^yfMry^^y-^xyxi: L-CiB3&1-& >f ^ > V T -( X ^ V £ 

(D) ^ - * J. > X * fPMff-f - 

^"a-f^ I] fee 

[W« 7 2] 

m^m 7 3 ] 

< i ooicritJ^y hrM x^ y ^^©^-^iv^^v^^t 
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i i i) KV-^x>^S:i*ft*^St> 

(A) <iU oojRft*0^4: < & 1 oco^I^P#m^J^- * 

(b) Rjiitwu 4>*< i^<Dm%mmwj*tmL, fit 

(C) »^yfl7*-^^*V>T, |IWIIttta^H^> h 94 5 LTfii 
[ffi^IfC 7 4 ] 

o 

[If^Jg 7 5 ] 

(A) ^4 <i:U < *> 1 o©^»Jf*-^^#^Igi:> 

(b) «KiL> s>&< loottflgajttttitfttiiSfc, 

fcBLT, fJK^> b ?4 5 >9KX OffiifcSftS'f ^> bf U ^t&fttSIfi 

7 6 ] 

< «*> i o<z>^* % R^w-raw ^> b 7** y -7 9 *m^Xfrffi-t 3 

(a) < o<o*fi*o^* < fc 1 1 ooii<oMf-^ tftiiet, 

•7°n 9°?J» 0 

umm 7 7 ] 

(A) 91*311 PfB«0^*MV>T, ilOiMtJil^f^^/bf^^'JT^ 

(B) ffi^Sl ld|B«0^fe«:fflV^T. »2©j|ii:Ht4»2©^^> b **Vf9 
*4jftt4I8 ; is 

(C) »I5S(A) * <£ (B) &C#V>T# & ttfcS l * J: 2 O-f ^> h 7*4 * * U -7* *Jfc 
[ffl^l 7 8 ] 

i 1 O^ft ^ i 2 i OiII:^Jf 1 1) ^fe 3 > Ha - ^ 

SHJ7n^7Ai?*ot, Invite. 

(A) BlJfcffll tc;|E*©^S:fflv>r. ll©»it^l^^>Ff^^'J7^ 

(b) »3jtsi tia«o^ftS:fflv>"c. m2<ni%mzm-t&m2<D4'<^Yrjx9v -?9 
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(C) fCDjl(A)i3 J: tf(B) £ j3V>T#lb*L7t& 1 i3 «t TO 2W^^yff^^ U 7°^ Jrb 

[«r*« 7 9 ] 

ff-fx^ u •^fc&jfci-axe ; 

(C) ili (A) is J; (B) K is v> T# £ *Lfc IS 1 <D 4 ^ > h f» -f * * V 7* * is J: $ 2^ 

[ii^ii 8 o ] 

(A) ^4<fcU < fc 4 1 ■o<nf3m<nW&mv*-9*n2>X.nk.. 

(B) Sffi*KBU 4?&< fct lo^fKfiMt^lSi:, 

(C) RB#5&y!l7*-*fc:*sv>-C\ »#««I^tt b^"f5V/i Lti 

a, 

[ft «l 8 1 ] 

< i: £ 1 ff^x^ 'J y°9 a > tf i- * £ 

Hil. $ * s -7° o ^ ? a fcfBft-t & EfifcHMfcT? * o r , : 

(A) ^<Hl < & l ^><o$iM<DW%mr- 9 WISi, 

(B) lfili:iU ^4<iU o<a#«fc&^#j&»iHrr&I*I^ 

[f»M( 8 2 ] 

(A) il?4<tU oo|ft*©^4 < t t> 1 o^jt^^Jf-^iHSIgt, 

(b) «d^i«u lootwi^iiftsitt, 

(0 i£0#^iJ-r-^~i3V>T, iff Wlrtt^^^'f ^> > ^^f 5 Lti 
ffiU, ®H^> h 9 4 % >y\z3i ^9lBi!l^i^^-1 , ^> hfV^^V 7°^ *§«t4I8 

(D)^fc <tU OOSEW ff-f7^'J SrWT^I©^ 
[W^lJt 8 3 ] 
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Z,y°usf^A* & 1E«MR#T? £> o T , R # & a , 

(A) Bt*5lH=SB*o^rj*S:fflv»"r. $ 1 ©JIKKHtS* 1 «>f h f-f ^i"^^ 
*&j£-rax*l ; 

[ft « 8 4 ] 

(b) if^i ^is«^ft^ffl^-c, ^2^^^Mi-^i»2^-r^^ ff-f Tstvrr* 

[ft « 8 5 ] 

m ^ x , * * m * «-*f -r & * =* y tr * - * k fiia $ * * -? n ^ 9 a * ia#i 

& a, 

[If 8 6 ] 

(A) <H1 o^ftjfcO^ft <t^)l o«^5iJf-^«:#5Igt, 

(B) IJglCriL, 4>fc< tfe lo?)!|t6iifft*ftitSIgt, 

(D)ly-^i>7^ Stf-t * XH 
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[0 0 0 1 ] 

[0 0 0 2 ] 
[0 0 0 3 ] 

# (fOx«\ ili£3*KJ», tt^f^fi^) WfE&fi, aWfcBK Bf^Jf 7t 

[0 0 0 4] 

o 

[0 0 0 5] 

3&qi^^fC^«3, -t*L<b LTlfflW r&^tv^J tv^ii:C44o Iffl 

[0 0 0 6] 
[0 0 0 7] 

LTV^^tl) (f!lx.i^ Mycoplasma g e 11 i t a 1 i um) It Il4 

•?> o 

[0 0 0 8] 
[0 0 0 9] 
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[0 0 10] 
[0 0 1 1 ] 

CLfct?, Rosetta I npha rma t i c sit 31* <£>#ffmig \Z&\*X ^ 
-10 w (rat) L/iflUMWftfi'o-Cv^^o ^©i^j:tBI-ett, if 

[0 0 12] 

tB-r^^t^nXfg^^oTi-CV^ ( (Mx.li\ *#M1~3 ;#It»13) o 
[0013] 

i»tf 4~5) o Zfuy r 4 Jl<*m^tzM%r (Will #ftf 14?r#I) feiO* 
[0 0 14] 

L*»U ^J7-^Cov»T, *i*0*&»*f«:*&J*5J: <1-*fe*^¥SS:«ftL^ 
ffll tt v» 4 /£ & < , il^att ii > ^ x n 4 $9 HI comfit tUf-^ **H^ $ tu 

[#fF» 1 ] #^2003-505038-^- 
[#ff»2] #^2003-505022-1- 
[#fP»3] #^2002-533701^- 
[#It»4] #^2002-533700^- 
[#Sf » 5 ] #^2002-533699^- 
[#fF»6] #^2002-528095^- 
[#ff«7] #«2002-526757-t 
[#Bt»8] #^2002-518021-^ 
[#M9] #^2002-518003-1- 
[ftrttl 0] #^2002-514804^- 
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1] #^2002-514773^ 

2] iff ^2002- 514437^" 
mWJcmi 1 3 ] *S#fFH5, 569, 588^- 
imttm 1 4 ] *H#ir»5, 777, 888-^- 

[^^It^cKl] Schenafb, 1995, Quant i tat ivemoni tor ing of gene expression pa 
tterns with a complementary DNA micro— array, Science270:467-470 

[^#ffr:£l$t 2 ] Lockhart^, 1996, Expressionmonitoring by hybridization to h 
igh— density oligonucleotide arrays, NatureBiotechnology 14:1675—1680 

[##St:£#;3] Blanchard^, 1996, Sequenceto array: Probing the genome's se 
crets, Nature Biotechnology 14:1649 

I^tfrtf 4] Marton^, 1998, Drugtarget validation and identification of 
secondary drug target effects usingMicroarrays, Nat Med. 1998 Nov;4 (11) : 1293 
-301 

[#M$fi\fcftfc 5 ] Gray"b, 1998, Exploitingchemical libralies, structure, and g 
enomics in the search for kinase inhibitors, Science281: 533 — 538 

mm i>m&: u «t a t -r & mm] 

[0 0 15] 

I m-f & tz #><D&.ffi It ffitfe-t- * - t £ 4 ^ > Y * T ;V =f V X A fls&f ft k* * L "C JSWfC 

£ * j: ^ k ib^-t & ¥^ *• * - 1 * fc "t * o 

[0016] 

£4^<> >9~t LTjfitBU ^ft£fflv^T^<7)^«fB£&1-&4 ^> 

0 y°9 %£km-f& itCiot, $^£ftfco 
[0 0 17] 

-f- 4 £«B# W I* ^ - * - L -«*IBJ!&«0 Btm^'J 7»- * £ #U&-f 4 £ k > # «t ^fflBt K M 

m^a* <r>mt <£ < ib« i^tfr* - * - k § & £ k Ltz z. t k x ^ xm 

[0 0 18] 

[0 0 19] 

tot, #3PJii, JSJLTSr»#i-*o 

( 1 ) <fcU o^Clt^^^^ lf^^ U 7 s 9 i4ftt4^*of : 

(A) < k 1 o?)jSft*^4 < k & 1 oo^IcH^Jf-^lri^ISt, 

(B) ±mmB i:HU ^4<iU ^ o#mftJ^tb £ H^l- Jlgfc, 

(C) _LfBB#»J7*-* K*JV»T N ±IB#mfi^» 4 ^^r-T^^ > ^ ^ >7t L 
TWtBLT. _LIB-T > ^ 5 y^KJ: »9 fBi&£ ft& -f ^ > > 7*4 * * V X? 
*I5gk, 

K$tt&. JIB i ^IBm^^feo 

(4) _limu±. mux&z,^ m% n-mM<ojj& 0 
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(5) ±iB3R«\ i ^famco^feo 

(6) ±ia*t±, mm^M&'?&&, ]rb i ^tamo^feo 

j; ^s^^tta, jib i ^mm<DU-& 0 
(8) ±jb»«mu w-ifcm^Hir&B^ mmmm, mm^m, r#h--> 

US 1 ^SB5RO^So 

(1 0) ±|B*g«li, tott&mi' ^n'&ZV&ttft^l'** &h MR* 
< tt> 1 ooje«*^tr, JIB 1 lw|B«0^teo 

(11) JifBfBWli, il{S»;3pv^£#fr, fig 1 t=IB*o*ffio 

(12) ±tmm^mW}i±> tm&<otet<o—&> t^mnmmtmm 
mttmmkMm<vmm<vmk-x£tzi$mmk ; -libb^^j-t-*- 9 <d 2 m^^tpjr^m 

1 pm^t t , i^mw^n^nr- 9 <d 1 t <d—wc ; ±mn&mr- 9<d2 m 

U<Dm^nr~ 9 t ?>#-5§-<7)-@: ; ±§m^nr- 9 <r> 1 »«5NS t > iiUco^ioBf^^ij 
^ 0 ! pf fc oft-S-o— 3c ; iifBBt^iJx- ^02 »«5MI . ifeoJtlKOR** 

* k co-ifc ; IMMmW- 9 <r> l vmftfc £ ^ ±IBiS*oBfloi**y>l7*- * ^ l 

tit t £>-ic ; *s <t tF_tifip#m^j ?-*<o2 mwifrm. t , ±sajg« ^su 7*- * <?> 2 

PSMIK^Iikw— *)m$lZft2>4>% < t i> l KIB^^fe 

°(1 3) JiBB#mfl#£»«\ ±1BB#^iJt>W<75 1 »i<0ff©^fe*^ 3(B 1 

(1 4) ±iB^F^j7'-^t±, a^^-^s ^t±^at»T'-^T?**, 1 Kmm<Djo 

So 

(°1 6) ±|B«F*y!l7*-^tt^ lilMM^^^^ (0) ktr^^tL^. «Bll-fB« 

(1 7) ±iBBf^ij7"-^{±, Mi'^^J tzi±mMi<"<)i'~?$tw>-£ftz>, muiK^m 

(18) _h|BB#m^J 7*- ^ fi , »iS^ l&m V<)V<DT~9X*lbV) , JilBAfS^li V ^ ^ 

(19) ±MW^.¥\r~9\i, JEmk%ftfcr-9X"&2>, ^B 1 t-|B<l^>^fto 

(2 0) _tfB-f^> ^ >^(±. B$ja4fcliB*tt"C*3B3*U&. JIB 1 ^IB«<75^fe 

°(2 1) Y 9 4 $ > 1 Z^MJSLrt^^^-ftt^fetil^ffitc**, JSB 

1 ^IBfc^fe, 

(2 2) ±IB-f ^> h ^-f 5 >^(4. 1 ^IWJSLrtW^om^fcttl^lB^**^ ^B 1 
^IBftcO^-So 

(2 3) ±IBBtF*^'f-*fc&^i&Si-*3:e«:S <b^-S.^"t-S, J^B 1 KjfSM(V%&o 
(2 4) ±|B»«S{±. iE^k, ->XWfr, S^fii^ 
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^iiiR^tL^, Jl@ 2 3 ^IBIftO^-fto 

(2 5) ±|BW ^> h 9 4 5 Nf^Jt*- 9 <D£lt*- 9 K3fc^v»T hi%2>, m 
B 1 tEf©*ft. 

(2 6) _h|B>f ^> b * -f ^ >^±> ^yilT'-^O— ^»«-C*^V>-C**?>tL4 N ^ 
B 1 ^lB»<75^-So 

(2 7) ±lB>f ^> b 5 J^ti, ^^J-7»-^WZ:^««-H*^v>T*i6fc*L*, 
B 1 £SB*fcO;frfto 



(30) ±m^^<yY9 4 ^>vi±, ±&&mw)ja. m.'pttz^m^^^x^M 
(3D ±iB>f^> b^ ^ yy\±, mmt, ±mmm^mn (+, -stuo) ) t 

(3 2) _hlBB#W t ft&t fcttBHTC^StL*, JIB 3 1 ClfitO^So 

(3 3) _hfB^> ff^ 7 7 V 7^(i, Bf *JII^-f^> h 9 4 5 y^iclt^i^^t 

^-SottioTiei^fa, ^g i Kiam^&o 

(34) JiflBW ^>ff^x^ 'J 7^ 14, B#j5J0U', W ^> b * 5 > ^^Hi-SaBJfe** 
(3 5) JiEJB«tf>*ira4fctta&Hi, -»*5Mfco##**SEft1-*jiL -Pf^ffi^^ 
fcf^ct^ilftt^, ^B l Jfto 

(3 6) _LlBl^^iMin*/cti^tt> lE^bb/ciif fitter- * &'&v>T, 

(3 7) ±mmmt LX'J?% < 4 2t«©ffi»tiv\ ±1B^> fNr/7iLT 

(38) ±fa#^Mj tu, l P^T^io^i?^ ± 2 BtlbMI^-f-SMtSrffl 
v> N Jitfi -Y ^ > b 7* W 7 * V 7 * L T % 1 K«WHfc (Dft^mt t^ffi-t & & 1 ^ *3 J: 

ghfS, JSg 1 icfB^cD^-feo 

(39) Ji|B#m^^i& fcU, 1 PtflWHtOfl^gEftis J: 1/2 Btfca-tt^-S-aeftfcJB 

2 pm5M*o^^bK*ji£i- & # 2 -x^-fr h mz^mt<o % ^mm cov» t^^^c 
(4 0) ±ia#m^»it u, 9 (Dw^mtzm^, ±mm*<> ifi 

^ t lt, ^^-^oiiintc^Si-^^i^i3j:TO^-^o?m^^^-t-^^2^ 

(4i) ±Mwm^Wit\^x^ £k7*-9<Dffi-%mk*m^, ±.w<> yt* 

(4 2) ±SB'f^>>f'f^^ , J^it jte, liift^ Sfe^J:^ 

(4 3) ±|B-r^<> hf-f ^9 U "7°^i±. 5:^T«SIB$tL^, ^g 1 KfBftOTj&o 
(44) JtiB-f ^> hf^7 'J 7°^ IB»«t#HE»-r*Xfi«r$ & K^l"* , « 
B 1 Hf2«<M?£o 
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(4 5) ^{Hio^M, ^ZkizM-tzJ^yyrj x?v 

(A) < fc & 1 ofl5^fi*W^«: < & 1 ooJgllOBlF^^J'r- ? t^SISt, 

(D)4>& < t 1 o<7)±|B-f ^> ff^^ U 7° 7 fcfl|*r*-*xefc, 

(4 6) ±MWt4> fl@4 5 HE«<0*ft o 

(4 7) ilBT^^UXAti, gE*»fl^77\ 77 7s7-^Jt\ itfe^TJVn'UXA 

XA &#tr. SS4 5 ^IB«<7)^i£o 
(4 8) ±|BT;V=TU Xi.fi, itfSfiUT^^ 1 ; XA*-£tN «@4 5Ciet«^o 
(4 9) ±JB3iUi, £^&&-e&^ SS4 5l'|B«<7)*feo 
(5 0) ±13^J±> HW&-ea*, «14 5^=B«<7)^o 

(5 1) ^^i3lt*^l^a?fc^2 0^«li:OM#'Sr5'W-t*^"C*o"r : 

(A) «B 1 Hia*0*ffi*fflV>X, *l©»Ii:«t4*l©^^> bf^^'J^I" 

&x@ ; 

(b) i ^m^m^m^x, 11 2 ©i«citsii 2 ^> h x 77 * 

(C) _hfBX@(A) £ J:a r (B)HiJV^"r#e)*i.fe*l*5J:0 f *2O'f^>h7*-f^^ 'J 7° 7 * 
Jttfci"*XS. 

(52) XfBX@(C) £i3»t* itmK ±mm l*J:a f *2^^>/^^ v 7° 7 

(53) ^1 <D&m&<D&m£&2<D&m&<Dftm£<vw&*frffi^ttfe~?*>^'c '■ 
(a) i ^mm^m^m^x, n©}Mtsii©^>ffa^j^* 

(B) iS 1 Ciai^frft^ffl^t, i2©tSi:«tSi2«^>h7'^^V^i 

(C) JiIBX®(A)i3J:^(B)^i3V>T#fb^^li3J:^2 0^^> h 7^ 7.7 U 7°7£ 
J£]ge1-&X@, 

(5 4) ^.ai^i 1 2 o|*«^M«^fft^Mt- 

(A) 1 ^|B«COM*fflV^-C, ^10P#*Hi3^^, ^l©^^>>f^7U77 

(B) «B H:E«©^t)iv»-C, fjl2?)R#,£&;i3lt&> i2©-f fr^^'JT"^ 

(C) X1BX® (A) ^J:0 r (B)Ki*v>T^e>fL/i*l*J:0 f »2O>f^>h7'-f^^U7^ ! Sr 
Jfc|M-&Xg, 

(55) as 1 <Dmm^W}& x wm 2 (Dmm^m^m^xnbK^ y ta * * 

(A) 5Ca 1 fcia«o;frfc*fflv>-r, ^l^ttwttttffl^-cftf)^, *io^^>h 
7; 7 y 7° 7 *^i-«.x® ; 

(B) £S 1 t|BftC5^*fflV^-C, »2<7>#»fi9^1lF*ffiV»-C»e>tL*^ i2©^^>> 
rvi^'J 7° 7 4:4jStSIg ; 
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(C) ±IBX3g (A) is X If (B) K is v> X # h tifz m 1 <D 4 ^ > V T 4 * ? U "? * & * &tt 2 <D 

(5 6) XlBitf^^T, XIB^ l«'f^Vl>f^^'J7'3'©^^>f^^y^J: 

b * W 5 ^X^Sr^-f 5 5 HfBft^teo 

(5 7) ^Cit^T^^^'J ^^tW4^fAt*ot, 

i ) ^cHta^ft <tt>i oo^««b#^m^-1-&^^-^I£^ 

i i) XIB^^^-^^'bW^^^f-^^^XIB^O^^J-r--^ ££j&U XIBBf 

(A) < t i> 1 oolfiWS: < & 1 * 

(B) XfB^lKiHU *J?&< l^co#m^fb^»U, ^Lt 

(0 Jimmmtr-tn.z&^x, ±Mwmbmm*^-t ^ ^> rtv 

(5 8) ±|B#tt»III&*C**K ±I5yXf Att, XlElfflJi&KM LT— j£<0Sfc»*:«o £ 
fcd*-C£S3t«Mfcfc$ 6 *SB 5 7 i:Ef©yXrAo 

(5 9) ±|B^~*-¥l$m> ^TOils HbfcSR^SU V-^f-3te»Srfflv»fett^$| 

e> OT^°9x^>ifcRi (spr) a^it-^ it^mttzit^tm^- 

3— |«9^jr77^- MR VMMZtiZ, 5 7 1: 

ElWyXrio 

(6 0) X|B^-^-^f±. M-f"«:ffi*-r*¥^«rfflfx.S, ®@ 5 7 CiBt^yXrA 

°(6 i) ±mrj x?v79$ij&^mi, i-»jf-^«tJftt xteitlf 
(6 2) ilia-TV xia (a) - (c) <Dj:m*$&T-tzzb*ft 

(6 3) XSBt^ V ^*£^1"&it^l&££'bK«;i&> JgB 5 7 ^IBtt^v^ 

(6 4) _hfB*7F¥#£l±, TO, fe> lift, t^ir/^^^SSJ: 

(6 5) ±IB^¥l£i±, ^^M^i"*, TIB 6 3 Cfi«^'>XfA. 

(66) XIB-f ^>ff^^'j7^ SrlBftJR-fr^lBfti-* /S*o8B»^S* * <=> Kfllx. 

(6 7) JfcfcfBifc-J-afca&O'f brV V /nifeoT, 1 ^^14* 

(6 8) SB 1 fcSB*<0;&ftfc±oT£j&$*L*, ^>ffa7'J^^o 
(6 9) iCflt^f^ V 7* ^v>t±12^^ft^yXfi-e*oT, 

i i) X|B^-^-¥S^^#^^^«^^^Xfa^OB#^iJ-r-^ ?r^L> ±iB0# 

i i i) XSBrV*^ V •/^^¥S«rfl**ft-*«'*f¥Sfc 
^f^y^rAt^oT, 
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V X 7~ A o 

(7 0) ±|B^#St±N < ^ 1 o<7)X^x hr-V X^ 0 -7°^ «rT/l/=fU 
ft^ll^tt^> SB 6 9 i:|Bfo->Xf A 0 

(71) ^& < t & 1 OWlCit-S^f^^ hfa^'J ^^y-^>^^tl 

* i" * "75 ffi -e * o r , 

(a) ^4 <ni o^iiw^ < t & i ^(D^m^^mr- ? *#&x@t, 

(B) Ji|Bjt«HiaL, lo<7)#^fi^»£»1"*&X@£, 

(D) ±|S -> - x J- x x fcfiitfr*- ^ x© , 

(72) XIBv-^xxoftffr'^ aftWTfl'rf'J XA«riv»4, SB 7 1 

(7 3) < t & 1 o^CHfS'f^^ Ffa^ 'J ^«y-^>X^wt| 

i d ±%^^9~^^hmh^tzm^h±M^(onw^\r-^^^\^, x§eb# 

^ij^-^ftJf^ILTX^x h fa^'J *£LJ&-f%>r*4 XXV X°X3U&¥I££: 
i i i) ±fBv-^xx£»#rt&^l£^ 

XIB^-f X7 V 

(A) ^fc < & 1 o<03fcS5fetf>^$: < & 1 oo^coBf^iJr*- X 

(B) _L!B»»fcHU lo<&^«f#fe«&*:it#U -tLT 

TjstiiL-c, xia-f^x > ^ ^ia^^tL^^^> xx v x°^*«-r 

V X T" A o 

(7 4) Xiav-X^XXOfMfrii, itf5^T;vn^;X'A^fflv^, SI7 3t:BBfO'> 

XT" A 0 

(7 5) < t 4 1 o©MKBt4'f / «>' Ff^^ V X°X £££U&-r&^v££ 3 X 

(A) < t % 1 00^63*60^4 < fc "6 1 ooMO^Jf-^ *§4I8^ 

(B) _LiE3£«U-WU ^4<fcU oo#»»^IfjS:ift«-t*xe t > 

(0 xiBst^ijr-x^iov^. ±ia4^ 4 -^-v ^^^a 

TttffiLT, XfB^X h X-Y 5 X^K± !9fa^$tL4X^x Ff^^'J X^Sr^-t 
&XfS^ 

(7 6) n<Hlo«|^ iSB^KMi-S^^^**^*^^^"*" 
(A) 4>& < h * 1 o^ft*«^4: < fc i> 1 o©^i©H^Jf-^t#^iet, 

(b) xia^niKMU 1^4 < fct ioo#mwft*^ffi-t^xfih. 
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(7 7) ^j;i3^^^1^t^It^2(7)^Ii(7)P#*^/fi-^^S^ :3 >t:^-^^ 

(A) ®S 1 fclB*o:fr8c£JHv»-c. »l^at^H"t*#l w^f-^^ 

^jstsis ; 

(B) ®B 1 tzia*©*ffi*fflv>-C, »2WMt:Ht4«2^^>'bf^^ , J^* 

; sax? 

(C) ±!BI5g (A) 33 J: t>* (B) K J3V>T# 1 is X X/m 2 <D4 ^ > h * * U 7* * 

(7 8) & 1 ©^SMIti2 W^S*<0»aii:OH« i S:^«f"t**"S*3 >^ 

(A) 9Sli:B«^fet«v»T, iirojlS}:MtS^l©^^>>7'^^V^* 

(B) ig 1 ClBf «^ffl^t, »2©j6«i:Ht4»20'f^^h7 , ^?y^t 

; is itf 

(C) ±|BI«(A) i3 i V (B) ^4SV^T» h fitzm 1 & £&m2 Y X? * 

(7 9) i 1 «tf Wt* i 2 Klf ft^fflv^-Cll fjiU ^> i-ra^ 
^^lv>r, * s * S3fe«*ra8i * i- a ^fe * ^ > tf * - * $ * * 7° n ^ 7 

(C) _tsBIS (A) is i if (B) K is v> t# p, fitz # 1 <£> 4 ^ > h * * * V 7 s * is J: TO 2 <a 

(8 0) 4? 4 <tU o©^CltS-{^> hf-f^^'J 7 p ^co>'-^^>'^*ffl^r^ 

(A) ^fc < fc 1 oo^fi*©^^ < fc 6 1 orojH©H^Jf-^*#SISJ:, 

(B) ±.ISJh^ I'll, ^4<iU oo#»»*tttllffi-f-*XSfc, 

(O jiibnf^ij^-^^^v^t, ±mmwmmW}^ir^u^^^> ^^^^a 

•79 S-ijStSIgt, 

(D) ±|B v - * i > * * m#rt % 

7°n ^5A 0 

(8 1) ^<fcfc loojRtHti'f^^ hf-f^^'J^^tS^^^^^ 
a - * K $m H4^d^7AS: IB#i1" * f5#lift#tr & o T . ±iB?Jft tt : 
(A) < i: 1 < fc 4 1 owiI©WJf-^*#4Ift> 
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IB«#o 

& * n > fcf a. - * $*4^n^5Ai ffiili- & IBM#-e & o T , XfB^fe 14 

(D)^£ < & 1 ooJtfBf ^> hf-f^^'J 7?*M$f1r2>n:m.t, 
(A) g@ l K!Btte>;fr8;*ffiv*T, ii»Mi:lt^i«^> 'bf^^'J^t 

£j£-rsxe ; 

(0 XfBXfl(A) is 4 (B) Kisv>T# e> *t;fc* l*sJ:Vm2<0'('<>YT't 

(8 4) fill «^fi*<7)^It^2^^ffi*0^t0^m^^tfi-^^-fe : Sr^>^a 
- * K %M ZtZ-fuy^AZ IBil-f & |B&1S#"C & o T „ ±f B^-ft (4 „ 

(A) :gB 1 KlBtt^ftfcJBviT, il©^»^il©^f^>bf^^ , J^^^ 
3U&-T&X3I ; 

(b) aaicEWS^iv^, ^2^Mni2©^^>f^^'J^^ 

4ftt*il ; is it/ 

(C) 1ET8 (A) i3 4 V (B) \Z is V> T# b fitzm 1 * 4 2 © >f ^ > V 7* J * 9 V •/ * * 

jfctfc-rsxe, 
ib«# 0 

(8 5) ^l^#®:fi^S)i3 4ti ? ^2co#mfi^S!)*ffl^^#^^^^^> brV 

a * § Bii-r * ia«#^ & o -c , xiB^te (4 , 

(B) Jig 1 |:fiHO*fe*lV»"C, *2<0#»»^aft«rfflv>t:#fetL*, ^2(7)^^>> 

(C) XfBXfM(A)is4tJ f (B)^i3V^'C#6ixfc^l<D-i'^> hf^^'J 7° ^ is 4 « 2 © 

'f^^ff-f^?';^ axe, 
ibiis#o 

(8 6) 4?* < % 1 o^|;|if4^^> h-rV^^V v-^ ^fflv^tls 

* «**f i" ^ ft * ^ > ^ a - * \z $®> z^&y'ujfyAz mrn-f * i BSis#-e ^ta 
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(0 ±iBB#m^j 7*- * k v> -c , ±.mmmmmm z *-r & j ^ > > 9 * j > ^ t l 

(D) ±IB -> - 9 i ^ * ^ilft * X© 
[0 0 2 0] 

[0 0 2 1 ] 

[0 0 2 2 ] 

[0 0 2 3 ] 

(Mx\«\ $km<Mb&H raj . ranj , rt hej ii 

m ^ x*i%m $ ft %> <om nm x zm^mum mi*. *nioita^?©sit 

[0 0 2 4] 

(fflM^*) 

[0 0 2 5] 

(^) 

^mmWK^X rmj (system) i:«i> *«/fcH$I* % ■=> 1ztofr<D&S. *) "C* 

-w*.wr, (f!ix.ii\ fl^ft^ »^a^ (0ix.Hr. «ei&, ml 

[0 0 2 6 ] 
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[ 0 0 2 7] 

^0jiffl»^i3^T r^%^a?i^j tit, ^m\zm&irz>ii^^z^*) o t^o-c, 
wtLtit x. is\ , ran > »» (^w%tai) , «b 

[0 0 2 8] 

^H«#^^v^-c rtt^^w^J fctt. tfc&s^ ESa&^> mm^ 

o 

[0 0 2 9] 

ffi^WZktLXtt, m*.l£. fcffi. i&nmft&M (Mx.li\ GNP. GDP) & if 

[0 0 3 0] 

*0^iE»^jov^-c rA^^fl^j^J as:^ (0»x.wr, wi, xm, M£ 

[0 0 3 1 ] 
[0 0 3 2 ] 

j& (Mx.ii\ m^mm> mu^mmm) t*otuv», tax. 

if hfth tL h K PIS $ tltk V* o 
[0 0 3 3] 

^«B#K:*v>-r«fflStLa r^v^wMJ tit, mmf&<DmBKM-t&&%< t 

^Sll^fffcllWif*^ *M*^tfc & o fy^;HHIi> ^ifc^lW-^x. 

[0 0 3 4] 
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[ 0 0 3 5] 

^mMxm^htt^mm±. ¥<D&®&&<DfflM (tit*. ii. itnmM%<vmm&&.® 
Wx-tf. mm. mm ttzi±grmm*k® (mx.ii. mm (tztk.ii. mm®. »*g 
mm) . urn ^mmm. M^mm.®* t) %t) > -etiv^ mk.n. # 

%Sii« (tztk.ll. *??Vi-*?M. t^^ftm ?0!#£JI> W£Su JN3 

fl&$M&Wfcir) fi*OJfflfl&**fflv^tL, J:^M^f±. m$LW)® (Will 
m?Lffl, M«> «SL A&Su #Hf«, 

mmm. m^m. ssnu mmm. ft^ift^) **w«n&**ffl^ 

? ^atiwiiia, M^fflia^ i v*fi h <om.&mt£ d » 

[ 0 0 3 6] 

tUv>o ^MlftK**^ TMtfJ Sfcfi l"3fWJ SOT^^ffl^fetL, 

#0 %> & mttm\t^<nW7E.<7>Uft IzMfe ttf f ft, OflS^BJL* «J fc8d£tt £ 

toTv^fliji^vOo -m^MM^L® (mz.ii. mm. mm) xit^im^.^ 

. ^SfcWa^fcfci-fclfcfS^ ^ JfoJN ™> 'C-W. IfWL m^B. m. wm. 

m. mm. mm. m. mmim. mm^t^mifhti^^^tthizm^M^o *mm 
#&-jov>-c, ^mMvgrm&MMfrhfrttLfzMmtvTte. m&mm. mmKmm. w 
mmm. %?mm. &lWlmm. <mmm. -wtmmm. %wmu. w^mwmm. nmmm 
. Mmftmm. &mmm. mmrmm. mmmm.. ^mm. %kmm%t*&mf 

ifi^fth\z.Wm.^ftt^ 0 
[ 0 0 3 7] 

^mmmK^x&m^K^nh (tissue) tit. ^mm^miz^^x 

2m±o^^^^^^i-^«*ia^--^^Mii : S:*^L#^o at, mm 
n. m&o-uzmm'f&o mrnvmrnt, %mm. mzmztzimtkmumiz^z. 
±&m.m. mmm. nmm.m%tiz&.w\2ti&o mmxn. rnmm^^m 

mm 1 7%xm.m, t iz±m $ ft. t tzm^mm^mm \zx^ xM.-m.rn t 

[0 0 3 8] 

-Ciilirfflv^tL*** Steffi v><b*L, ^^feSr^tr^OT?**), -ji#o^^^-r 
[0 0 3 9] 

fzmmtit. ^mtommz&^xttm-rzwmg. (tztk.n. m^mm. n^i, 
§tf i ^ (i^^^^M^ tc^-t t , % fttz^K itmm^t^mw t tz a 
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LTV^ (flanking) SB^iJ (IP*>> iff® 5 ' itf 3 ' 

[0 0 4 0] 

[0 0 4 1 ] 

*wfflmfrte\,*xmm<o r#tiu twu n^tt^^s Witt ^mm, 

[0 0 4 2 ] 

#Ml»K:*3^-c. |"5MtJ Sfett rifflJ&^HtJ tit, lMia«t:iotft* 

H^- S tz it^kft £ - «£ «5 MUfrVL * mttr 2> £ £ &X % Z 0 Mffi>frtt><0 

«f*ttJBHfc LT$gt*ot, slUftWl-ett, BOO* ^ tt 

[0 0 4 3 ] 

*9ttH*K*jv>-c ra^-j (agent) t lt(±. s a^^itj^-r * - 1 

-) ■euotuv^o -€-0 j: -5 Lt(±, «x.if, *°>;^-/f-F\ 
ty^^f >\ ^y"^ Y\ # v * * v 3- ^ h\ sj-V ^ v^-^- F\ js^v ^ 

8ft (Mx5i\ cDNA, ADNA^iHDNA, m R N AcO «£ 3 ft R N A &#t>) 
, sJ?V-9-y*U F> * V =f -9- * * 'J K> JM, (Will V F 

LxmmzwRz&fr?- («i(f> la^v Fft ^) ftk*) . ^ti«b<^i^^w 

tf&*L*#**LfcfclS5fe£*Lfcv*o #V * * Kfc** LT# ^ftjft HT- fc Ltlt ft 

SSfi&fctt. * ? VH^f- KOKyiJl'WUT— JfeOE^JffiRHi* (Mxlf> 7 0%m 

±<^@e^iJ|W|— tt) i>-?Xffln&.&%i1rZtfV X? isX^V, yn^-^-i«i:fe^t5 
I^B^OJ: ^ ft* 0 V^7 0 ^ F& W^lf e>tLSj&«-€-*Le) ^RjestLftv^o *°'J^^°^ F 

tLfe«L#4 fctt 3 v>li*©«*RW (f!lx«\ miM/C#) , ^O^V^7"^F 
[0 0 4 4] 

<5D^#ft t\ ft f> ^Ct^^Ii^XofcS^^: \JhiiZ>ff?:tih\z.m.fcZ it 

see ft if t ^ ^ tL* i t amm $ tt* » *^*h* ^ ^ v>tm ft^w^wa-? 

atl±, ii ii\ te^tflW @e^J m x. «\ 7° n - ^ - ft ir) . 4 7t 14 -e- tL 

sra- K-ta^ift^^f e>tL*o r»^^H^-J [m&m tit, *mm^K&^ 
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xm^fi^m^ mm<D^.mmm=^ mmztzitmm.) *v^ c ifitdt m«u 

[0 0 4 5] 

■ei±, ntfc^-j r*°v^v^Kj, r*v * v*?- kj , mwtfri-i & 
xxf mmi kbvnz/ztii* X9>>*?%\ , r^y^-z^-Kj , r*y=^^Kj 

fs^ 4 o ruia $ tt/c r*° y * * v * ^ kj , r * y * v * kj , raafc^j 
is 4 v r^mj & h v k/ z tz \t \*y^?%\ , r# u ^ 7^ kj , r * y ^ 7^ k 

m c tist £> i ^ s "e § s o 

[ 0 0 4 6] 

a w&]<D%&v>}ti0L. ziztemwtom&x > y > y^ > 4*ftTT?©^ 

< <H70 %R— 4 *) » S b < li^fc <U80%, 9 0 %, 9 5 

96, 9 6%, 9 7%, 9 S%Ztzl±9 9 %|W]— oat^-JifflRItt** 
t5. *W«B#ti5V>-C, IE?iJ (#!lxJ4\ «BMB?!U 75yHE^Jft^) ^ fWAttJ t 

, iwi -ft swRtt {4 m c Sfctt * ^ - t o 

[0 0 4 7] 
[0 0 4 8] 

KJ i54Cf r^^KJ (4, *W3W : »t'*V>TRt*l*-C'ttffl$*L, ttIOft§^)7 5/ 

TUv^o T< ymt4, ^fc^Jbot^^i^o-Ct 4 < , 
TUMotUv^o c\cnm%\tZtz^ It© *° U ^ T'f Ki^M#^ t 7 * > / 
^JiiA^mLffio iOfflffiliJfc, ^tf ^ ii AIM ? 7 t*° 
'Jv-^tt^o ^0 4 d LT(4, Wx.il Klt^"^, ^'^v 

^^k, JStK'fL r-b^;v<b, u ^t±-ffi*wffeo^^ L < i±3fc^ (Mx.«4, lilt 

mftt<Dffi^mk) o i^itiif fc> Will 75 sWiO 1 4feli2JSL±OT^n^ 

If, ^7°h^K) 45 4y f ^^S ; ^i3V^T^nO'(t!l^5fc^^'a-$^^ 0 7 0*o^^f 
y<D£n tznmJA-* YV?*?y;*? % <r>mttMm t4 , ®# *° y ^ K«l «: a « 
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[0 0 4 9] 

xwm&K&^xflimztizmm r#y* ? kj , r^y =f** w-^kj . r 

y * * V kj *#tf o rif y * v kj i ^ t± nt y * 

nm-ft&tv ^ ks 7t{±*°y v*?- k^v^v^ sifefiu^ffl^^^o -to 
iTity^i'i^tf KtLt^Piix Wx.if, 2' -o-^-f-^-y * 

ittzm^w* y ^ v^-f- k, * y ^ k^^j >^v^^.x^i§^ ? n 3 * 

- P 5 ' «*D7 5f-f ti^ff 'J^^^ K, * y * V' 

1; rfjst ^ p^-f- K\ * y ^ v^-f - K^co^ 7 v;v^ ? C - 5 -7°n tf— ;i"7 9 v;vcfi& 
£tLfc|fz§#^ y ^ * l^^-f- b\ * 'J ? V^-f- K + O* v v;Vt5 s C - 5 f77-JV 
•7 9 s/;v-cs$l£ tL^ffS'fr^ y * vtf-f- K, t'J^^^f K*<7) v h 

- 5 7"n t°^;Vv h v ^Tft$ *i7tf§^#:* y ? Uir^ h\ t 'J ^ l^-f- K + 
co-> h v y^ ? "7 x. y *r-*}-~J v h -> > (phenoxaz i ne-modi f i ed 

c y t o s i n e) ffi? ilizmm®-* V ? K, DNA^WJ ^-*7&*2 

' - o - -fu tf ;v 'J jK- x $ 'J^ntf Kis «£ t7 * U * V * 

k + OU jK-^**2 ' f y x f v 'J * - ^ tit § tLfcfif t 'J ^ V t 
f - K * $ ft £ „ -ftfc &~ -5" "9 "C tt & v>i ^ $ ti 4 It *U£\ #^o^m@S?iJ ti £ fz^ W 

m*)K7F-2ti?zw&itmmz, *<D$&f&nz&&ztitz&$t#. mx-i*. ms.*v>m& 

ffi is «t Cffffifl&ByiJ * ^L-g-f & - ^ tt , iSfi 3 K >" fMll ^ 1 

* ^(i^tLmJi^M^^tL/z (t/c(±, t^t©) n K>0 3#g<7)fifi^^-iM*3± 
r>V $ tz\±r** y^y ^JSafe-ClWJI* tL^SB^iJ Sr^i- S - ^ X «3 M $ tt#* ( 
Batzerfb, Nucleic Acid Res. 19:5081 (1991) ; O 
htsuka^ J. Biol. Chem. 260:2605-2608 (1985) ; 
Rossol ini^ Mol. Cell. Probes 8:91-98 (1994) 

[0 0 5 0] 

*kjm#^*v>"c, raws-*- a J 7 ■5-tL-e r tL*&^u^^ k 

^ v^-^ k 1**5 its Errors yifcfcra»©f^ffl ^ *av>t±^ri-*i t^fin 

[0 0 5 1 ] 

*Wiffl#K:*v*T, WJS*r*J slfST-f fctiH^ (iiif, ^-/^ Ki 3tt±«lft 
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t j&*-C § S o 
[0 0 5 2 ] 

K (ft$#n) PWLT, 1 ~ n- 1 ftr<Dl2^JS$^^i-^* 0, ;^-7°f- Kt/ti±^V 

, Mill ^<D^^<DTmt LT(±, sKU^-Zf-KO^, 3, 4, 5, 6, 7, 8, 9 
, 10, 15, 20, 25, 30, 40, 5 0 *5 J: Zf^rfli^±<DT < J Sb&*S*lf h tU £ 
iO*#fi9t:^LTv^v^S!c'C3fe$tL-6es (#!)x.f£, 1 1 & £*) TI&fcL 
rjt-ai-e* i?#<2>o ifc, K©f^ 5, 6, 7, 8, 9, 10, 15, 

20, 25, 30, 40, 50, 75, 1 0 0 £ X O^tU^-hO* ? VHr-f- Yi^if h ft 
, ii^SU^Jf Ltv>*v^iSS[t?S?W5§ (AO x. if, H4iT) feifc, TPS 

, ^-01@gfc<7XLTM (i/;tiMx.lf±Tl 0%) tfO & co t^tri H s tll$Wo 

[0 0 5 3 ] 

SEtt*W«fi-SfiHt*v^ 0 f<OJ:H4!»^ffittl±, SS^»Kfcv>Tjgfc<Z>ft#fc: 
i o ti£t Sit 5&«-c # & o 

[0 0 5 4 ] 

ZtifztfV % ? Ujr?- Kt-/n~/t L"C, a n — - • >»W V ^-f -tf- v a 
• 7*'J ^-f 4f- v a v^i-^-f >7'n y F^^/V ^ 4f- v a 

--**v^{±-/9-^ft*^DNA*HJg'ffe:Ufe7^ ;v*-£Jiv>-C, 0. 7-1. 0 M 
©NaCl 147, 6 5 'CTvW 7* U v 3 > tff o 0 . 1-2 ItzfeKO S 

SC (saline-sodium citrate) ( 1 feM&O S S C^^Oli. 

15 0mM Mth'J'i'A, 1 5 mM ^i>tt b y *fflv\ 6 

5 t^ffT"C7 -f ;v ^ - ^Mt 4 ^ i C i <9 iwjfe-ei & x ? v*^- K*3£Bfei-& 0 
-f 7V ?4 3> Si, Molecular Cloning 2nd e d . , C 

urrent Protocols in Molecular Biology, Su 
pplement 1 — 38, DN A Cloning 1 : C o r e Technic, 
ues, A Practical Approach, Second Edition, 
Oxford University Press (1995) ^^B#fcBMR$*L"r 

^ ^ v^-^ vi/z^^yv y^x-tz, ^ i/*-?- k^v^o -ry 

K*3- K1-^DNAco«SB^iJt^^ < & 6 0 %m±^*I|W|tt^^ 

tB|E#2 005-3023660 
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i L < IS 9 5 % J£JLhtf>ffl RUS-fc^r* S^'J^^Utf K £ - fl**? £ * 0 

[0 0 5 5 ] 

otttt^o i»t'ttt«3WRJB-e^i-*N a C U K 2 S0 4 4 ffc v*ofc & 

, ±m tw. t <d mmx* Pbso 4 . znci2& t*m* <Dm.m&$> "9 , z.tihi* 

A&tiU*t?l5o ItLttt, (iWH^MoOH^Ctltitv^^^O 
, ffl&tf , NaC 1, N H 4 CI, CHs C O O N a , Na 2 COs) , Wl&jM. OJ^H 
M^ctV^^, NaHCOs, KHS04, CaHPCU) , il^'IM 

(^S©OH^t©4>[:^oTV>^i^ MgCl (OH) , CuCl (OH) 

U^A, R^Tfc*^ h V ? A, tf;Vlf>m^- h V ^ A, HE PES, % 

# v * a % v ^* * -> ^ a , mmtfc, r<;m.. tr * 5 > , ttm 

(Mx.ii\ ^fcfc^A, M^^v^A, V >KtK^^ h U * A, j^b 
j&*Sf£ Lv^ 0 #fflJSlwSti"*«5Bltt3&*lft< &*«l^3&***3&*?>"^**o fct, N a C l ft 

[0 0 5 6 ] 
[0 0 5 7] 

*WJHB»t'*^f riEfcW*LfcW«J t±, jEWWfctft* ©toll *«, 

«t o &!»5tfc Ltit «*.«r. *f-^>-i±^ w-> ^^^-^tti&Sft^^f-^v 

tit fc^^&IEfcflrmLfctoJt*: LTf±, flx.!^ *^-t^tt#';v-^)J:-5^*a 

, *»ifc4 if) * C *J v> t sb & eiK»»*"f K^i" * - ^ll®^ if #*Pif <b tL 
a**-e-iLi=)^Rft5fe$tLftv>o 3 * LvvfEKWWLfctoRfc Ltli, ffllxtf, *° 

ijxfk>/r/, *° ij L V v >\ U ^^f- K *> L < ti-tttfe OSNMfcfc ifrt^lf 

(btL*35*^tL(b^Rft5S$tL3&v^ 0 lEteflMtLfctoSti: LTf±, 

t^tiio fwi^ ftJa^t Ltli> fllxtf, i»7jctt, 117X14, «m* 

cDf4K, P H, r&K, MS, Ei*t^t^(7)tIflM> ^«J»«4^3W>fe>tL 

[0 0 5 8] 
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[0 0 5 9 ] 

[0 0 6 0] 
[0 0 6 1 ] 

J: a fctoKfc LTf4, Witlf, DNA^^iM^'Jv-, T-*- VffiBBRfc 2? 

M tLTIi, ixil DNA, RNA, PNA, ffrg"*, RtK-f-^l^ 

fc'tf^f <b*L&>^-€-*Lib&r|5a^£ti&v* 0 &&v>{4 % ii:fIL/;tlI t LTii, D 
NA, RNA, PNA, S0 f t©a^#4: i ^ 4:&»*WH 

id%3tl3Rii, Sifc#»£:&v>TJS&0&W«rJBv»-Ctr$ - t&X% &o «£ £ 

[0 0 6 2] 

v>v>, M*.&, DNA, RNA, PNA, *°y^?-h\ JklFt^&iWmf 
[0 0 6 3] 

[0 0 6 4] 

[0 0 6 5] 

[ 0 0 6 6 ] 

•5-tLe»OWKOil8:#5&**fe**t 1 o©tiS^ j; ^ Its ^©t:V^ 0 

[0 0 6 7] 

^mm^Kis^x r«^-ht-j tit. a^t^sti**^ 

[ 0 0 6 8 ] 
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*X i=r # «$«:^ s t^„ 

[0 0 6 9 ] 
[0 0 7 0 ] 

[0 0 7 1 ] 

> fjiMJfe, fi«*t s ) 4)ti±«i]i&*'&tri»# (^ijx.a\ mm. &#ft 

s I Lv^^tuzPS^tLftv^ s^sfta^^Ka^j&Mifi&^-f-a*^ 

tt-D&i;h.4v»o 

[0 0 7 2] 

- - > ?-ft o&*^fi9*JR»**v>Tfflv»e,fLS, tfe*0;tt&fcft*W5C*v>v^ Mx.14" 
[0 0 7 3] 

ftt T^ffiif ftjft, 4>ft < fc 8<*>3&R"*-** * KS©«1ME?!I 4©*^ 

co. iWtL< 10»Iit^?^I^tf KI«> § Clft L < 54 1 1 <D&mir2>Z 
^Vtf FI©> 1 2 Ojgtti-*^ * V**f- K«co, 1 3 (DMWi-t&Z ? Fgco. 
1 4 co^S^i-^^ * V^-f- KgW, 1 5 CD}t3^i-&* * V^-f- Kft<0, 2 0OliKt4^ 

4 0 <DM]mir&Z 7 V3r*J- KS<7), 5 OOlItS^^ Vtf «BMB?!lT*DW 
£ Q -fu-fh LTttJBSfL&jRBMERIfcWU ±^<D@B£!]K*tLT. 4>ft< fcfc 7 0%ffi 
Rft, iOffl L<tt. 4>ft< h& 8 0%ffiHft. HClfiL<l±, 9 0%ffl|W]ft, 9 

5 % ffl ra ft «bue?ij t ti& o 

[0 0 7 4] 

l^«fcLT(±, BLAST (Al tschul et a 
1. , J. Mol. Biol. 215:403-410 (1990)), FASTA (P 
earson & Lipman, Proc. Natl. Acad. Sci. , USA 
85:2444-2448 (1988)), Smith and Waterman S( 
Smith and Waterman, J. Mol. Biol. 147:195-19 
7 (19 8 1) ) , J3 =fc t/N eedleman and WunschS (Needle 
man and Wunsch, J. Mol. Biol. 48:443-453 (197 
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fM/'J ^ •*£--> a f/ADNA^t^ > •/ V ^HKlfi «9 #»t^^ * 

or W * ti\±ir?xM.\z.ft*)ttftiZ'*4 ^nr W (v^orWT^'f) > PC 
R&XV in si t u ^ 4 V4 -if - v a > & Jfj&Wf <b ft* 3&*-€"iL «b KH$Ste£ tt 

[0 0 7 5] 
[0 0 7 6 ] 

|-(7)J: o ft«BRE^J*±, iff* L < tt, 4>*< <> 9 ^Mi"^^^ l'*^ F*0, 4 «9 «f 
f L < 1 0 OatiR-r*^ ^ KfiO, $ h Kftt b < 14 1 1 * l'**' K 

^cd. 1 2 Ojiittf*^ * V*"^ KftO, 1 3 <Dt§M1tZ>Z 9 Uir-f- FI«, 

±iEWHB9iJ WLT, ^<tt70 %ffi|W14% 4 •? iff* L < (4, ^<tU0 %*BH 

4% $ e> »-«F* l < (4, 90 %ffliw]ft, 9 5 %ffiiwi^«@e^J^t ti&o 

Lxm&}%mm** (*iiPM) # s M£*L&Se?iJote3Jt~4oT^lijL#£^ 
14, t;El$^^IE^J^)^CT311:-7 0 9^-7-*f^Iti-^ - § £ o f«i^^7^ 

^-<DfMH4S!J^^~&v>TJl£n^& >9 , 4 < n>tf^-^-7°n^ 

7i (^0 X. {4\ LASERGENE, PrimerSelect, DNAStar) 
V^TtT-oT & 4 V^ 0 
[0 0 7 7] 

(4, T«<7)^{4. TMV-fe-/*-* >/^H454y f /^ L < 

# (MHC) Hr-^^-t* i*eifct*-3^T^55T?**T5 ? h 

, — ^^K#it, KM ffc {4H^ 7° f- Kflt^t 45 4 tm#) -e* !K & 

^7°-^ K^^tf^tf h --714. itf h-^"H3tt#*^Mfi<I3 >y* ^-~> 3 ^ + 3 o£l 
l(7)7 5;im#^o — jftlw, h -7°l±, 'J?~& < ti>5 OCD£04 ^ 5 SWt 

ft*WCW<i*6o, 7o N 8o x 9o, J 14 1 OO^OiHT? 

$lx.i4\ G e y s e n <b (1984) Proc. Natl. Acad. Sci. USA 
8 113 9 9 8 (M^O^JRt-*^*^^tt^^>-^ffi**ft3fe1"*^*^25i3*^ 
^yf-K*^jR-r*-«£»&^fe) ;*H#ffffM, 7 0 8, 8 7 1 Ofim^^ h- 
T^I^U •fLt^W K&m-T Ztztb <D^M) ;*iTC_eysenf) ( 1 9 8 6) 
Molecular I mmu nology 23:709 (0tfe<D$i>fcKft LT^V>|| 
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& £ <h % & o 
[0 0 7 8] 

({457571, 675/E 77?;t, 87?/^ 975/S, 1075/E 1 
[0 0 7 9] 

* co mmtt z tz \t *° y ^ ■/ ^ f ^m-t * * <o h^o ^ v ^ ^ a*, * o mwttt * t± 

*° 0 ^ -/f- KM«tl^ * \t *° U ^ 7°^ K KUir £ -e <7) HT-^lt^ t M t 
l/;!^ftiH^B^^v^ 0 ^©i ? ftH^-t Ltii, ^!lx.(i\ ttmmmfrT<7) 

WLT^tS^'J^^f F (f!l£ti\ iS^H^ft i*) ftfc'tf^ftb^ 'J ^ 

co v> -f ttfr— -ft ft t^m^f hfi^ -ft tJ t ft h K PIjc £ tl ft 0 
[0 0 8 0] 

, fce>tW:**L&0*rtf\ f!lx.^F (ab' ) 2£^Fabl^ ft ^Cf^I 
tii:j;t)4i$^M^&o £ <b KCKDJ: 3 ft#u#£, WAtfT/i'* U * 

X77^' — if, Hr££7 "9" t£ ^" ^ v *? — tf a if "7 5 h v -if ft £\ 

[0 0 8 1 ] 

^0n7'J^^i:Fab^, F (ab' ) 275^>h, Fv77^ 
[0 0 8 2] 

jrv-i-A'ffimt. mWfr&^®%n<DnmM%®M ($IX-i3\ Koh l e r i3 J: Xf 
Mi lstein, Nature (1975) 256:495) * fcl±*03fc3E (fllx-tf 
, Buck?) (1 9 8 2) In Vitro 18:377) LTDUS^ *lS o ft 

kfiU^ti. 7^iftl±5«;f^ ^ 1+ 1 'J 7 i:^L/; ^ St^M L 

^L-ciiM$t^j >^^*$^^ 0 tk\s>~Cs nhtifzBMm (-r 

ftfe*,i-^T^»^tL^WM/«) ^5^n-v,«i:g!ll^$-ti:-C, ;W7'JF-vt# 
[0 0 8 3] 

^Wmmi-^X mm] (antigen) fcl±, »?i:iot#Ifii:^^ 
itf^fttOSS^V^c 3f:9|jffl*^*V>-C r^ilJ ( i mmu n o g e n) fcti. fit 
WMmm^'&JZ^ «r ^ C & V > * Wife L# ^> tnuim o 

[0 0 8 4] 
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^7°^ K& 3- K-f & *f£t4 DN A^*5V^-Ctr*3tL#-?>o 
[0 0 8 5 ] 

S»5-lF"eei6?)tLTV»4 (Kyte. JiiCDoo 1 i t t 1 e, R. F. J. Mo 
1. Biol. 157 (1) : 105-132, 1 9 8 2 ) „ 75 J Wi^MimWS.^ 

jyu4i/> (+4. 5) ; > (+4. 2) ; n W -> > (+3. 8) ;7x-*77 
-> (+2. 8) ;->^T^/y^f> (+2. 5) (+ 1 . 9) ;77 

-> (+1. 8) ;7*'Jy7 (-0. 4 ) ;xu*-y (-0. 7) ; -fe u > (-0. 8 
) ; b'J^F777 (-0. 9 ) ;fn-» (-1. 3) ;7 1 nV7 (-1. 6 ) ; 
f-v> (-3. 2) ;^;v^5>m(-3. 5) (-3. 5) ; rx/^^f 

(-3. 5) ;r^/^^> (-3. 5) ;'Jy7 (-3. 9) ; is J: ^t;v^~ > 

(-4. 5) ) 
[ 0 0 8 6 ] 

ifc7]c14^ifc^± 2 &l*|-e*S e: t^fff L < . ± l JjJLrtv** - t&z *) ft* L < , £ <£ 
tf± 0 . 5 JSlft-C* * - & I* «t 19 U* bv^ 0 Bfc*cte£3&cf < ^©i^j;7 5yf<7) 

j±«i^sa9 -e * * i ^ k # t mm zti&o 

[0 0 8 7] 

a^cttteifetsfc, «i?fl«nnfct-*v>T#it$tLW«o *s#itH4, 554, 101 

#^|B*§^* <£ *> fc> ftT^»ttt^ f 7 5 7^*cffl •) it^tLtv^ : r;v^ 
~> (+3. 0) ;>jy7 (+3. 0) ;77,;i7^^t (+3. o±i) ; 5 > 
m (+3. Oil) (+0. 3) ;7W^ (+0. 2) + 

0. 2) ;^'Jy7 (0) ;^V + -> (-0. 4) ;7n'j7 (-0. 5±1) ;77 
-> (-0. 5) ; afy> (-0. 5) ;v^-tM> (-1. 0) (- 

1. 3) (-1. 5) ;n^fy> (-1. 8) ;4vn^v> (- i . 8) ; f- 

(-2. 3) ; 7 x^l/77-7 (-2. 5) ; * iVh 'J^ >77> (-3. 4 

o t~ £ *l# sii 7) ? H» £ *t « o i^i^^757 ill (*^V>T N ^7K1±^Sfc**± 
2&.WhZ>^b-hm*\.<, ± 1 Jttrt"C**i V&t b<, jsitf+O. 5mi*i 

£ fete J: U$f 4 L^o 

[0 0 8 8] 

[0 0 8 9] 
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' #1 Sk (MUMLA* feflu * 

mutt, n^, <«t««»jn - 



^£fcnb ftlEnft «am tWjV^&if) , (fflX-H Ifefenn. jLnn^OTW 
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i- * i 75 ? t? § s o 

[0 0 9 2 ] 




^0^*ffl#^i3V^T W*Ji^7 7^J It, 1^7'n7 7'f^mt^I 
[0093] _ 

[0 0 9 4] 

4:0J?fffl«^i3V>T [?°uy r j )V\ t tit, -ffitaLt«I§tL#J^ 

[0 0 9 5] 

*mmmi'&^x mffltmmh] ta, mmm&&m~ikfeir2>zttfx%2>7*-?<D 

5££*l£v> 0 ^oT, WftttSHfttt. r*5E WASH'S- t -yanm^mM-t 

[0 0 9 6 ] 

^m^Ktt-t&B^ MM^&w&mmmmvmk, mm^^n^mmvtm<Dmt, mm 

tttst^ K<£>3Mb> P*o^b. tt#_t«>S£fk £?Eo#t 
h L tMtl)^ - 1 amM 2 fr%> o 

[0 0 9 7] 

M%k*zmt'fz>i§}&, wm, m<om&mm (gdp&^) %t*&mf 

[0 0 9 8] 
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*B^^#iciov^-c r^-f^^^J ^w«r*a-r*^*^v^ b#a una 

js<> h 9 4 5 ^Sfctt-ttfv^ oft iv^o 

[0 0 9 9] 

Cio xw&g.-? %>z\t ffx § & o 

, 3bfeJH««, V— Si7'7X*>*P,$ (SPR) 
is «£ IF ^gfc £ ^ if & - £ * ft <b K 5fe 3 *l £ v » <, 

I 0 1 0 11 TT 

■&Wffl*iZi3\<*X$>2>±fcliZbvX (environment. Umgebu 

ng ) tit zo^m'tt-rzzvw-w*^ 3 )* mm±, m*<vwj&mm, ^sg***B» 
mm mmmm zmmmt^mtiz, ^^it%mmt±m^t\zm 1 3\-t^^t^ 
ttoka - t tiftt % i v> l, m«0 otBwoifrBO t ltsirs ft 

*j tit. mmzt<>xmm^i~m~^mmx$>z>z.tz^mirz> 0 Lfc#or, muia** 

[0 10 2] 

mm, ph, ^w«^ J±*^ ttft- * 

MS, 0««U *HHfc44fe»fctt*ft*lll©f» ( 
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j§§^{±, Wilt An, 'JM£<fe&i?OST-£}t»i: Lrfffit^^t^t^^iiti: 
[0 10 3] 

(0Jx.tf, -8 01C^t) , 1 5 0X:~- 2 7 0V<D£7%fcm i %M.m' s mfbtL2>'t)* J £ 
[0 10 4] 

isatit ffl^Hij^ 100%, fflttmm o%&fc'o~ioo %^rawtt5t 
o * « if e> tt & if* ix h \z § n & v> 0 

[0 10 5] 
[0 10 6] 

t&mmt LTi±, ^Jilf, NaCliS (3 %fc , 0 ~ 100 % 

[0 10 7] 

ft & •€• ft. h K U 56 $ ft * v > 0 
[0108] 

^§hLTti, #!)xJ£\ m^Ji (08 x. tar, 7X^, # K 3 * A & if) , ->9>\ 
#£^W^ft&«ft'b ^K5t£ft&V> 0 

[0 10 9] 

mst, -gtftjt«, -gMt^st, -m^s*, 

ft <b (DW^m & WW <b ft-2> 7$^ft t, £ K $ ft% V^ 0 

[0 110] 

W <b ft<5 a h K Rjg £ ft& v» 0 
[0 111] 

ffi^j £ LT(±, «xJfs 0 ~ 1 0 b >/c m 2 <7>f£«<7? fc*^lf <bft&rt^ft <b 
BUe$ft&v> 0 
[0 112] 

^EEi: LTti, fUxii\ 0-10 0ME.<V{iM(D&% Ftfmfbti&tf^tib ^mfeZ 
[0 113] 

m*mf hti& ft <b tc rjs $ ft & v> 0 

[0 114] 



[0 115] 
[0 116] 

»StLt(i, TQ-fcjfeiKU (UV-A, UV-B, UV-Cfci?) , 

[0 117] 
[0 118] 
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[0 12 0] 
[0121] 

ttMLtteZ>$z.Wt\±&%&m<o!kyotLT:\± > mm, *F£k£u JWIK^ mjiu 

[0122] 

it^msbtLxa, mm, mm, tttv-^awf ^^^n^cpig^ 

[0123] 
[0124] 
[0 12 5] 
[0126] 

«) , p h, mm. mm, co 2 mm. 02 mm. k^wk^s, 

[0127] 

m% * ti i±ii3i * »fefe • m^-t * i -? fcffcJB sh^% * ijm l -c a, wsbj*!*, it 
mwm, m^mmm, ^tmmm, n^m-^mmm, mm^MMffl.* t*&mr h*i 
&w*iLh\'tiL&zfr*^o mwmwLtLxit, mm, it, mm, mm, w m 
m) *zimvfh*LZ&**LhKmi%tLi*^ 0 itmmmt\,x\±, mm, \mm% 
Kx^mm^mfh^ mm, r;v 

m<Dtkw<7)^fe (mm, m^m^fe, mmmm^m^t^) a^-r^tts** 

fc*^ If ^ ft & ^ Jg- tL J* PIS $ tL & V > o 

[°128] _ , ^ 

-r&'fzibom* (mm, w&tfizztimMZix&^'c&Zo ^<ox. 

^ik*-^tU(i> tt^tfct^t^ Milt a4»5tWt4*>*7, 
[0129] 

tB|E# 2005-3023660 
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iV£l**U**^ 5 TAT 1 > STAT2, STATS, GAS 

* NFAT, Myc, API. CREB, NF . B E 2 F Rb P 53 RUNX1 

• 2 R Sct^ 1 R oct^3n:;^ 5 c HNF-^ b s ppA R ;* t ™^ 

UbP " ffitt#2 0 0 5 - 3 0 2 3 6 6 0 
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[0 13 7] 
[0 13 8] 
[0 13 9] 

*w«b»^^v^t r^»ir«fetw)g»$^^ (*) J tit, mmmm^m. mm & 

[0 14 0] 

gtL-2, 0 tot, ymv^ry £v?^*v y*<DW>m<k ttz, *wmm-? 

[0141] _ 

^mm^i"&^"£ TRNAiJ tit, RNA interferenc e«t, _ 
^IIRNA (dsRNAHv^) CD J: 3 4 R N A i SrBI ^H^Sriffll&K^A-f & 

RNA i *g|#jfe£i-H^fcEI*5fcfflv>fc;M**o 
[0 14 2] 

«3$ffl#K*3V>-C TRNA i ^§l§^^i-H?-J tl±> RNA i *3I 
ISi^j;tti<7)H^v^ 0 *mffl&Ki$\,*x TjI^J i:MLt rRNAi£3l§j£a 
di-H^-J tit, Z^mttizm-fZ RNA i *9I U RNAiiHfcttM ( 

-W x. ti\ * Oitfc^OS&SPPfW 4 if) J&*3§Jft S i t «r o -?-<7>J;^&RNAi£3l 

^ fe > tB?tLT[ ^ mmitt<Dmwiw.m<D-mKMV'C'j>%< t *>®7 o 

tr ^4<iU05t^ K*<0-*M^-*#tfRNAt7t(4^^^#^W^ 
tti^tL^IJa^^tL^V^o ^oH^i^ flt<(^ 3' ^ttt*3g«r^, X 

y)ft*L<l±. 3' ^tB«H4. 2 % 9 V*^~ TOiODNA ($Ix.J2\ 2 ~ 4 ^ V 

[0 14 3] 

SttfcStiWSftfci'^ RNAi#i<»^Ufx.f 3 W^-oi:Lt, dsR 
NAO-fcdfcRNA i ^BISjBii-^^JWlS^X^tt&i:, Jt»Sv> (Wxtf. 4 
01^J^±) RNAWifp, Mj*^K>0^o^t- (D i cer) fcnftf 
WRNasell Ii^^V7-WATPff4K\ -€-<£>7>^-£ 3 ' 2 
OM^f^^U IldsRNA (s i RNAfcfcPftftt*) ££C£o ffi«B» 
Ki3V>T Ts i RNAJ tit short interfering RNAOW* 

*j£Sfrfcfc<0*S £&v>i±^4 0 MJ^ J:©-*i R N A^#fi t-^f $ 1 1 1 

mfE# 2005-3023660 
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oi«^m±«o«~^»:RNA^v^v^ ant, 5' -v>m. 3' -oHom^^L 

TiS^K 3' ^(iltj2^^fflLTV^o -CDs iRNAC§^4r/^7S« 
Lt, RISC (RNA-i nduced-s i 1 enc i ng-comp 1 ex) 
j&Zttho Z.<D%L&m±. s i RNAfc|WIC@B?iJ£*1-&mRNA^i&LT^U R 
N a s e I I I««»i^ts i RNA^mtmRNA Wt £o s i R 

NA<Dmntm$tvxwmir&mRNA<Dmm<nm&!<z<2^xi l ±, 1 o o%— ifc-t-^- 

(± ^CRNAii:^^ ff V&tt^ * < & & <9 1? (i & < . «B#fi«j & Mtt^^i" * o ^ 
s i RNA«^«oM«fII±ii^^ <^ RNA i HJ:*mRNAco^O»f?& 

ggmfc^jfeKlBLfc s i RNA£l=TJ&U ffl&ft l^A-f^ - fcT^#l&l«#l£#tfm 
RNA^t^tS^fc^lSo *|l^-ei±, s iRNA^W^^RNA 

1 £31§*3£-f HT-fc ttfflv^^i^i^ U s i RNA^M^^^Sf (01 

[0 14 4] 

ttz, itCM^^^ii^flt^^^ s i RNAfi. ±WB^t(±SU^, s i 
RNAtOTVf-by^I^mRNAC^LTRNAMRNA^'J ^ (R d R 

P) ©^^-atftfflU dsRNAM^ti, i^dsRNAWNt- 
<D&nt%t), mtz% s i RNA?r^CT^ffl*±iiI'I-t-^- t i>±m2*i&o ^cT, J 
^HJ-^{±. s i RNAgfiSi^s i RNA#4tS i^^Si 1 ^^^> ^m~e$>%> 0 * 
HH~ N ak*^t?tt. flgxtf 3 5Wd s RNAW, 1,0 0 0 n tf-£Ui&&Jiffl 
J&rt©mRNA*S^^«ftS- s iRNAgfi^s iRNA^C 

[0 14 5] 

^HIKKiSWTs i RNAtBftm^., ft 2 om»« (f!);Ui\ >f«lft^{±&j2 1~ 

2 3 IKS) Ifclif^l^SW-^RNA^v^ifc^^So -»^^ s 
iRNAli. M^m^-^^-^^i ^^3§Si£;WfMU i RNAOflKji: 

[0146] 

^^^Tfflv^Ws iRNAli, RNA i ^IliBitit^-ClSK^ ^ 
[0147] 

SUO«M^*5V^r. *Hi©RNAi^l^l-tHm 3' ^S&K^ffiSBfc^ 
nS^T^^II (shRNA; short hairpin RNA) 
o #IBSB#Ki3V*T TshRNAj fc(±, -*#lRNA-efl5^HHl^^^ra^# 
tr £ fc J: IK ^rt-e— ^fgfSjt* ^ ^ t£ >0 J: -5 fcfllii ^^I5]2 0 &3fe*m 

? & s h RNAli, 7,m& XV'T y^^y *B(DDN AmmzMfa^ fc&ffil-fc^T 
K"yfi|(DDNA*T7 RNA^V *) J > ^ V n?RNAt#St * - t 

R N A i±> Mft^SA^tL^tJL ,«l*]-?ft2 01* (ft^KtA^lxJ^ 2 It*, 
2 2il»> 2 31*) <Dft£^fi?£*U s iRNAt^!»i:RNAi^5llfe-t, $ 

s hRNAIi, s i RN A t IW&CRN A i £31 ^£>> 
©|»atM^KM s t^o shRNAIil/:, Sf3:L<Wu 3' ^m**f§£ 

_t, J: L < ttl^l 2 0 ^ ^ V^^ TO±-e* i)#^c 3' ^m*ffii±. U 

ffi|iE# 2005-3023660 
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T ; «|DNAH7 ^*^«»*» l X llt£T® 

o 
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[0 15 8] 

w^mt-9) t&(Dvmt<Dm<Dmmtttf&z. tit, mm'o^^m^&v) , t 

[0 15 9] 

x-i£\ Ml?!: <7)^C0'M («x.lf, llfntt, MMmm t*M 

* t & /E»eu t {±sttfit/ n z> - 1 \z x o xfi 1 ? ^ t § o mmtttf 

t?iL< J±^% < t i> 3 o^/J,-^ < % l o<?M^> ff^^ y "7°^ ZLb\Z 
*i±s ,MTt^;t^yn7r^ V ^ *r(2T y *4 flifl^flt^ o i: 

mit a*nrt&T& & ^ <b , jt^j tit^. ftfrrnxm *m ^ &»imx& 

[0 16 0] 
[0161] 

^mmm^^x r*^(Hir^^'jXA (ga) j B4bM^T^msT&<5> 
, m^mkmm*^<D^<Dfr^-m-fn^7,x&z> 0 -t^t>^>, it-gift r^^vx .Mi, ^ 

§ ia»fttv^^li:i^V^, a^fcfeCT^^'JXA^ot, ^<7) 

[0 16 2] 

[0 16 3] 

miE# 2005-3023660 
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[0 16 4] 

(1) iliSTM^^M 

(2) 

(3) ffifl^M^* 

(4) jfti*: C») M 

(5) ±i»S 

(6) « «ta 

^ (7) ggf&gg^&S 
( 8 ) l^fF'fffifeSo 

[0 16 7] 
[0 16 8] 

[0 17 0] 

(b) * 
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(c) Tt&mfc&ikfttt ^it^io^-e, its^«*<oi® 

[0 17 2] 

(5) illljStl 

z<d®mk&^x, (4) ^co^sW&SK ±oTM^L^@#«±iM31-£o ±i5B 

[0 17 3] 

(6) £X &s 
[0 17 4] 

<^it-c. i&&xm. ^&3txm, -mtzx-m, m&$tx&. mmtx 

[0 17 5] 

(7) mm$tm$km 

&X<D^mnT$ JWl (2 011) X^ot^ t^7? yW^l^^Wft^) 

SS^:^ fi:*J«j5^ i£f£3f:&, ftXtt, TOA4m4o 
[0 17 6] 

(8) ^%*H<7)M^S 

o 

[0 17 7] 
[0 17 8] 
[0 17 9] 

ft if) £v^ G ^#IB*^^v^T TH^-J i: Ltlt tSEH^ BfitJ&3iJ&-t& - fc**-C§ 
SI®*) if<£> J; 0 ftWRS tliiOlf (f!!x.i£\ mUtiHU ftltiiU . #$tft if^*^ 

h\ ^-Un^^l/^-^K, J^V^F, W ($IxJ2\ cDNA. y;ADNA©n 
ftDNA, 1/climRNA, R N A i CO £ d ft R N A £^tr ) , * ,, Jt7* , JF\ * V 
^y*U F, fig®. (Mx.ll *;v^E>, U3?f>K, 'If3tfc3iM> 

f!l x. f£\ fi^f - U # > F ft if) ft if ) > i tt <b (DQ&ttifim &f <b *L & 7^ tL $ 

mm 2005-3023660 
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[0 18 0] 

iffl#^j3v^T r&#u fci±. »w&«#:£^v\ t^, mm, 

$ *l# * ®^ (fc 3L ii\ V 35T y K 4 if ) 4 fc^#^«)*&*)& , *ia $ *lW S 

^- ij ztf?-? h\ h\ *° V * * l^f- K, si" 'J 2 K\ Z ? h\ & 

m (ix.ll cDNA, y;ADNAW£HDNA, m R N Atf> ± ■? & R N A fc^tr) 

, ^w?^R> II, If, T'nft'Jlfy 'J*°7°n7^>, ft* w^M^t^'/n 
*>*ifCab»)#*o ffH<li> ISEBfc (DNAijtliRNA) i 

DN A^fcli c DNA, & 2 P C R * i o T-g-J&£ fitiD N A) X$>& 0 

i^±, h*W t)#*o 

[0 18 1] 

^ £ # *? * t jk^ti * wtt zzt &x £ * 0 

[0 18 2] 

^tfev^ft^o ii^HT-tt, mmmmttzmm^m^^^x, mmzmmztixsLm 

JftdMF-WK^fflt^UWio #<^>iimH^«±. aBfl&oiH3tW^, ^ttloii 

) . -h&ii^ts^- (egf) , mmmmmmmi- (fgf) , iT^m±iMH^- (h 

GF) , JttflprtAJiJaH^ (VEGF) <D X o 4iiJflftfiHt*^* W W P>^^ 0 
[0 18 3] 

tt ^ ti PI it o M ^ •€- © #^ 69 ^ SEMfcm *%>ht> ^^Mm^mY,^ *v^o ■€■ O 

ffi|E# 2005-3023660 
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#9§*ffl#lw*5V>-*\ T^^OfflS'McOiMffifi, 7*?->*rfe«ft* (Mo 1 ecu 1 
ar Probes, Texas Red-X p h a 1 1 o i d i n) ft iftc J: 9 T * 

< , f 0 x. if, v * x , <yy%: t* <Dm$ Liwa# s * if & o 

[0 18 5] 

^Hj!|ffl#^i3V^T HfflM^B^J 4 L < ti rfffl»*^J (Cell a d h e s 
ion molecule) rgMIB^J 4 L< l± T^*^J * S&TJTtfeK 

«js£tL, 2ojji±©«©sv^«i mmmm) tfzii&ntmmt^mommzm 

^-j-^^SrV^o — ttt'tt, IUfcllS^f (JffliaW^*) t'P-r^^ (cell 
-cell adhesion molecule) , M ffll&fl^ b'^^^ 

I'W^-t&fHr (cell-substrate adhesi 
on molecule) iZfrWhti&o ^WomMR-Zlt, ^-ffKD^^^mx^ 
•5 ^Milt^-^^^o lot, *B|Iti:i5^XfflSf^ii, ffllfe-* 

[0186] . , 

Ofi^f- (N C AM, LI, I CAM, 7rv^"l > I I, I I K^) , 

o 

[0 18 7] 

, iBiKiJici^v*^-^ fc*f&K £ * v> tteJi -r a - ^ 
a 0 •e<7)J:T^i/-fe7'^-fcL'ca, aJyTryy. p^yy-rvy, cd4 

4 ^y^sjjy^ xvnrv jjy&bi)mi<f fetLS^tn-Rjss^&v^o watt t'M 

[ 0 1 8 8] 

2bS^f.**JIBIia»#^T?*4^^a^»±^ ^-f^WSfe* (SDS-PAGfc »*3 
9 , ft&^ftjjgfi: (ll*£rC#?£, ik$b%tf&fc, ^MTOI&it) PDRi£, 
yij ?y -IM ~> a yftft Jfw «t -5 47?^ fcis^TRBrtefcfca i £&5ti~3 ^ ^ 

i;> 7 ^n^7f^, 55^y, lfbU^^^>, ftge^n^u^ 
7 _^_ 77 5ij- (fljxif, CD2, C D 4 , CD8, ICM1, I C AM 2 , VCA 

ffi|E# 2005-3023660 
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im. utitmrn, &mmmmm pdr& M^N^va^t^T-; 

[ 0 1 8 9] ^ „ 

(CD 2, LFA-3, ICAM-K CD 2, CD4. CD 8, ICM1, ICAM 
2 VCAMUW ; 4 >r-rV >y r 5 V (L F A- 1 , Ma c - 1 , g p I 

lb Ilia, p 1 5 0 > 95. VLA1, V L A 2 , V L A 3 , V L A 4 , V L A 5 , 

V' ? *J- y & if) & \fhti& 3ft* ft- lb £ Pl5e § tL * v> 0 

>;^St^^^^V^o «t^V>t Tffl^h^Xj (ECM) fcii r«B 

±.&j8bj&. *±&jwia*ra*?i*'»jwiife (somatic cein oiw^fi-r*** 
— ffitt^&iwjfe^rt&awi&w ^ &fflM:t^e> *>^$tL^ 0 »® 

microfibril), *fflJ&OT<Z> 7 -f 7n * * ^ > 4 fc'Olf * >^ *K 

r J; o t it© c^l©7n r t ^ ') * > ^^rtf #:f * ? #-ei±#^«Bfl&i* 

tt * # tL K |S5fe * & V * o 
[0191] m 

[0 19 2] n 

[0 19 3] , . 

[0 19 4] 

miE# 2005-3023660 



#112 0 0 4 - 0 2 4 9 2 3 ■ 39/ 



l01 i 5 l w* H ^Ar^ftlii 4#wn&»R*ilSt*tt^ 



r5k («« 4i?»»«*i»»*.»*' t3 -*- f5 ' 4r * ,i ' c, " r * 

y % ' ffiSE#2 005-3023660 



#0, 2 0 0 4 - 0 2 4 9 2 3 

-o<7>ff£ iSv < I v APS (v -T 5 7 "7°n K')Vy7/ 

[0 2 0 3] J o OOBU:) 

^ , h S436« (Will ^i°:^TWi7WfcliS»^C«««^ 

UUOHl,^^ Off* b < »** < * * 1 0 * ** 

t i\ » l oMU i o ft 5 0 om 

g^<0 j: ^uta^ {BiE#2 005-3023660 
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•c, im^lOi-jr^K^T i o 7 i^^fft, i o 6 mn&fttt* "e> i o Mi 
*>£#OT£t\ i o 4 flao&tftfH 1 *^ i o 3 lioiM^*^ ttzii i o wo 

>t^iU>o #1', *«F*j5t**&tr«JfcW (Milt jft#:o«fcd£* 

#y >7)^;§£te. W^flc^f-O-^^^^rat/h^ < (£*Ui, 1 - 2 n m 

, 0. 0 lmm~l 0mm^'f7 h^i:*til^^M±*IWffiMi:^ 

[0 2 0 5] r « , 

J tit, l»f^«il<^-£ (? )»^^^o ^«B»H^V>T [X#V7-4>7 

[0 2 0 6] „ _ . 

[0 2 0 7 ] 

[0 2 0 8] 
[0 2 0 9] 

[0 2 10] „ , , „ 

4v7h^x7feuii, ->^ti i:#i®v 7 > 7 x-Tmm^t%-?& & ( e 

rmolaeva Oh (1998) Nat. Genet. 20: 19-23) 0 
tf-V^-KW t-v? F LTI±, Wx.ll A f f y m e t r i x*WlL"CV»a G 
ATC (genetic analysis technology consorti 

u m) t n \t HZ h tl& o 

[0211] 

ttifE#2 005-3023660 
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ft«Dli:ov^li, ix.S\ Campb e 1 1, S. A. ( 1 9 9 6 ). The S 
cience andEngineering of Microelectronic 

Fabrication, Oxford University Press;Zau 
t,P. V. (1996) . Micro microarray Fabrication 
:'a Practical Guide to Semiconductor Proc 
essing, Semiconductor Services ;Madou,M. J. 
(1997). Fundamentals of Microfabrication, 
CRC1 5 Press ;Ra i—Choudhury, P. (1997). Hand 
book of Microlithography, Micromachining, 
& MicrofabricationlMicrol ithography* t^'sStt 

[0212] 

•If mZfaftS-Z - t **T ISK^ <75^m^fei3 i d § & 

ft, m^lW^. $I77^>*P,| (SPR) 4*- 

5MMfc£tK 5/>^V-->a CCD, ^5^7 

^-^ift^ifb^s a** ti h k mfe $ ti-r . sm*^ * -t & - t w ^ & * 

[02 1 31 ^ 

- Fi-*«m> sH£^£*K U h\ jftflcfc frt^f 

[0214] 

ii\ mRNA, 9^WSL, WW&tm * > * «) > ^MtK Hr^-fci?) 
UtffiSftitSS? («x.ii\ fflfl&ttfcSBfc) fc^tf^f 

o 

1° 2 1 5] ^ ^ ^_ 

i"S»^-ti±, m^««^2V^C^^^^«K^io"CMm^^Tdo ^7uf§7£ 

^fc*§-g-C§ * *> ©T?**Ufflrftfcfflv>* £ v7-vfel ($!);U3\ Cy 

Dye"v'J-^Cy3, Cy5«) . n-fr/6GKi, N - 7 -fe h * =s - N2- 
7W7^7/l/tV^ ( A A F ) . AAIF ( A A F <D 3 *B0 ^«H£JB1~* 

N Cy5tn-^^6G^Ii«^ Cy 3 1:7^^ ^fc^ft*^* 

ffif£# 2005-3023660 
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(itKtt (3 is J: i fi*J i" & i& t Tigs'?- <£> <fc } * # & £ aOfiii- * - £ # & c 
[0 2 16] 

if <b fLS if* ft h \~ m.fe S*t£v\, 
[0 2 17] 

Sfisffl Cov»t W * O 2 o C9»K<0 HQ <Dgt$/;liII^^o 
ffintf; JB oi^^;nt is t m %a <r> ft & o r via & c t **-e 

[0 2 18] 

a >%t*m*<vftm&&*) , mfezfr^o ^(oi^^mstLxu, $ix.«\ meth 

ODS IN CELL BIOLOGY, VOL. 56, ed. 1 9 9 8, p P : 
1 8 5-2 1 5, A High-Resolusion Multimode Digi 
tal Microscope System (Sluder & Wolfs S a 1 m 
on) <,Z$5^X, SBfMfcfcSlMfcU * * 9 *iUt4ftft©7^J v a > V 7 > * 

^7i:J;5^^- 5^flSt#{4, Inoue and Spring, Video Miro 
scopy, 2d. Edition, 1997 fca£ffl£K*fc$*L"C*J •? , *93»l#fc:i3 

[0 2 19] 

&x* § & o fli ( J\ <£T © ^ - $ *U 4M<Ai& * * 'J fcfcitt $ ftfc^U & « v» 

[0 2 2 0] 

ffiaE# 2005-3023660 
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11R7 7 1 ^Kla-^ ■=*• ^ ' ~' ' 

^ f T 9 si) : Cu r rent P r 

Ausu J ,1 F. A. ^ o (1 logy ^ wile y. New Y 
otocols 1 . t T 1 (1 9 8 7) Molecular C 1 o n i n 

g -A Laboratory Manual, ^^ r ^ p re ss, Cold S 
Id S p r i n g H a r b o r Labor *±*fc 
pring Harbor NY 

^t^;i^y ^ ?£#2 Q Q 5 _ 3 Q 2 3 6 6 o 
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ambrooke., luffi) K^HRZ tlX \t* & o 
[ 0 2 2 8 ] 

MlE^iJ £ o IHfiff J- W > Hi, #f£ L < ii, * - 5 * - ? - , ^^J»14mfe^O J; 
[0 2 2 9 ] 

Jf^lH^^Mi-^ffl^x.^^ ^~ ^ LTii, pcDNA3 ( + ) , p B 1 u e s c r i 
pt-SK ( + /-) , pGEM-T, pEF-BOS, pEGFP, pHAT, pUC 
18, pFT-DEST™ 42 GATEWAY (Invitrogen)& t'tffflsFZ 

[0 2 3 0] 

UWffit^t^lLtx.^^ 9-t LTli, pcDNAI/Amp, pcDNAI, p 
C DM 8 (^f*L4 7t3'>i»)f)R) , PAGE10 7 [#^¥3 - 2 2 9 (Invi 
t r o g e n) , pAGE103 [J. Biochem. , 101, 1307 (1987 
) ] , p AMo, pAMoA [J. Biol. Chem. , 268, 22782-227 

8 7 ( 1 9 9 3 ) ] , -?*7 7s¥tW&*7 4 frt* (Murine Stem Cell V i 
rus) (MSCV) \-Ut>4 pEF-BOS, pE 

[0 2 3 1 ] 

mmMmzttlr&mMx-^? ?~t Utll, P PCVICEn4HPT, pCGN15 
48, p C G N 1 5 4 9 , p B I 2 2 1 , p B I 1 2 1 5 IfWmif h ti& ffZfch fcRjg 

[0 2 3 2 ] 

ifv^-ftL^fflv^i £rt s -C#, #!l;Ui\ f7^7x^y 3 >, BKSA, 5£«te&& ^ 

^^^g^^ ^--^ (atfe^c) , 'J*7i^yaVS 

, X7xD7"7^fS [Proc. Natl. Acad. Sci. USA, 84, 192 

9 ( 1 9 7 8)], WWi 'Jf^fttJ. Bacteriol. , 153, 163 (19 
83)], Proc. Natl. Acad. Sci. USA, 75, 1929 (1978 

[0 2 3 3 ] 

£ti&'J&^{i&v^ 0 
[0 2 3 4] 

*0j§^»^isv-T raMs^xwaij tit, m.&p&xx&fc&^x, iAtf^ti 
i-a^«6^fflv»e>*L*tftis*v>-9o fo± -9 ftafe^sxtt* fJii^ 
^ttS^T, #^^ttffit«, sP'jt^m, i^r/m ij>m*A/->^A 

^#$1*: LTii, V-X^^TfTM^tLTV^^^ifbtL, Ef f e 

ctene Transfection Reagent (cat. no. 301425 
, Qiagen, CA) , TransFast™ Transfection Rea 

2005-3023660 
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g ent (E 2 4 3 1, Pr omega, WI) , Tf x™-2 0 R e a g e nt ( 
I 9 \ l 1 P r ome ga. WI) , Sup e rFe c t Tr an s f e c t i o n 
Reag'en (3 0 5, Q i a g e n , C A) , P o 1 y F e c t T r a n 

s i ecfi on Reagent (3 0 1 1 0 5, Qiagen, CA) , Lipof 
e c t AM INE 2 0 0 0 Reagent (1 16 68 — 0 19, Invitrog 
en corporation, CA) , J etPEI (X4) cone (10 1-3 
n Polvnlus-transfection, France) i^Exten 
5 0 0 (R0 5 11. Ferment as Inc. . MD) ************ 

i™*i-Lv>T*fe?«5i (fcfc*.**. mRNAM> *"^7"f FUJI) r«ffl 

*^"a**H»io *********** k r 2^i™t L^rif 

*4fcLTI4 %^n^*-7°V- h»4EL I SAft, R I A*. S^tfC* 
ELISAM/:!±RIA^»?Wo 7W DNATW, 7n 

r rDNAv^nrWktiPCRftl ) c^f! 

tux ynfr/TV>fi:ov>tli, Nat Genet. 2002 Uec , ^ 
lap pi : 5 2 6 - 3 2!CffWft**fCV,*. 

r RT-PCR, RACES, SSCPfe ft****. tW i"v^?I^^# 

tt (2 002) **fcfi*3*vr*<K ^mm^^x^nh^m^ir^rm^tv 



[0 2 3 7] 
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|V<->^ (panning) J , £f>tn^7n-HM h * H;-*«*tf&*L* («xH 
. ^mm^ 5, 985, 6 6 0f ;i5i M orrisont, Cell, 96:73 
7 - 4 9 ( 1 9 9 9) fc#J80 o 
[0 2 3 9] 

[0 2 4 0] 

§ ^« t it =f m <o tz t> (dwsjs m * tz it urn & ¥<om * <onm * ma.-* & - 1 % 

[0241] , _ . , ^ . . . 

^mwv&wttmt, mwtLx, ^m^hmtz^o^mm-r^^t^x^^^t^h 

[0 2 4 2 ] 

(Vn^) 

^wjw#^*v>-c r^*j tit, $>&mM.*-fcftw*fcwx y *(Dz*>*tmiz.&o 

[0 2 4 3 ] _ , 

■ifmmm^&^x mmti (subject) tit, *&mifimmzfL&&Mv>* ( 

^;l±«W^<tt> ?&*^*v^t:fflv^tL»*tfc 

■tpgr^ip, -^mmmxit, ^(D^zmM-tztztbizm^hn-Zo 

[0244] _ 
[0 2 4 5 ] 

H^SfctTfi, a, ?^f;v*f fcttiTOfc: ittlffl.EE, mMM 

^ «m#e> «i> m^m. mm, mmmmma^ mmmmm, 

[0 2 4 6] 
[0 2 4 7] 

^©±h«a, wmttzmm^^mtLxit, mux, ff^^i_(» 

mtiE#2 005-3023660 
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s v stu*?v«r^°^*ik nun**,*** 

BN S A^ MSMB**^ hF^M^^> HU^St^A,, ilfilSI^ JBEEJ 

, «i>^ Bints?, ♦MjtfWtf ******* KR£*** V *° 



^7**2)R M»« ^E^;Pharmacology, Lippin 
rott Williams & Wilkins, Inc. 

^ 1*' - x* f ,, V7T y ^ir^ 3f#;W^ ^ s ^t ******* 

* , vlZwam tW7**u»V* (5- F U) ft W ;3)DMh* V 

ffljE#2 005-3023660 



2 0 0 4- 0 2 4 9 2 3 49/ 



^^^^ 

oto g y;LiPPincott Williams & W i 1 k . n s , I n c . 

"'••^iAS ««w«i4«M^ 

*l* H ©-»B ^#2 0 0 5 - 3 0 2 3 6 6 0 



« o a n o o V : 50/ 

#11 2004-024923 

[0262] sj . r ft i^niel5>, CI inica 

•fieP******-*****^ 0?'(? 9 9 3) ■;:««», Blot 
1 Pharmacy lz - 4 ,°*°x ., rn i < ,toshev, Ann. Rev. 
herapy 3:8 7 - 9 5 ( 1 9 9 1 ) . T o 1 s t o . h e ^ ^ ^ ) ;Mulli 

Pharmacol. T o x i c o l. _ • (1 9 9 3) ;^^:Morgan 

gan, Science 260.92b ! \ em _ 62 :191-217 (1 
^^Anderson, Ann. Re v . B i 0 ^ 5 g _ 2 1 5 (1 9 9 3) 
9 9 3) ;May, T I BTEC H J^* ^^fcJftfcDN A»ft±. Ausube 
i to «fig^»#K:*v^«ffl|tL* * W „t , Tn Molecular Bio 
lib (ff) . Current P r < Dt < >c ;o 3) ; ^ Kr ie g 

logy, John Wiley & ^ Exnression, A Labor 

ler.Gene Transfer and Expres } pW 

atory Manual, Stockton Press, 

o 

[0 2 6 3] 

v^Tslffi 33 ffifE£&2 005-3023660 
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[0 2 6 4] 

»«Dli:ov^li, flJilt Campb e 1 1, S. A. ( 1 9 9 6 ). The S 
cience and Engineering of Microelectroni 
c Fabrication, Oxford University P r e s s ; Z a 
u t , P. V. (1996).Micromicroarray Fabricatio 
n:'a Practical Guide to Semiconductor Pro 
cessing, Semiconductor Services ; M a d o u , M. J 
(1997). Fundamentals of Microfabrication 

C R C 1 5 Press ; Ra i - Choudhu r y, P. (1997). Han 
dbook of Microl ithography, Micromachining 

& Microfabrication : Microl ithography* fc^'sS 

[ 0 2 6 5 1 _ ^ A „ 

fC^-Bft*V>TaftI"C*> ^flMlStL* feO"C* 0 , MxJi\ Sambrook J. et 
a 1 . (1989). Molecular Cloning: A Labor ato 
ry Manual, Cold Spring HarboriBi V**<n 3rd Ed. 
(2001) jAusubel, F. M. (1987). Current Protoc 
ols in Molecular Biology, Greene Pub. Asso 
ciates and Wi 1 ey-I n t e r s c i enc e ; Au sub e 1, F. 
M. (1989). Short Protocols in Molecular Bi 
ology: A Compendium of Methods from Curr 
ent Protocols in Molecular Biology, Green 
e Pub. Associates and Wiley-Interscience; 
I n n i s , M. A. (1990). PCR Protocols: A Guide 
to Methods and Applications, Academic Pre 
s s ; Au s u b e 1 , F. M. ( 1 9 9 2 ). Short Protocols in 
Molecular Biology: A Compendium of Meth 
ods from Current Protocols in Molecular 
Biology, Greene Pub. Associates ; A u s u b e 1 , F. 
M. (1995). Short Protocols in Molecular Bi 
ology: A Compendium of Methods from Curr 
ent Protocols in Molecular Biology, Green 
e Pub. Associates ; I n n i s , M. A. et a 1 . (1995). 
PCR Strategies, Academic Press ;Ausubel,F. 
M. (1999). Short Protocols in Molecular Bi 
ology: A Compendium of Methods from Curr 
ent Protocols in Molecular Biology, Wiley 
,and annual updates jSninsky, J.J.et a 1 . (1 
9 99). PCR Applications: Protocols for Fun 
ctional Genomics, Academic Press^ glJW^ifclS^ Tit 

ittmx&mmmmm} m±n, 1 9 9 7%ZKtimztir$si), ztih\t*wmm 

[ 0 2 6 6 ] 

Aiflu \z&j& l tz m<tt z vm* s tz & <d d n a ^mms 43 x zmwtft& k o v> -0* , 

flx.lt Gait, M. J. (1985). Oligonucleotide Synt 
hesis:A Practical Approach, I RLP r e s s ; Ga i t 
,M. J. (1990). Oligonucleotide Synthes i s : A 
Practical Approach, IRL Press ;Eckstein,F. 
(1991). Oligonucleotides and Analogues:A 

miiE#2 005-3023660 
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Practical Approac, IRL Press ; Adams, R. L. et 
al. (1992). The Biochemistry of the Nucle 
ic Acids, Chapman&Hal 1 iShabarova, Z. et al. 

(1994). Advanced Organic Chemistry of Nuc 
leic Acids, WeinheimjBlackburn, G. M. et al. 

(1996). Nucleic Acids in Chemistry and Bi 
ology, Oxford University Press ; Hermans on, 
G. T. ( 1 9 9 6) . Bioconjugate Techniques, Acade 
m i c P r e s s & t'lzmmZ flX & , £ tlb l±*Wffl*)iZi5\,*xm&i- Z>WfrH> s & 

[0 2 6 7] 

n^?±> ffTKfn^ ( 1 9 9 9) *t' f ^i5V^T|Bm^tt^MI^lM?ri®ffli-'l)^fc^T^^ 

[0 2 6 8] 
[0 2 6 9] 

#®^*fS-e(i, njawf-^ (xi, yi) ~ (xn, y n ) <7>r-*®.Z, 

yi=axi+b + ei (i = l, 2... n) C7-f 7 h WitCi cTMW 

[0 2 7 0] 

%*i?MT-?frh^m,*^tzmzn^xmmw&*M2>° mmumt 

LX 

A2i Xi +B = 2Yi 
, (x i , y i ) (i = l,2,...n) P> ZHrti<D*?%3m dave^ilF 

y a v e ) X^f&S x x j3 £ X , y S x y «*6, X&K £ *) MM 

[0 2 7 1 ] 

y — y a v e = (Sx y / Sxx) ( X — X a v e) o 

[0 2 7 2] 

2ei 2 /n=Syy (1 - r * Y 2 ) tDmm&jb&^tfrb, I r xy l^l^li 
t\ Wk%LlZ / J>%<^ T-?l±m)§MX£ (S«:^ttt^o cct, r x y =s 

x y / J~ (Sxy Sy y) X&>%> 0 

[0 2 7 3 ] 

y=ao+ai xi + az x 2 +. . . + a n x n 
X&hfoZM ± -5 fcaSre^Sfu ia*£HI^fc^-5o cct\ ao&iffi(ffi|) EI& 

tbIEff 2 005-3023660 



^12 0 0 4-0 2 4 9 2 3 ^ ^ : 537 

10 2 7 41 - K#^fflv>f,ii4. mfe^'te 1 )** 

[0 2 7 7] 

ggtLTTIi, 9-7 7-7 It./' ' statistical Pattern 

tt, «Ulf. Fukunaga . 1 9 9 0 , S t.t ..t press>San D 
Recognition, 2nd e d. , Analysis for 

i e go ; And e r b e r g, 1 9 7 3 , C 1 u s t e Yo rk;E 
^^■t^^rc-lu:? r^aUsTs-'London Hei 
B^t: Book. ;H.rti..n 1 9 7 5 C ..t.J. 



^ t ^ ?!T ^« ?? - fnr - « n n" 1 n n 

TQ95 Identification of consensus pat 
' in' unal gned DNA and protein sequen 

erns in unaiigneu statistical basis 

ces: a large-deviation .tat st ica ^ 

for penalizing ?^g' and Genome Research 
nf on Biomf ormat cs and u Pub lis 

Lim and C a n t o r M, W o r 1 d Scient * 
'hUg Co. , Ltd. Singapore, pp. 201 216) o 

m 0 0 5 - 3 0 2 3 6 6 0 
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[0 2 8 0] fc ^ , 

[0 2 8 1 ] 

[11] 



1/2 



Stfl (x, y) fiiHS^XfciHS^YfcO ($fcl±, *<bt9>*flfcWflt*S* _( 

[0 2 8 2 ] 

Wfe2] 



/(*,y)=SI*-?l 

% it^— gtap-cab&o #ot*>7*- i-e*7-=fV -Kn?**»£\ I (x,y 
) = (Xi+Yi /i LT^«$ix^^-»W^^*at'^ v ^^ffi^^ 

= l-rT*»K r i±JE«F^^ h^X, y«0«H**f*^ ^> jE3i/fbl*I»X • Y 
/ I X I I Y I t MW*l&o £#toKt±, i*Pi*X • Yi±5£ : 
[0 2 8 3] 

|;j;,t£l^, 1X1= (X • X) 1 ' 2 , I Y I = (Y • Y) 1/2 Tfc* 0 

[0 2 8 4] 

mtE# 2005-3023660 
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[ 0 2 8 5 ] 
[«ft4] 



5w (jf 



1/2 



HioT^i^Wo 5£4\ n ( x } * itK i ( Y } i4. I 
[ 0 2 8 6 1 

[0 2 8 7] 

±^cD!E^'fb^/ct4MF , 3«^^-ftL^O^flt, 1-£*>*> I r I SrWItLtfi 
[ 0 2 8 81 

iftH^N * P0£i" & - t * & ^ ffim&M r = r ( * * > tl^iii 

fitt^o aT«s cats) ^#s$^*ffiP^^ii> * ? ^mm^mK^xm 

[0 2 8 9] 
[Sfc5] 



r = 7 



Tl/2 



r * * 9 * 9 -IMfel WfPJO^ft m is \^X &m X&&o 
[0 2 9 0] 

2005-3023660 
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d^&fi, ilW^:li««tt*^^ l:?,Ji ^ (clump) J 

[0 2 9 1 ] 

^^^X^-^t'fXWCfft^ta^M^illCil^It*^ (S n e 
ath^itTSokal, 1973, Numerical taxonomy, San 
Francisco: W. H. Freeman & C o. ) „ #LO* 7* * -«W#I0 

^Sfem^Wffl-C^^o Ward, 1963, J. Am. Stat A s s n 

.58: 236;Hartigan, 1975, Clustering algori 
thms,New York: Wiley *#HH<Z> £ i: o 
[0 2 9 2 ] 

Lv^-ooH*fe^«8H^V>T, ^7X^-Whc 1 u s tOi« (01 
x. If /n^7AS-Plus, MathSof t, Inc., Cambridge, M 
The 1 u s tj <75jS*n«¥M^#HScO-fc) *fv^Kt#t§4. 
[0 2 9 3 ] 

*lr^± ^<Hlo, ^(H2o, »*L<1±^&< fc* 3^7°n7r 

[0 2 9 4] 

i t K J: »J . *«Wlttfc*: * - ^ *»t? £ S o 
[0 2 9 5] 

**HJfe^^i3v>ri±. wet^TwW^itKt^n : pk i 
«i KisttS*j££*ktf>lS*Fi:-*-ao n ( i ) ^r/r'^^IM* 
^J:t5 0 ^v^\ mi (mi 0 0~ 1 0 0 0) O*44«lft»t^t©#*eo 
v^-c p k e ( i ) tfcTJ. 5co*;'J-o**t^v>t, #t-<fxtlLt : ( 
1) i^tx.tv^v^Of - ? btl'' 5 ^ fc B CT^rf'J (CKOfc-frtt rh 

c i u s tj ) zm^xmmM?7x*~-tt*fo7 > 

[0 2 9 6] 
H&6] 



,(2J 
* 



ffi|iE# 2005-3023660 
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& ** 5 ' , - «i * - I 5 > v * ^ 

miE#2 005-3023660 
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[0 3 0 2] 

:H S T^, dOB#r E 1(73S^^M (phase) fcv>^ 0 fci$V» 
[ 0 3 0 3 ] 

£ <o x *> %jswnzis\t*x> 7-V X ratllfo?S«ffl $ ;M#s „ t tz 

7jcfD^ ( 1 9 9 9) , |*I^fci«)W^x-yi/7 h*Mfi\ g^fflJSu 5JII**tlB«t 
[0 3 0 4] 

(^«s#j<7)m0j) 

[0 3 0 5] 

u&*m&?&o -^i^*^i±> a) ±i£»to^ t'** 

^7 7^*11418;*]:^) ±m7°v7 r 4 frfrt&TFlr&xm ; 
[ 0 3 0 6 ] 

y°n ^ r -f ^OJ: ? &:£ft*Mv»-cfc *v»«, flx.wr> 7*-r W 

^tlfKlc^LT^ J: < (^llx.ii\ xtt^B#r^s yttlw^g-t^tJK) > &&W±, 3tft 

*3llo*aiat LTf-f r fc &"Brfg7?&& 0 **v»l± % 7'n77^;v 

[0 3 0 7] 

^-$tt«5 0 ^(oxv^m^mt, mmfrmfc&^T&m<DftM<oij$~itzte*wMm 

[0 3 0 8] 

a ^\ ffl x «\ ft^T? i o *k i^iL< wtsbfc-e i t>-e& $ t#£ o 

[0 3 0 9] 

mSE# 2005-3023660 



mm 2 0 0 4 - 0 2 4 9 2 3 
*.«, MS, t*) t^*»*W» MBS, 4 

- 9 - * ± * - 9 - ft fc-C* «5 *r * - 

W miE#2 005-3023660 



k • GO/ 

#112 0 0 4 - 0 2 4 9 2 3 
[0 3 171 *^BH^a=a*i!Sfi«i* («x.tf, MS- tD *® 

10 3 19] *^HBCO«^^^ (l5Ux.iS\ ffll&U &») 

^ tb "C & £ o 

10 3 2 1 1 *t.h- faffihlMifffl^^^^^o 
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KRF RARE STAT3> GAS, NFAT, MIC, APh SRi, 
GRk lit »: ERE, TRE, E2F, Eb, P 5 3«WUU* 

. t . - v, r . uSA #e,TBSESft"C>' > * fcwWJffl^* - i* T 
|; *S?AT3. «Mt«W!K««U GREttWfMtJ.CREtt. eAMPC 

«F4 1^*tt#*fc*v^ *»lHfcS.t*WeiS^ *^t#^/:^7H 

suoff I lI«1«^t, 3W M^*it**»3i? > fSSI^i^SrS 

[0 3 2 6] 
[0 3 2 7] 

#SE# 2005-3023660 
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*k*^) *5pJjs-ra-fc7&*-r?§&o jg^w^o^-eii, &iS:^i^j«tK 
T-9<ni mkfttiL t o-wc ; ab a B#m^J^- * <^ 2 rams-fit . m<vt%m<wmmr- 

£JBv>T^fr*-&£ ^0 i ^ *^vit LXi±, 0O*.wr, l£<7)l^Bf^t 

o 

[0 3 2 8] 

m ffife. felt. K#> , 5cX*»*ft^) , tt* 

[ 0 3 3 0] 

[0 3 3 1 ] 
[0 3 3 2] 

suco^»«j-t?t±, ^(±, g'Wt**otu^o *§km&, =fWM^> mm*z 

ttiSE# 2005-3023660 
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r 0 3 3 5 j| 

2005-3023660 



#ffi2 0 0 4 - 0 2 4 9 2 3 * y: 64/ 

[0 3 4 8] M2 0 0 5 - 3 0 2 3 6 6 0 



mm 2 0 0 4 - 0 2 4 9 2 3 



: 65/ 



i±> &*|wi— t±i±m% z>o 

[0 3 4 9 ] 
[0 3 5 0] 

B#IWt, itjfB^I^ii^ ( + > -SfcttO) ) t^imm&KXo^mZfr&o Z.<D£>) 
[0 3 5 1 ] 

[ 0 3 5 2 ] . . 

T /u rf V X A * ffl T »tf -T & i t **-C ^iM:4^o 
[0 3 5 3 ] 

gtjO#l«fU^v>-C, *»W^*sv^T«ffl Sfr&^I^WS fct±l*^U\ Ifct^i 
[0 3 5 4] 

gu co mmj&Wi \' & v> t , n is v » r $ tt a fnnoif tin * «^ « > lEMit t 

05i»tn. mTB#A ^ 5 > $0 J: «5 & 2 %<DWm, WW^ii* ± «9 % 5 %<7)±1^0 

-iuBfir >f 5 > jr) ±uio %wm. mm&i** ^yr) ± *> 2 0 %<75±ijn, 

[0 3 5 5] 

^hj, rmarked-f ^ > h J . rindividual 4 ^ V > J > r turning -f ^ > h J % Tchara 
cteristic^^^ \\ , rpeculiar^f ^ ^ h J > rtypicaM ^> f J ^ Tspecial-f > 

miE# 2005-3023660 
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flHtO^SE-fk^JSi-** 1 J: 2 Bf««-(lto^S5'fkK*tlD-t-*» 2 
[ 0 3 5 7 1 

tff * ft o - fc ** *T f B -e & £ o a * co &ft co ft fa £ v - 9 J- ^ * L r 3- *f "t * - t ^ -e § 

[0 3 5 8] ^ D 

fc LT5H/rf & £ ^ * o 

[0 3 5 9 ] 

[0 3 6 0 ] . ^ 

RjS 5 t> tf"C it * v> 0 

4ISt??>|:^4. IS«#(i> f*x.fc^ 7^y^Ta^ MO, CD-R 
OM, CD-R, DVD-ROMCiHttlO^'f -7°^ jgfflt-^ ^ &o 
[0 3 6 2 ] 

^•^fflv^W^MHIftt^o Z<D-&m\±, A) *Mfc< fcfc 

4 < i U ooJ&I^^Jf - ^ (B) »»*»:HL, ^<Hlow 

!|*fttt*«l*aftt*I8fc, (ORB**^-^*^^ i^Wfi^rtt^^ 

, ft t ©110 ^ ffl v^x tit 4 i t I 5 o flxtf, X^*'ttffl1-**^tt^ * 

mt£#2 005-3023660 
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(0363] 

asto^ mm, mm. «^^) > 

[ 0 3 6 4 ] 

^v^T, IS 1 wM^it^i 1 <7M^^ frV^^ V £:3iJ&1-&IfI ; (B) v * 
(C) X5g (A) is X (7(B) is T# lb *Lfcf& 1 is i TO 2 <D 4 ^ > Y t* 4 * ? V "? 9 £ itWl 

[0 3 6 5] 

fjl 1 is J; H 2 <7) 4 > ffV J*^ V tCisv^T, ^ftfj^ — ifci"*— Wc-i^o h 9 A 5 
[0 3 6 6 ] 

1 oojfl Lv^MM&cis^T, ^§&0J3<^^?£fi. IH 1 «IW«^I2© 

Jli; (B) ;£§Pj5<75 4~^> h7*4*^ 2 O^It'Hi" £ M 

2<D4^<> YTJ U 7°^&£j£1-&XfI ; is i^(C)Ig(A)^ £<7(B) Kis^T#tb 
ftfcfcl isJ;tF^2 <tm ^> hfV U 7*£Jfcifc1-aX3I. ^^-r^o ^"C^ffi 
^W^nfU^'J 7°^£fej«v£^ Ltit ffl,«^i3V>T±157-*4 'J 

[0 3 6 7] 

SUO#^0«M^isv^t:. :£fPJO^fln£^ &&mS*<^IM O^SO^I^IS 
2tf>B#&^$SfcwM#£#*r$"*o £<^#;£<^3PJ^^t?£^ (A) «B)3<7)4~^ 

y 7s9 'J 7 0 ^^^fe^fflV^r. IS 1 <75B#*J3*5tt^. ilW'f^Vf/^^V 

7°^^«1-^X|I; (B) ^H^C0^^>- bf>f U "/^^^Srffl^T, ^ 2 
j±C^i3tt^> §2«^^>hf^^ 1 J/5'Mt?)Ii; (0 X@(A)i3J;^(B)^i3 
v^T#ibix^^ 1 is £171112 (75^ h U ^"^ i Srj±;|fc-^SXSx ^^^1"^o ^ 

? 'J 7^lft(:J3^mimo3ll^v^:!:#f^o --^> 4-?>h~7 

mi£# 2005-3023660 
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^-v : 68/ 



[0 3 6 8] 

mwwi*m^x%hK2> 4 ^y y r 1 7,7 v -? 7 *m^x , &2>&&%k<Dnm*fr$f-t 
&o z <Di$7£.(D^§&m (Dmnm \t , (a) *mm<D4 ^<y vr-i 7°? 
x, mi <D%Fm^wj*m^xnhti&, mi<v4 ^<y 77 v y^Mt^n 
; (&)*&w<D'i'<> vr<( 7,7 'j 77 m\<>x, m2(DmwmmW]^m^x% 
%2<o4 *<y v-r^x? v -7°?*$Lj&-t&3:m ; (o i3KA)& i^(B)^^v>-c 
#^tL/c^ 1 tn-i^y hT't 77 v zxim2 <D4«v Yt*4 t,? y y^£itlcl-& 

o 4 s<y h 7*4 77 y -ffffititte, f^^'jy^^M^tt, &W:<d 

[0 3 6 9] 

Y 7 4 xy?h, M2 <d4 s<y Y 7*4 77 v -fjcry^^y Y ? 4 \ >y t [z&^x, 

[0 3 7 0] 

?-^&t, i i) i ; &-^-^t^f>#?»^f^f>M0»Jf-^^^U, 
TO^ijx-^OtlfMLT^^ b-r'-f >; y^^«-t^T-v x^ y 

^zxf^m^mzrmML, mm^nM±m^.ir^^t^x^h^t^mm 

*fflv>/iTOM, OT-7"7X*>*qi (spr) 4*~yy>r, mMM^, \\&m*tz 
ccd*^7, y 7->'t777^ mri^ ^-m^y^-m mst^y^-, mmm 

[0 3 7 1 ] 

lit, $PJ©y^f^t:^v^fl$ii^f^^'j7^4ifSl^ (A) 4^%< 
t % 1 o^fi^/j: < t 1 o^^I^Bf^^iJ^-^ (B)R^I^M U 

<tU^#Mffl^ltU f LT(C) mB#^!jT ? -^ t^iSV^T, 

M-^^M-t S £ §*3>tfjt.-^*- W & £ t &X § & rt** ftbK il 

[0 3 7 2 ] 

mm, mm, m^, &m*z) > mtmmmm, ^t^m^t*) , 

ffifE# 2005-3023660 
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^-v: 69/ 



[0 3 7 3] 

[0 3 7 4 ] 
{ 0 3 7 5 1 

f-^^tSfSfc, tWfttH *?T o tfBf >f * 9 0 9 * * ¥S £: £ 
[0 3 7 6] 

(A) ~ (C) wlSi^fftSit^tST'n^^A^^iifcnvtfa-n 
[0377] 

IB^itf^^^l'-r^o 3£^¥S:l±, U 7* ISO 

^J;t4^^oTUv^\ mv&. M> ^ ?t> ^ IHt> t^^ 05 

- 4 if s c 3&*-c § a o 

[0 3 7 8] 

locDillll^v^, *HlSO'>^f Ali, > 7"^ V 7°^ ; l:BBM#^ 

o 

[0 3 7 9 ] 

7*>f U "/*l±. ^C^iJ fcUlti^tlJc ^oid 

ffi!E# 2005-3023660 
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^-v: 70/ 



^ * ttffl i" & t± , A T G C <D 4 * tz \t ti&T £ 1" & £ fc # ? «T ft? & 
[0 3 8 0] 

t- a a o ^v^fAit i) SSfcM-rs4>fc < t i> low^i^M^^- 

t-a^^-^t, i i) %%^~?-^wtfrh'&hfctzm^frh%m<vn^n-f- 

'J77 4^gi i i i) ifVX^'j7^«fS^Mt^M^^ii^o - 

xfAC£v^fti?Wfa^J^^Wiit (a) ^<nio«W 

& < t & i o<oft«o«F»^ir r - * &ak (b) mmm~M u < 1 1 1 <><Dmmm 

x * 'J 7° * <7)iB^7^fe kjS c titii^t sit ^-e § & c 

[0 3 8 1 ] 
[0 3 8 2 ] 

-Y ^ 0 7°^4Iy^rA^fttS itC^^o 
[0 3 8 3 ] 

m-fi-fz^mtmiLZo ataman M&frKK&\'>xmia\<ott<?>W£*iti 

[0 3 8 4] 

ffi|E# 2005-3023660 
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: 71/ 



[ 0 3 8 5 ] 

*fr*B«K#*«***^» CD-Rt^Wt CD-R 

T a y fcf a - * fcHS $ & i t J: o -citj^i- * - i & o 
[ 0 3 8 6 ] 

if©in^t*oTt&^ #Ux.ii\ «> 3fe, fe, !H«U »i3J;^ 

- # - & if £ « ffl 1" & - t tf § -tr £ £ o 

[ 0 3 8 7 ] 

f#tliS?t4ik^^ «x.tf, iBftift^CD-R^li, CD-RCfIA 

o 

[ 0 3 8 8 ] 

* i k # ? 7? § £ o 
[0 3 8 9 ] 

o«>3&fi*<^4 < t> lo©jHo^5if-nH4I8^ (B) SHSiCHU 4? 

^ij t iz \±WM t L T^lBi" &Z-t tf-C § & o 

[0 3 9 0] , , ^ m , ^ , 

tBfE#2 005-3023660 
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^-v: 72/ 



- ^ _ p, # e tL7t#^-^ h mm <d w%m r- 9 u > kh#»j ^- _^ * it 
& < t i> i < t & i owisron^f- * (b) w^m^m u 

^<Hlo« #»;PU> * ffi-ffc U fit (C) TO^iJ ■r'- * i3 v> T\ §J?#m«># 
m^-f ^Mfr* 4 ^ \-94\y?£ LTWiffl LT, fiff ^> b ^ 5 Y) §S£E 

[ 0 3 9 2 ] 

[ 0 3 9 3 ] 

^>Xii^<Dmm (f!lx.fi\ C + al£, Perl, Basic, html, XML, Pas 
ca 1, F0RTRAN5t f ) * £ ZW-Ztih *t&V* 0 # 

KffijgLfc^R'J > «*H#-e{±> ^n^Ai^UI, 3 > ^° ■» - 9 7u ^9 A 

[0 3 9 4 ] 

t ti&^S-fimt, (A) < £ 1 oo»fl*C^4 < fc 1 o^SO^^r'-* 
^5Igt, (B) RffilCHL, ^fc< loo^mW^ttfciBH-aiSi:, (0 

r ®-f^> b*>r ^ ^fc* ^laai^tL^^^^ hfu^'j 7°^ £M-r 

[0 3 9 5 ] 

u 7 9 *m ^xfrtf-r khsis «rn«i- £ 0 - <o 7 

n^9Ai:fe^T«ffl$ii4*ftli, (A) H lo©*ft^ft< fcUo^fi 

*0«F^j7*-^«: : »*Xigfc, (B) »fi*^HL, ^<Hlo©#f6»^i 

L-cffitBL-t, se-r^ b ^ ^ ysfizxiotmzti&'i^y vr-i 79 * 

JM£> (D)4>£< £ h^^^'J^^Mt^ISt, £ 

[0 3 9 6] 

^feia^tra-^^a^^&^o^^ASriitt-j-So ££T-f£Ji£ti (a) 

79*>&$L~$%>~XM ; (B) ^g§60-f^> b * * V 
A)i3iU f (B) ^j3V>T#^nfc^ 1 *3 itffS 2 O-f ^> bf-f^^'J 79 

[ 0 3 9 7 ] 

ft i" S ^ * 3 > a. - * £ US HJ^D^A* itffi-t * o i t ■C'ffiffl S tL* 

fflSE# 2005-3023660 
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^-v: 73/ 



, (a) *&m<o f s<>yr 4 m^x, n^spnt^ii©^ 

^nfu^J7*^ & ig ; (B) *s&9i co >f ^ > > r 4 7 * v * 
$v*-c\ %2 <75$£$RKMi*&3l 2 <7M ^> h 7*^ 7s? ~7 *? £XS ; is £ 1^(0 

ilg(A) is J: yf (B) Ki3V>T» ib 1 £ i TO 2 0 4 Y ? * * ? V ^ * fcJtttH" 

[0 3 9 8] 

ixZ>4^y YT4 rf?*m^X^ zbS^a^ffifllSr^-r*^* 3 > f 

KH^S-fr<&-/n^? a „ (A) 

n2<Dmm^wszm^x%bti&, i2w^^>hfvx^'j7°^*«t^ifi; (c 

) RXg(A)*i iVQDK&^X&hiltzm <D<e<> YT4 7<7V ^*itF|20^ 

2> i i: &X § * o 
[0 3 9 9] 

,> _ ^ j. > x *JB v>T3&*##r* a > * - * fc^S** ^ $r ? A Srifttti" 

So ii-c«ffl$ft**&ti, (A) 4>fc< 4 l o©»fl*^4 <fcU o»»«^«f 

»yij7*-^*#*xefc, (b) gatHit-HU ^(tuootwii^iit^i 

^t4«tilS^ (D)m->-^>*£ftW1~£Xg£^-f So 

[0 4 0 0] 

iiaa-raifc^^siR^^ \aM.mm 7^y^^, mo, cd 

-ROM, CD-R, DVD-ROMtf>«£?fcffift<Z>*'f 7) Hlfflt4uH^^: 
[0 4 0 1 ] 

(A) < t & l oo*ft*o^4 < t l oo^aoBtm^J 
f-^#5lS^ (B) WCiL, 4>fc< fcfc loottWtlitftfttilgfc 
, (C) KB#m^J r - * is v> X , *^f-r*««-*-f^>h^-f5>^fcLr 
WffiLT, m^^y hfJ < J: !9lfl^$tLS-f ^> hf'f 'J r^*4jSt4I 

[ 0 4 0 2] 

*lt«i-So ife«ffl«tL*^»± N (A) ^<kUoo^*^4<aioo 
ffiiO^Jf-^tftilSt^ (B) »»«twHL, ^4<iiUoO!|ftflSl*»S:a 

t4)j5tiEBfc, (D)4>fc < t * 1 oo»W<> bf* V «:Mt5Iit^ 

•mSE#2 005-3023660 
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^-v: 74/ 



[0 4 0 3] 

^fe * 3 > tf a - * £ H5j| $ * a 7° n *r 7 A * BB»1" S * JHftl" 4 » - - "C^ffi 

$*l*^I±, (A) ^W^'f h 9*^ ^ 'J ^^JS*|v»T N il^iflCS 
t4»l«^> hf-f X^'J , /^«:4jSt4Ii ; (B) ^fPJ?^^ hf-f^^y 7° 

; £ iO f (C)^XfI(A)*3J:D f (B) t*V>T#6 1 j3 i 2 ©>f ^> b-r'-f 7.9 V 

-?9i}t%tf&x.m, *&^i-z>o do^^ttTii, *mm&K&^x (^-/i-fv 

o 

[0 4 0 4] 

*f "t & * 3 > tf a - * $ « "7° n ^ 7 A 4- Ifiili" S fE$t#£# £ "t £ o - - 

mtzm-t&mi<7>4'<> hr-i 79* sum ; (b) $^0^'/ br^ * 

4IS ; i3 <t y (C) i^Iff (A) jo J; IK (B) £i3V»T#fc:H;fc#l is J:tT»2 <D-f b 
[0 4 0 5] 

lc*S$«-/D^ 7 At lEiit * |3§1*# £ $|#t f & „ T-ffiffi $ ti 4 l± % (A) 

»w cd4*~<> yt4 v 7°? *m^x, mi commmm *m ^x # h ti& 

*4jSt5Ig ; (0 Rie(A)£J:tf(B)fc#v>T#e>:K.;fc#l <DJ^> X? V "f 
[0 4 0 6] 

£faM^Mft-t&o tiT»«ffiS*t**fttt, (A) ^<tUo»»^^< 
l^<a3£«OB^yj7*-*fcf#*xefc. (B) tilCiL, 4?fc< kfc lo#f 

b r-V ^ y 7°^ *^jfti"*Xgfc, (D)»^-^i>7t«Wft4I8*^t 
[0 4 0 7] 

ffilE# 2 005-3023660 
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^-v: 75/ 



JSHwf**«»»^«^ W<fc*3o, **vM44o, I^Utt 

ft^-Mt^ifefej 

o 7 9V * V ^ffiyfl * J: tf* * v y ^ ^ HB3?U ft ^ * r, # a tt <b K PIS 3 tt 

4feoi*»tt-C»±, *g¥flfl*iSi?l!#tt, i^7'n^^-, W f W Tv?7^? 

mSE# 2005-3023660 
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76/ 



0%&± »ILv^9 0%^ **CJ:ot:tt«Kl 0 0%) 

*§#ii9 5%J2Lh, ^KiormaKi o o%) o^*^»h^ 

ti> 8o«5<g^ta»E9at'&tro sooiiw^wt^iti^ 

[0417] 

^ttfflnrtl'Cab'S v*? *Jc^b.^>:^£>"C*&o 
^f^^kc-cU^o lff?WHA7^ ^*P,tLSUT^^>f AOlf|^1±C 

J: * #!lxJ£\ tt-c l 0#-e* «5 , i W£ L < (i*^ l #-c& «9 ft&o tflx-tf, 
[04 1 9 ] 

s tL* jtmr * * v co-it mt u 7* v> *> m ° 

[0 4 2 0] 

oT^ B «% unfit ft IK AW Bift^SIt) ©St***!****"** 

#1, left a So 

HiiE# 2005-3023660 
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•^-v: 78/ 



[ 0 4 2 9] 

^§pj!it ms^% •> mo . i^»j:^ii©f«^j^ 
v-frh, mi^m% Wx.it mm, &m) ^ &s^e&m©j:7fc&fc^£fcft;fc5t=ra£ 

W3feB^*S£«fc*©#£*?UJB** *o £0 J: ■$ *2f&fct a) ±|B 

it , mm^m<D x ^ ?£%<dt~< * * y t <Dfflmmm~m-r & r- ? 

4ttt^lS ; b) iltifWI Wx.it > g^^<7)i^^^ 

it aafla, mo , ^^m^i^^^^ra^w^^^-^-u-c, ±ia^%^sti 

^ W£it «Hfl&, ms) > ig^tt^?) <t -9 *%k<r>T4 X?V <H#&IfI ; d) _h 
IBIS (a) H*5V^-Cgf±t$tLfc. ±I5t-V U y^co^^^, ±!BIfI (c) fcisv* 
x%htLtzT4 u 7* Wjfc-j-arW ; fcitfe) ±IB* 

[0 4 3 0] 
[0 4 3 1 ] 

*hhs{±, wx.it m, £«o , mffi¥®%<v x 7 %%<Dtm*mmir 

Wx.it fffiJfe, &t0 > ^^^m^i -5 < fcfe Iocd^WKjH 

[0 4 3 2] 

o Il7lt *l&l©4Kiffl9^ Wx.it *fflJ&, £10 , ftSf*IHl*oin*ottft 
*3F:fri£ ! S:#Sfi : 1-£3>fcr^-*e>5 o 0«i)S«*^to y^f AfWfi, IH3 2ic 

[0 4 3 3] 

3>t'a-? 5 0 0(i, A2JfB5 0 1t CPU 5 0 2 fc, ffi;ftg|$ 5 0 3 t, ^t'J5 
04t, 5 0 5 t*«x.^o A#£&5 Olt, CPU 5 0 2 fc, ffi^fl? 5 0 3 t „ ^ 
•=60504 tit 5 0 5 K J: oTfflSK«iB!S*frv>* 0 At)f|5 5 0 1 hfcBM5 0 
3 i± Affile 5 0 6 KftttSHTV^o 
[0 4 3 4] 

n>lfj2.-^500m:o T^t $ ft* , »8M£fi& 

[0 4 3 5] 

^yn^7Ai:v^) i±, Mx.it 5 0 2 tM^Tv^ 0 &£v>{±, 

69^ Wx.it ffiJKu MO > etff^fl9*WJ: T^oW^yn^5Ali, *ti?ti 

tt2lL"Cab&VMi~ If fc, 7l^^vWU^, MO, CD-ROM, CD-R. DV 

ttHE# 2005-3023660 
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[0 4 3 8] 



[0 4 3 8] 

I04 " 4 °l*nn t ± X^hHSOlt, CPU 5 0 2fc. BJ**B0 3i, ^'J5 
3 ^_* 5 0 0i|, X* B S5 0 1^ CPU 5 0 2 L ffl**5 0 3fc, * 

3 fc(±Ai±it)^« 5 0 6 i:ft»«ntv^. 

5 0 0(:iot«lT?W4»W «^ **° * ***** 

^ mtE#2 0 0 5 - 3 0 2 3 6 6 0 



#11 2004-024923 



^-v: 80/ 



, mm, &m) , mmm^^a^^^tmm^y'uv^Ait^ mxttmrnsoe m 

xlt, f^^F7^7\ ^7 h7-^ Oi'-^H ) Sr^hLTa > if a. 

-^ 5 0 0^^« 1 J 5 0 4Hn-K?fiS a CPU502 ifi&M^i&ft WJx.(£\ 

[0 4 4 3] 

x^fBso ihu, &w) > mm^&i&o z 7 

[0 4 4 4] 

CPU 5 0 2tt, A#f|S5 0 1 -CX^S^fltlR** K> X? V ~f? r~ & $5 £ 

jttf, &») , Sfc^te^OJ^fc^ttJBIfcfQjeU *iffl3&ft*7 ! '- * 

hLtMU 5 0 4 KJW5&ft*-f-***Mft1-*o CPU 5 0 2i±. - 

tihvmmi ^'J 5 0 4 ic^iw l#&o tB^*p 5 0 3 U, CPU502 7) ? 3^ 
L^&*^»* (will few) , mmm'o^xd^^vtm^mm^r-^ 

[0 4 4 5 ] 

mommi-s^x, ^mn, tmm^t, ^m^-^mr^^m^m^ (mx.it, *n 

ovxxa{± n a) ±.ia»^a^ (mx.it, mm, , etff^w^oj:^***^ 
fcE^KHftarrs^fS: ; b) ±fB£lr¥iftm Mii^ &w , g}ir^m<7) i 

ms^m% (Mx.it, mm, &M) , «9f^w*©i ? 4^f^^ o 

[0 4 4 6] 

(mx.it, mm, szm) , 
&.^mm (mx.it, mm, ma) , mm^^^o^m^^hntz^m^. 

a) _tiB&»a*jm (mx.it, mm, &m) , i^^w i ^ 

H?t»*t5¥a ; b) ±sbm^m (mx.it, mm, m%) , g^wjRoiH 

or* ; c) ±ia^n^^H : ?-^)#^ ±mr-< v 7?(D 

^tk^mm^^m^mm-t^SL'. e) jiibmirs^h^m^-s^i^^ 
, esf^flfcft©.* 9 a**)?'* ; f) ±m^WL (b) -c#e>*L;fc7* 

a^J^W?), _hfB#l£ (e) -e#f>tL^'rV 7^ V 7^W£t^f^^'J 
^^ti^Sl^iVg) ±|B*|WJte^WH : F-{±, ±|3¥l£ (f) tfev>-Cft3fe 

■sitter 4 u -7? \m^-thiM^^(o^m^x%h i £ 

[0 4 4 7] 

tiiiE#2 005-3023660 
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^-v : 81/ 



(fux(i\ #Hjaa. . J^^rf 5^ 

a) .ue^w^w* owx.«r, mm. &m) > £f» J 

*H*fc»fcr*±K&**»* («*.ur, mm, ») , ££^5%^ 
x^^noi«i:ptsf-^»^s; b) ±«£»*»* («^«^ 

±e&**»* mu few) > fP s J5 
d) Jtm^m U) 

f^^j^wt-H, Ji»¥« (c) \z&»x&h*ter<x?V7*Ktois+*T 

[0 4 4 9] 

) JiB&WM* (Will «BB&. &*) . ^** K / f*t*« £5, 

fc*«yn^5A 75 s iail $ tut v> & o 

£©fi»**fctt, **<fc*a) Ji|B»^ft («*.W^ * «5f W 

*<D£%%&*ft*®^nm*z>^m; to ±B&**wft . 

ffi$E# 2005-3023660 
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^-v: 82/ 



ri4 4>fc< Ha) ±IS«^^m (Milt MS, , ifWoi^^^ 

ift©a»i^*H?i:itt4¥)B; b) ±xjm*m* m*.^ « ; ») > ft 

W „|I (b ) -e#e>*L*:f>r V79<D*frh, JiSB3MB (e) t#^/:r^^J 



SVsS? ±Ef^^j^^^ i^jni (c) K^r#fetLfer-f^^y 

fc7&*T<rtrc**K f(7)J;^j;&tL«II©IKIt Site tt#*^*> "3 > 
[0 4 5 6] 

= 2 005-3023660 
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^-v: 83/ 



zmmmiz&^x, ^ipjh a^v^c, ^.mm^ (fDxJi_ML, ma) * 

dtf>7n^.M±, ^<Ha) ±ia»^fi*J^ (fflx.il £«) , ft 

LT±IS«^fi^ (fflx.il M> M>) . gPfi^iH^r'a^J^^ 
^ a =£jig ; j; tr b ) ±iate^'K^co x 4 JiiB&^ftJ^ (ffl x. « > 

6^ (fflx.il £W) . ig^^^ i ^ 4^<^^ t «:fflH#lt 4 t 

(fix.ii «Bua^ &») , ft^e^o-t^^^^^HT-^wi-*^; b) ± 

IB^^W* (fUx.ll Iffl^s , ft£3*«&tf>J: n %&Kftl£-f&'>% < t & l ^ 

©a? twat atis*^^* - ^ - 1 1, ±ia^tj^^m (Win »wsu 

ft8r^»3fc*> i 7 ftl^f^ * * 'J 7°? *rft&3MS ;^^"c) Jifa^HT- 1 . ±bB 

mutt. mmfrmK&^xmzn^&t) > ^»s^i:£ctatF^o^7A^ifttft 
sit § * o 

f 0 4 5 8 1 

jg^ft^i^^OT*^^^ &M^m7k (fflxll £W) > « 

mo) . ^we^mcoi ^ ^^^W^^n^^HT-^Biat-s^iiii ; b) ±sE 

mr ^-^_ Lx ^ ^ (D ^®^<D&*Ktt1rZ±.m&.W¥M& (fflx.il «bje. &w 
t" -hffiTM V 7°^^ SrffiM#tt*#JK ; d) _hia»^^m (fflx.il *M& 
^ n ^ _ ^ _ iz M56 ^- & jgjf^jg * ic * - * - L T . sfcra^fl-SfeH^ H i" * 

±ia^^a^ (fflx.ii £*) > gawinw^^v^w 
#jm; f) ±ia#)iii (b) ^#£fr/c7^*^ v^*^*^ 1 ^ _h§a¥JiR (e) -rw^tt 

ia^ti, ±ia^-Jii (f) \z&\,*x&fe2*iter4 v 7* *'ttmi-z±.&&to<nft* 
«»^»f^^J7-^^, (fiix.ii iiiiia, ma) , mm 

^H^fc. ±ia^no^*H^icM^i-^ifa^%^flti^_(f!ix.il nam, > ft 
to&m&nx 3 } %%k<DT<( 79 1 <Dfflmm&fcmi-2>7*-9*um-$-2>^m ; b) 
±ia»«m (fUx.ii mo) > 9 ^i^^is^Ms^ci 

s-r^#«i; c) ±Ra^$*tfeH^^H3t-r*few*»* (fflx.ii «b%, ^ ft 
^K^oj;d^mo«^ftB#etiii^^^-tT, ±fa^tJ^wm (fflx.ii #iajm. ^ 

ji-pt s tifc > -LIB ^ ^ u 7°^ o if t)^ s jisa¥MH ( c ) k *3 ^ xn h nfc r ^ * 9 u 
^•J^js-j-ST'-f 79*$kiE.~f2>^m. ; is^^e) ±ia*iwife^n*ia^(±, ± 

ffiiE# 2005-3023660 
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[0 4 6 0] 

c + mm & mm *■ & - 1 ^ & ° 

[0 4 6 1 ] 

^©f^t±> a) ±ibm^#o»^^^ (#u£(i\ > f^^a*jm^i^^ 

, jUS^fi^O 4 ? %&<Dr4 X?V7? «r#*X5g ; b ) XK^Ot^ ^ ^ 'J ^ 

hiM^M^^ <mtl\z, mm, ^ jg^wMwi^ftM^^i^^sxs 

xJ4\ , jg«f^«^^>J: ? fc^KEUSlH-fc^fc < ^ & 1 ooB^CMIt^ 

* v -7°?frb±mtkmm ( ]& mm, &M) . mm&m&n * ■&&<o&& 

*$\fc-fZ,=£& ; jsitfc) ±K£W5*tt* (fU xJ4\ M, MO , 
&*0«tSg*»?>±IB«tft#^«8^ Pf« J&fc) £#0^-1" &¥fL £«x.& 0 - 

Oi^:, ^:§|HJ}±, (f!lx-i4\ «BJI^ MO <Dffi*o>t£«t, 3Mh> * 

£iJim, atf»fctfc*^5ffl<0*^ «&#ttMJ^S^ «, M0 oS5?4 

, ^Br*£* KB C Til}R L fc ft* £ iifKlrttf Kite* XS £ S ft* 4 14^ 
[0 4 6 2] 

<r> mwf % tz \t ft**^ * nfr-t * a > tr a - ^ m& *> a v* « * *l £ nm-r & 

^fA©«*0i 7*#MLt:^t. 017(4, ^f^e^W^fc*^*^^ 

-^©5 0 00«)STOto ^XirAMW4, i3 2C/K?Wo 
[0 4 6 3] 

nVfcf*-* 5 0 0(4, A*fl5 5 0 U, CPU 5 0 2 L ffi^fflS 5 0 3 fc. 5 
0 4^, 5 0 5 fc£jfx.& 0 X^J«P 5 0 U> CPU 5 0 2 t fcB^fR 5 0 3 J:, ^ 
*y 5 0 4 £:i4, 5 0 5 H i o TffiS^ftjR* tLT v>4 0 5 0 1 tffi^5 0 

3 £i4AtB*^S 5 0 6 M^tltv^o 
[0 4 6 4] 

[0 4 6 5] _ _ 

^-tL-e f tLffiH#»t"/n^9A*J:a f a^7 p n^9Afcv>'9) (4, > C E'J 5 0 2 C 

Lt*4V>liHSC, 7HvW^^ MO, CD-ROM, CD-R, DVD- 

tB|E# 2005-3023660 
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V/ * fz liS^n ^ 9 A fi> tB A^J^fi 5 0 6 (« x f£\ f^^F?^ 7\ * y h 7 
-f h) ) *^LT3Vl^a-^ 5 0 5 0 4 Kn- K 

StLSo CPU 5 0 2^i^#lf/n^7Ai3«ttJ f / / * /ctia^^n^yA^^T-r^.^ 

[0 4 6 6 ] 
[0 4 6 7] 

cpu 5 0 2it xtiu 5 o i -zxjjzitfzmm* i> t 
m ^ mm-ztzitmB^mir&mwLs & xz/^m^Bcx^-m tfzm^mumt ztmnv 

, «'J 5 0 4i:«||7'-H»^o CPU 5 0 2 (t d *L<b O'lf *R£ ^ * 

0 5 0 4 kzrnm Lft&o ffi^Jffi 5 0 3 (±. CPU502 flKL/cift^WI ( 

ffi#i-&o m^j^tLTtr-^tix xm*^«5 o 6^^m*$tL#^»o 

[0 4 6 8 ] 

\-o<D-mmm\z$3^x ^ *$km±, m%mm wz.i*. «> ^ttm^n-r 

. IBIS, &W) ±J^«K4fe^ (1?U;U2\ M/) rto&Jto^ttH^Sfcli* 

mm mm, ciuiiLt w^^) iwi-«Dif?nwb 

^&ZbtfX^&£iK%<>tz&l l z$)2> 0 Z.tL{z£iQ, &%3*«J# (M x. if, «BJ&. £tt 
ITIB i: 4 o i ^ J: «3 , (^Jx.ii\ iB^ M0 Ofa^'J^Wi 

(fii£{f> #fflia. mo fc^ufcfto^o 
m^i&^ mm, mo &^##kh *%m±, %nm-&^ 

mm (wl&s mm. mo ^m^^n^o ^oiHstuii^i^^-c 

if^if^HH- > V ^, HEPES, ^t*;v->^A, IftthV!>A, m-fk* 
V * A . fifrffc^ ^*^y-?A, ffltafeft. T 5 y ®U3 J: tr * S > WfUJl $ *L#* *l 

Tli, ^Jx.ii\ DNA, RNA, PNA, *°0^7^K, S.0 f -€-O«^#^ 
[0 4 6 9] 

2005-3023660 
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[0 4 7 0] 

joi^b) KMJTOi£ (MxJ4\ MO JiSfcttR&W^W* (WxJ2\ 

W^#t»t>tofl, RI-3»%^4>*«»[0^»^W* (f!lx.{i\ IfflStU ») Otit 
*icH-r * fV x * y ~f 9 7 s — 9 - **T l^^*^o -fc 3 &3t££ffi'fti- 

*l#& 0 i ^ 4St Lt li f<7) J; ^ ^ ^OTMiffit^ i t^ti, Mxf£\ m-fbtf 
)Vy^ x >Bfcfcfc-*- b V J^Tfc*^ > V E°;nf>m^- b U HEP 

es, jfrfb*/u->*A, Mth'jfA, iift^ 1 ;^^. «^^^'>^a, T 

LfciI^ftMtf:WJ:(7)|i*^-tt LTii, Wk.&, DNA, RNA, PNA 

& i » x o $ tt * iE ffif m l tz m % t (om&mm \f & tt & *l & k r£ $ ft & 

[0 4 7 1 ] 

(Witf, fiOT^f>MU (01 xfi\ & 
[0 4 7 2] 

9K, mm, mn, ^-tLibo«^^*»?»**»J:^a^*^*^*< fc *> 10 

[0 4 7 3 ] 

ffifiE# 2005-3023660 
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* < fc * 3 H ik 3 * J: 9 #S K < * * 5 0 J ?*2*£i* J 

hiimk mm, mm) fc^*** w *?7?**"^? ™**£ 
**<f^*i±> «ew- e***, *4vm±, ^<t<k*n«ik*ftbTv>4^k 

W U»o Lfc^t, fflKfl, *tt**f*3**#«*«x- ffiffl 

i?»ttl^tt^«8ei5v>T, *i&wi-i5v>-cfe»^w* (*j*.wk mm. mm) 
jfts^tt, ifiuii, («x.(f, mm. mm) cb?^7x^ bsft 

Mtu mm) **-^-' cS *i fc *t**5?^ - ?f? T 

afc&^^toB^fc^^W^ ($!xJ4\ SfflJfe. rtfcSX-*-*" 

5t **T^&wl»H^io-c»»*5t»t*. w*.^ mm, mm 

J£ j_ <t ins***. * * ttr v> * c * 

^•CUv^c *©J:}*3MMfc3*fc5&»*±^ If^^-Mfl^ W, nd 
ows (2*ff*Q . Mac, UNIX (Sftftff) , LINUX^'©i»A^0 

mm) ff^^u^f r «lr*2°5£ 

0i»:it^r^^J7'^ &W) 
^^Ofa^'J7'^ (fl*.Wk V*f>K #*> 

ffiiE#2 0 0 5-3 0 2 3 6 6 0 
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«»«u w«u ^^^^^ 

{Si^fftf RNA i *fHRLT*<0»***^*-fc 1 l*****^* 

™*^SSS5 !•) mmr.mLx^ Prot 



r-ProtSr £S5c«£ A SECULAR CLONING MANUAL, Edited b.Erica Golems Co 
* 1 Spring Habor Laboratory Press, Cold Spring Harbor New *orkk B Btt* ( 

^«^*^>i.-r»m-*-a>v>^«r«fT?*> , 5, Protein-Protemlnteractions, m& : 



«I«tL«t^v>9ftf^^ Protein-Proteininteractions. b ^ - 
Wawaki A Visualization of the spatial andtemporal dynamics of intracellular 
soling. DevCell. 2003 Mar ;4(3) : 295-305. Review^ $ */CV>* o BRET»±, 
fl^MffiSflMI Ty^-^fAtJb^ Boute N, The use of resonance energytrans 

ffi|E#2 005-3023660 
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fer in high- throughput screening: BRET versus FRET. Trends Pharmacol Sci.2002 Au 
g;23(8) : 351-4. Reviewt~fN&£ fit^Z 0 

[0 4 8 3] , , 

S##± t: 7 V t CSBtt $ tit i fc #-| f | l ^ o Sf*L< 
i±, ^W^^^tr^fcftSttSk^^W^W* (Wilt £W) #^***^c 
1 0 cm, i>)&IL<li, f^lcm, £ KSf 3: L < f^lmm^ HSfi L 

<ii, f^o. imm (Drmz&ntwM-ztm&o mamh% an*.*** 

[0 4 8 4] 

[0 4 8 5] ^ 

[0 4 8 6 ] ^_ 

[0 4 8 7] 

fti, 

[0 4 8 8] 

[0 4 8 9] 
[0 4 9 0] 

[0 4 9 1 ] ^ . 

ffiSE# 2005-3023660 
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[0 4 9 2] 
[0 4 9 3] 

mm. &M) *ra-m^*^-fc^^s^#±tiasi-*x^ 

[0 4 9 4] ^ 

id ^fi^st L-rti, flxwr, nfcgfcK ftMfcftk 

aRj^SfcWB^a^&^tfkfr*^*"* 1 -^ ^^^^^ v '° &f L<(4. *13£l8fctt 

S^S**5Rlffl$*L«5 0 #!lxJ4\ 3 > tf a-^f^ *7°W & tL#& 0 

[0 4 9 5] 

[0 4 9 6] 

&zm&t * #8; &« ---e, io^ti. a) (ms4\ #9 

iL £ iw] — *%'Dz.ttfx^z> %m*±- \- rnw-f & x*i ; b) s&w^kjs* ( 
MxJ4\ ±$fc»±»&»*w# (#!ix(4\ anna, £W) ftw^TOH?-* 

fcii-eoi^^snwc^-^-Lti^iiw (Wjtwr, mm. mo 
,j y*^- axe ; &x&c) RT'-^&R&w^tt* («xtf, 

[0 4 9 7] 

££"C, W&<D$Lm^tbft (^!lx.{4\ £H— fEfcfctifcoi 

[0 4 9 8] 

(i\ «ffljj&, ^£^«no»^^^ ») t-S-tr it 3^**0 

mt£# 2005-3023660 
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[0 4 9 9] 

^ 0 5 0 0 J ^ ^ ^ V 

T^ifefWB^^i^Ltk (Will M> 

10 5 0 1] J , 

(fu x is\ mm, &m) (omfcw) t)\>* * ^ x^tm^ & «b -e* £ 0 

(«x.tf. £*o mm& z^mmwin* t^mfbtiztf 
xji\ •c*o-c"fe#^»^«i* («xif> mm, mo ^o-cuv^ * 

£%^fitj^ (flfctf, MO W\ ^J^&M^fi^ (#Ux-«\ MO 

^TU^o tkmm^ (Witf, fflJS, M0 oSSRt*. MjW^ (#!lx.J£\ 
, M0 I fl&C J: o tS«f *»it*iRt 4 i k #^1 S o 

[0 5 0 4] 

[0 5 0 5] 

tfria&a^w* (fjx.ii\ mm. mo i«w^7^7xn§w, 
t? & i t x&& 0 

[0 5 0 6] 

iot, Ml^?« («x.if, MO 

^ w aa* k & -ctNffl maw ^ttv^o 

tilSE# 2005-3023660 
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[0 5 0 8] 

fr^g^C^-^-Ltf^^* c97"-f U ^^©f- 

*&M-tz>mmfcWtit't&z£*zx<>xmjgi$tL&o mm, aro 

, MO rt*£##±fcB5£3*vrv>;& fc ^©i^lH-fw^B^^iPx.* - fc 
[0 5 0 9] 

& * L^&smiskK&^x, *&&<Dttwttvijm'c\t, ^.mm^ (mm, mm, 

[0 5 10] 
[0511] 

i>)jftL<a, ffiKtfftt^ 4?&< ^ & 2 0 £^(J1-& - J; 19 

[0 5 12] 
[0 5 13] 

) tt, 7WKii^i#l.„ W;#oT, *tf> J: M^lft* M 

m. M0 li^i-ei^tLtv^ifc^t Lw. ^tLXli, (Mx. 

[0 5 14] 

- fc /6 s njfg 4 #" h X' $> %> 0 
[0 5 15] 

*f&Wo«Mft»t*ftTli, ^»hf^7'J 7* fc **H#tt*XStt % fulfil 
[0 5 16] 

mtZtm&o fftKli, <fc^»K(4 N ^^%*3fefi^*t?**)#*o 

ffiSE# 2005-3023660 
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Z } K * ^ ^ m # y;^9%& i tf-/n x * 9 V * y fc***»t ^^^^^ 

Jif « IS ui^5&«*»* hub, £*) ^a^^^r 

.j^t#4I8; f) 1*16 (b) iJ#6ftfcf^^J7^J*^ *It(e) 



****** m*.&. mm, &«) ^^^l^lV^fll^/t 
) ************** zaumt. a) 

m=E#2 005-3023660 
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f,!Sx(i\ *OJ:^e«l#tLtli, CD-ROM. 

t? rn iw MO ;^f^^ DVD-ROM, DVD-R, ^'J-^r-f 

* ;7 - *Tl a ^>7-? ******* # **• * *Rfe* *-* 

15ktff««««. ***** <MiM««**> 

miiE# 2 0 0 5 - 3 0 2 3 6 6 0 
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[ 0 5 2 6 ] 

l/~^-*?J££Jiv^^«tt, (SPR) >M- 

a, jscst^fe. &m&mm, tt«^p*sHiR«, **«bim«u hv^~ 

I 0 5 2 7 1 

) <ommKW"t&T<t U -f**^iTZ> Wfi*1lftt4o - CO v Xx A 54, a) 
«l»4ti^S?)^ (^!lx.(i\ £ra-*#*«o£fc#-e§a£*H*; b) K 

mm, m>) ofa^j^^-^^n 

[0 5 2 8] „ 
[0 5 2 9 ] 

u-*r-itmzm^tzwm.mw, (spr) ^-v>- 

[0 5 3 0] . 

7»-^|t^^g:ttN ^ «* -9 %&<7>^&oT& i < „ ^IJ^ti\ 7-VX-7W, 

[ 0 5 3 1 ] 

-f*^i^ti4$t#; b) («x.tf> ffliaa, ») ±4fc«±« 

— c) &*-9-^mfrh&btLizm^frhr-**£.j&-fz&m-,&£v t d 

ffi|E# 2005-3023660 
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mm) Kw-t&mmr-* tz&m-t&ztizx^xftmmj&z^ 

[ 0 5 3 2 ] 

») o{S»fc**H#»ts->^^A*ii«-r*o ^^^it a) m^m. 
mmm *m&. ») tn-**** 0 ^^^**^^^^?,^^ 

Ie- ^-^a^t,<o«^?>, r*m^i$^ (fiixif, mm, mm) fr-^^j^o 

[0 5 3 31 

SUOMMI'^^T, m®¥m%k (#Uxfi\ MO ofa^'J^ 

- >xf uifttSo to^rAii, a) ttsfc^&w^w* (wii^ awa, mo * 

ra-3*#*«o;rfc#t?§*3t«Mfc; b) gfcftofl^H^fcBSRl-*^ ; c) l£MJ^ 

m& (M*-ix. mm, mm) mttzimmmm^ (Wxtf, mo i*i<7>m^i$ 
a 1 ? t fcii*©*^^^*-^ - t4*« ; d) ^*b^#*km«rm/ 
(flitif, mm, mm) «f^vj7 o ^f#t»« c^u x. «\ mm, m 

©f^^U^Of-^^jSn^S; e) «<7)MS^«^^ ^ I^-rM 
x?V7?<D&*t*l®WttVZ s £®.; f) RMf^lft^ (f!!xJi\ ite. M0 

jeo^*H^^**-f*#s; g) (d) x-nhtitzm.ftw^m^cD-r j*9v 
co*^^. *^©M@^fv ?s * v -79 KMiB-f&rj 791)7° 9 fcSfcSi-a^a-e 

ao^H^t?**. m £«;i£o tit, M¥l£. ^-*-#f3:> r>- 

^©7"n^7A & =i > tf a - 9 t £^!Jffl1-& i * iffc i o nM1rZ> - 

#t ia 0 en<i±, i^v^xAti, (0ax.tf. aajsa. mo 

[0534] . , 

mvmmKis^r, *&wi±, mm^m% w*-&> ^m, mm) ©f^^ 1 ^^ 
h, mrnrn^ (mztf, mm, mm) ^khti^m^o^m^^-t^f^ 

yXfAW^ £0~>*:rA{i, a) R^W^W* fflflfe, M0 ±**= 

C^i:, RBt»o4i.*H^»c*»B-*-**fe**»* («^-»^ 

srisi-m**^-^^^*^^' d) ^mmmm mm, 
mm) ij/:iiS4Pwi (wttf, mm, mm) ftomm^mm**™***)*^ 

mm2 005-3023660 
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($lx.i£ IfflJfe. &M) (OTJ 7 9 ; f) (a) fcfcv^Tft 

»«^«. ^e-^-#^ n T-rsLtiu&WLa mmuw^^ mnm^ww, *wmmi- 

[0 5 3 5 ] 

„ com— mTT?0^*f*W|gl-*5^o 

[0 5 3 6 1 

[0 5 3 7] 
[0 5 3 8] 

» t Lv^ttfltli, #5&iBo3:*Hfcti. HjfeStLfc&W^W* (Wxlf, M> ^ 
[0 5 3 9] 

^HT-t±> mm. ixmm, ^^m-^ fc&tf 

oT ^ X V^o 
[0 5 4 0] 

[0 5 4 1 ] 
[0 5 4 2 ] 

2005-3023660 
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«t ^t/TOH^-t t 1:tI/^CI5e?Wc ± 7 ^ * - iitc J; oT, 

[0 5 4 3 ] 

-7 A. ^m7X*7" h V >7A, tf;vtf^m-7" h V "7 A % HE PES, ffift # ;v v"* A , tS^fb 

#s$l If a £ tL b K K5fe $ ti & v> 0 
[ 0 5 4 4] 

mm, *°'J7 5>#m ^V-f^^m^, y a, ^-yrf^^^^^^is 

L-cit, tHLdt 'j*'?xn7? y, * y ^ 9 ^ ^ i y * * 9 - 

[0 5 4 5] 
[0 5 4 6] 

, gal4 >W) *^&mmfr^wbti&± t ziibKm7zZM^o 

[0 5 4 7] 

«> MO fcLTrtt, »£L<ti. MIS, fiife*> ZBfti&mfflm*mf 
bft& ft b Kte S *l£ v> „ 
[ 0 5 4 8] 

[ 0 5 4 9] 

mSE^F 2005-3023660 
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[0550] 

[0 5 5 2 ] ^^..^ , 

[ 0 5 5 3 ] 

t- tarn ztitz<Dtm zmm ttmmm i:^v>-c#tatiffi?Mo 

[0 5 5 4 ] 

iot«*Plt$^ 0 JTF<D«iW~ii> «=Sr^v^/iM> *MB!i*JBv>;fc«, £ <£ tfflg 
ilfefcHi-**ifrW*ffi*"ra**, rtLib^MWi. flare* *K *S&WM:* 

[HJfefl] 

Sigma (St. Louis, USA, M« B*) , t&ifeflt^ U^ftffk 

[0 5 5 6 ] 

[0 5 5 7] 

T p ^ yarn's, tu, MJ^r^ » * tf* cob^« <& l < 

tBIEiff 2005-3023660 
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I) 7^7n^^f> (S£^iJ#-f-l 1) ; 

2 ) 74 7f>29kDa77^"^h ; 

3 ) >43 kDa77^*^>b ; 
4) 74 7*n^^f > 7 2 k D a 7?^ > h J 

5 ) 7^n^ 7 f 1 1 <£> ? 152 tt©7 -7 ->^n^fy>i:f 

6) -7°n^^^>F (H£NfcJ^ H*) ; 

7) -/o^f-^L (=#<&£) ; 

8) 7o^f>Plus (=#ftj£) ; 

9 ) 6 , 8 «t tf 1 0 ) ; 

10) RGD^fK (bV^^f K) ; 

II) R G D 30kDa^7*f K; 

12) 75->057?7t (IKVAV) ; 

13) -tf 7f>o 
[ 0 5 5 8 ] 

DNAtUFr/77x^y3>©/;ft«7775 KfcfltiLfco ^9*5 FfcLT 
pEGFP-Nl^i^pDsRe d 2-N 1 (HCBD Biosciences 
> Clontech, CA, USA) fcfflv>fco - *t <7> 7 9 7, 5 FX»i±, itfc^S&Kli 
W h^jirn-?^^ (CMV) 0««PTi:*4o 7*7X5 KDNA*, E. coli ( 
XL 1 b 1 u e, S t r a t a g e n e, TX, USA) L±ite Lfc TV X 5 

FDNAttt^- F7--0-77 fc LTfflv^fco DNAtt, DNase&RNase'b 

[0 5 5 9 ] 

«|L/^7^7x^y 3 >tt*tiJBJLTOa«3-C*>S :Effectene Tra 
nsfection Reagent (cat. no. 301425, Qiagen, C 
A) TransFast TM Transfection Reagent (E 243 
1, Pr omega, WI) , Tf x™-20 Reagent (E 2 3 9 1, Pro 
mega, WI), Super Feet Transfection Reagent ( 
301305, Qiagen, CA) , PolyFect Transfection 
Reagent (301105, Qiagen, CA), L i po f ec t AMINE 
2000 Reagent (11668-019, Invitrogen corpor 
ation, CA), JetPEI (X4) cone. (101-30, Polyplu 
s-transfection, France) 33<£ XfE x G e n 5 0 0 (R_0 5 1 1 
Fermentas Inc., MD) o h7^7*^'>a'/^lt, _LbBDNA*3 

[0 5 6 0] 

(£»J2 : £%^fi^-« : h 7777 j-^->3 77H-F^»«i^^^ 

[0 5 6 2 ] 

(7°nh3;v) 

DNAO«Si±^ l/zg/^LllHSUo 7?r>ftm®%\±, ddH 2 0 * e 
1 0^ g/^LMF;nUMUo ^T<D*«PBS, ddH 2 Olfcii^v 

ffi|E# 2005-3023660 
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^9 3MEM**tIV»tffofco #JR»?!lfctT, WAlf, 0. 2 /i g//.L, 0. 2 
7 M g/ M L. 0. 4^g/^L, 0. 53,g/^L, 0. 6 * ,g/^ L > 0 8 a* g 
/> L, 1. O^g/^L, 1. 07^g/^L, 1. 33^g/^L, fcfc*#«Lfc 

O 

[0 5 6 4 ] n^a«r*^ 

FDNA : ^'J-tn-jl/^ h vtfrh 1 0 OmLcoL- amp^t-B|ijiI$ 
^Qiaprep M i n i p r e p £ tt Q i a g e n P 1 a s m i d Puri 
f i c a t i o n Ma x i Zm^XMltmm^m^ ^mm?* h a ± o tT»«i 

[0 5 6 5] 

hMSCs, PT-2 5 0 1 , Cambrex Bioscience Walkers 
v i 1 1 e Inc., MD) , H fEttfffll (HEK293, RCB1637, R 
I K E N Cell Bank, JPN) , NIH3T3-3tt (RCB0150, 
RIKEN Cell Bank, JPN). HeLatt (RCB 0 0 0 7, RIKE 
N Cell Bank, JPN) iil) r HepG2 (RCB 1 6 4 8, RIKEN C 
el 1 Bank, JPN) 0 ZtLblt. L-g 1 u t JJitfp en/strep 
DM EM/ 1 0 % I F S ^1?^*LfCo 
[0 5 6 6 ] 

(mR& it) f DNA©^#s'h) 

TWfNM (a r r ay e r) *fflv»TH*3t«f# (fHx.if> *"'J-L-'Jy>X 7 
15 *N APS^50\ MAS^7^K, >^WXy^ K*fflv^ e 

[ 0 5 6 7 1 

[0 5 6 8] _^ 
[0 5 6 9] 

X7/<VKJI'7fa-^ 3 0 0 ^L©DNAft««ff» (ECit») +16^L 
L/; 0 5 0 h5^7x?Va>|ti (Ef £ectene4W £tnx, ^Lt 

f«C3 6 6 // L gfl-C10*fe2 0*H'f>*a'?->Uc -tUr 

[0 5 7 0] 

•ffiiE#2 0 0 5-3 0 2 3 6 6 0 
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0 0 X 1 0 0 X 1 5mmO^HJM/«l 0 OmmX 1 5mm©Hf^ ? 
[0 5 7 2] 

J 0 5 7 3 1 

*? «5£ *: * ct- if - * * * * - ^# * - s * * * ^« 

[0 5 7 4] 

^tt (GeneTAC U C 4 X 4 , Genomic Solutions I n l c . 

, mi) z&mLti 0 m&%M&. {&<D'4-m ttmnL^t^ mmm&tzwmitmm 

[0 5 7 5] 

ffflL/;«^ «JMtM r>.l«lix 1 0 5 fflfe/ U « 
-t;0fti£«Ji^T (t«t»^^^»™ (MSCGM, Bu 1 
letKit PT-300U Cambrex Bioscience Walker 
s v i 1 1 e Inc.. MD, USA) fcfflv**:) «L/i 0 «Bfl&»* 4 

rnJ^Molecular Probes I n c . , O R . U S A) *ftlJM C 

d&*tLtz^y7frZ&M&l/-*f-WMm (L SM 5 10. Carl Zeiss C 
o. , LrcU ^y*-;HM*=Chl = 123,am. C h 2 = 1 0 8 ^ m ; itfll 

= o'. 4) ^ffiv^-r, 5)Jtf*#fco 

[0 5 7 6] 

(£fcJ|L) 

HIl tc— 150 fcUHEK 2 9 3 V>*:^tf>«* CT^^fflTO^^ 

[0 5 7 7] 

> (^n^^f'/F, •7°n^^^->L, 7 0 n^^-^^P 1 u s) *s «fc 0*7 ^ - ^Tte. SI 

'> 3 ^$«fc±#HKt«$W;„ RGD^7*f M-eti, -€-<7>«j*ti 
lafc A^jLxfttf^fco 

[0 5 7 8] 

>»<75|£^£7*i-o H 4 fc^fcH*^"*-,, 29kDai3J:U f 7 2kDa 

W7 7^yf[i, F7>77x^y 3 yffi»fH, 43kDa77^>b 

ffiSE#2 005-3023660 
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m» fr/x7x^> 3 >»Ji# n«« t*fctt:v»*£t **** * *•* o 2 9 k D 

(4UDai3j;0 ! '7 2kDa) t?(±. »^^^o ^oT. 29kDaF^^ 
K1±f7^7x^ya >»*Ji#«tt»i»S*t4*o fc*, i*L*o»tfc 3 0 k D a 

© J: n **MK ^<H5kDaJHL< tt** < * J 0 k D a . Jt 9 #* L < li 

■Ctt kf7>X7x^y 3 ^«»^HEK2 9 3tt, HeLall, 
3 T 3 «U ft ?> ^« F7^ya fc A/ CTTO fc V^ttTV^H e p 

G2Mi3j;«»#m (MSC) ^W:W^>X7x^/3/»>i 

HeLa, 3T3li^6^ h9^7x^V B «*«*tTV>fcHepG2ii 
QtMS C1?t, H e L aftiCS T 3 5^7x^^»**^S^ 

7? & ^ i t A**fE $ tt/c o 

[ 0 5 8 2 1 v 

^ rH6 t LT. 1^7V-f^W;i^h7^7x^> 3 >©^|8*^tt 

[0 5 8 3 ] 

*K I7tU, 7-f -rn^^f->W«JK*0. 0. 2 7, 0. 5 3, 0. 8 > 1 . 

0 7uWl. 3 3 (*tL^g/^L) fc^^^St^ a> -^5^ 
i*m.H7^ PLL (^-L-yy» ^WPStn-r^^^ 

ffifiE# 2005-3023660 



#11 2004-024923 



^-v : 104/ 



(08) c 3 We, ■ 7 ^ n i^J / ?^?\2?f*T^?7 

>;^ rtn T ^-rn^f-^^^fi, #S**K<btLt:v^ (1119) o rtf? 

lot, DNA4 *<0«»W***mrt* * t*fc*KJ& £w n 

cTfc** (010) , DNA4^TOW^«f#«*i:4ii«)J:*x6W 
10 5 8 6] rj _ raN 

±aoa**»r v 4 fcjsv^sHrc t * t -> ****** fc* Ma* 

[0 5 8 7] 

(fgjf£-7°u h 3;v) 

c^i^ ( h fsc, p 

T- 2 5 0 1 , Cambrex Bioscience W a 1 k er s v i 1 1 e , I 
nc ,MD),Ura*HEK 2 9 3 (RCB 1 6 3 7, R I KEN Cell 
Bank JPN) , NIH3T3-3 (RCB0150, RIKEN Cell B 
TPN) HeLa (RCB 0 0 0 7, RIKEN Cell Bank, JP 
N) ii^HepG (RCB 1 6 4 8.RIKEN Cell Bank, JPN) 

lle tKit PT-3001, Cambrex Bioscience Walke 
v i e Inc. , MD) *T**Lfco H E K 2 9 3 tt, N I H 3 T 3 — 3 
flft H La»^HepG2tt^ 10% 
Z (FBS, 2 9 - 1 6 7 - 5 4, Lo t No. 2 0 2 5 F, Da in l p p on P 

harmaceut ical CO., LTD. , JPN) fc^* " 

(4 5g/D ; 1 4 2 4 6 - 2 5 , Naka 1 a i Tesque, JPN) JTtft 
tit. 3 7°C, 50/o CO.C««^>J*2+xlS?*? 

$Mt*}ft<£> h M S C fclEJB Lfeo 
[0 5 8 8] 

5^7x^y 3 y«ffit^:*t:> pEGFP-Nl^^^^pD 
C ^d2-NHH- (*^n^##6 085-1, 6973-1, BD Bios 
fence! CUntech.CA) **X Lfco k *^™ t | k ^ fflf Lf/ 

**L-r*U a«Wi:EGFPmD S Red2tftSLfc. FDNA^ Es 

che ri chi a c o 1 U XLl-b 1 ue* (2 0 0 2 4 9, S t r a t age 
ne, TX) **JBL-C*«U * LT E n d o F r e e P la s m i d K il t ( E 
ndoFree Plasmid Maxi Kit 1 2362, QIAGEN , U A 

miiE# 2005-3023660 
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ffectene Transfection Reagent (^0^3 0 14 
25, Qiagen, CA) , TransFast™ Transfection R 
eagent (E 2 4 3 1 , Promega,WI) , Tfx™-20 Reagen 
t (E 2 3 9 1 , Promega,WI) , Super Feet Transfecti 
on Reagent (301305, Qiagen,C A), PolyFect Tr 
ansfection Reagent (301105. Q i a g e n, CA) , Lip 
o f e c t AM INE 2000 Reagent (11668-019, Invitr 
ogen corporation, CA), JetPEI (X4) cone. (101 
-30, Polyplus-transfection, France), £ £ &E x G 
en 500 (R0511,Fermentas Inc. , MD) □ 
[0 5 8 9] 

(0llf7V^7x^^3>7l"f (SPTA) ik&O 

PJA*-Xf7^7x^y3-/J coT^ynb3^1l±, fxWb ht 
t p : // staffa. wi. mit. e du/s ab a t i n i_pub 1 i c/r 
everse_transfection.htm ^TReverse Transf 
e c t i o n Home pagej Kf5f<£ *LTV^ 0 fflf^«b7^7x 
(SPTA^) fcj3V>"C, i^Tjctt^ ymmm^-TJ >^i9t*iU4 
8W/ ^_y (3mmX3mm) ^4 3^1^70^7^ (y 7 ^!Lfc 

Y-ff^To ; ap sj*7^ F, fiiWJ-L-'J e;^3-r^ yyLfcxyf K 

; PLLX7^ F, iSit^MAS-Cn-x-f V L * 7 4 F ; Ma t s u n am 
i Glass I n d. , LTD. , J P N) fcflfftLfco 
[0 5 9 0] 

(•7°9X5 FDNA7°'J >7^WL<Dm$i) 

S P T At&lRtSfc*© 2 Jtfe*HftLfto -t^ftitvMi, 7-7*5 F 

[0 5 9 1 ] 

(^"■^ A) 

Effectene Transfection Reagent fc-ffiffli"*^^ , 7° 
'J>fF^» KDNAiSi^HM*^ (4mg/mL©IMa 

^ci:^j|L/; t> i/MMy 4-fu*9<f-v (* * n 16042-41, Nakal a 

i Tesque, JPN)) £l^fio ±|H^vM*, O^^x^tT^ ( s y 
nQUADTM, Cartesian Technologies, Inc. , CA) £ 
JiV^TtfN f tzte^W)~?0. 5 ~ 1 0 ft Lf7 * 7 W FOOT t'^ffl Lfco 

^j^/; 0 ^y^7x^y3 ><7)mj^, iEffecten eWl*, DNA7°'J > h 
1^*9 4 K #9 *Jt f LtlfiCT 1 5fi*IW^>^*^- M-fco ««l 

OEffecten e»«t=Sr, t? V- 9 - *fflV^T^ 9 <f K#7**&lfc*U 

^LT^-^tf** b^^i-CifiCT 1 5^WI*»»tfK»$*^o # *b ttfc D N A "7° 
U y Y LtzX^A 1 0 Omm^tf^ -y v ^ OJl^'g § , -5-LT&2 5mL 

(Dmmmmm (2~4x 1 o 4 «/mD ^>*^»*»^v^o ^-e 

^fFr>x^3 7t, 5% C0 2 <Djy*^s<-?-t-mL, 2-3H^^ 

ji^— b Liz a 
[0 5 9 2 ] 

1^1,7^7x^73 ymm (TransFast™, T f x ™ - 2 0 , Sup 
erFect, PolyFect, L i p o f e c t AMINE 2000, JetPE 
I (X4) cone. ifcliExGe n) 7°?** FDNA, 7O'0^7f> 

i5J:0 ! T7>'7,7x7y 3 >^l^ * ^# fc* 3 * JWfctfc 

o"Cl. 5mLC0-7Onfx-7^-I^L, -t Ltf «y 7±fc 7° V > 7- > ^ 

•rsflrK^afc-c 1 5 f- vtz a -fv >t4 -f yrvx.? y 

mfE# 2005-3023660 
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y°V y T* L7c^7-f Ktf^** 1 0 OmmfirV * v^^Jgl'fi^ 
, LTltJ 3 m L <7>«)i?« ( 2 ~ 4 X 1 0 4 M/m L) U ^ tT* y 

b CD 1*1110 -e^rS^T 1 B^P^ftO^a^-Hto ^ VdF-a^-S/a $T 

tl^iti^^c^T^ y yai:f^i:-EV^f 0 >7XV>-c\ i(Of-f7yi*3 5% C 

0 2 ©r/^i^-^-t^U 2 ~ 3 B^-f y*^- hUo 0 + a^y 3 y| 
, mJbWMM (IX- 71, Olympus PROMARKET I NG 

INC , JPN) ^v»t, JlStS^^^^I (EFP, EGFP, dsiOf 
D s R e d 2) W^Ci^v^T f7^7x7 f#?:iiL/:o f£*BMift£ |W| CM 
i^fflv>tfo/:„ M7"n h n;W^:i3V>T, $BJ!i, Sr/^^^AT^ft K ( P F A) @7E 
(P B S tfcD 4 % PFA, ^aB#F B K±, SfiCt 1 0 ftm) ifflv^ifciciot 

[ 0 5 9 3 ] 

^^t (GeneTAC UC4X4. Genomic Solutions Inc. 
, MI) iffflLfcc jfe^aiK (ft^O^fi) ««^fcl9c7)^«K 

[0 5 9 4] 

i^va >7u^f -^7°i^ PLL3-t^ y V^ixtz^'y 4 F7"77±T"DNA / h -7 

£ j;-9T#iL/: 0 
[ 0 5 9 5 ] 

jg«L)t. :tL^Wix 7 0^"77i:{tft^t*^ ffflJ&ti, <fc < Hfc »5 & 
Ltzl atWf5^7x^v'3^ (f!lx.(i\ *^*>-teffi«2;fcl±*^>ffl*# 

*LTV>;tH e p G 2 , hMS C%t'<D£ *> ^m.mmm^^, $h^£ < >7>X7x7h 

o^m±co^j^±#^metL7^o f/t, wapftr w K&Kfcffiv^fcjK&jtjfcsftfc ( 

E G F Pis ifFD s - RED^fx v ><DTl"( Z£l$L^-2> - t <£ otltffi 

L/Co t hMS C£C<7)7 W &~J3V>Ti«U ^RftK^T^IBJ******^^* 

«i:l^v^t, a^OJfflia^Mbr, h7>X7x^v3 >Sb$£©*atftfc*r3 it 
[0 5 9 6] 

\±mWA~* \- } ) 9 * 9 % tfoZtix^tz 9 y^9 Ri±, JWIfe»*i&ttlW<z>i&te* 

itLfeotSttti. i>77^7x7y3>i$wJ:#l:ffi4Uv^:HWo 
^ 7 -f 7*0 ^ ? f ^ Ot*t»f ©»f tW^ftft* (HI8) ClU, if^^iS 

aSfE# 2005-3023660 
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[0 5 9 7 ] 

&M%mm<vmm-frftirzt}>mm&nmm (hMso omjit. tis^iv 
mM£.xs*M#ift-? & \zmm^ iociotv^. -ti^ 

[0 5 9 8] t 

r> «*<a«BJE3ft (h MS C CMLt^v> Fr^7i? "> a 

L rt: T W * T? ft * RT f g f * & > ^ > * -7 i * v a > ri*^J£ 
ifLtzo > 7 >x 7 x ^ y a ><7)»H, H13AC^to 

[ 0 5 9 9 ] 

>*7^>-3 >^°-y^J Wtfte^II^^^'ChMS C K £ 

{£^MW^<75^«6W|lffi^ h 9 >X7^?is a W (SPTA) ffuSm^ti: 2> Z. t 

iJ^ttW*a]&* h7>77x? hi-s feftO^Sfc^SiSlftft^fe^^'t***- 
ROhMSC^*Ai:ov>tl±, HEK 2 9 3 . H e L a 4ifO»M*Jt«fr^* 

i»oBi-e*4 - tf s *n <b iitv^o fe^nm ztizv* fr*^?? -^mttziizcu ? 

[0 6 0 1 ] 

[0 6 0 2 ] _^ 

fcJB^T, jg^$*L;fc3H5%Kx f7>X7x^y3y|S:^j:m 

ji**?riBi-bfe (H13B) o 
[0 6 0 3] 

*^«<Ofe», V*<O*<0fifSfc»*#3tJ&3*Lfc :^V^7>^7x^y3^¥ 
[0 6 0 4] 

(HEK2 9 3, He La, NIH3T3, H e p G 2 fcitfhMS C) 
«IK#'b0^fefra (WIW^7-y77x^y 3 y) (EI 1 3 A *5 X tflS 1 3 C 
naoi fc) i3 J: ^7^7x^ya v^W^fcffl^T— jg<£> ^7>^7x 

^y 3 y^-ftf^L/;o SPTA* iS*irMt^;i6i:> ^IWbti 

) # .fclFjHfrfegfet* (GFP) 'HSJBU — 77, »?W>9>^7x^v 

mSE# 2005-3023660 
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)£$;M#&v>) , *l&^#e>t±> GFPiffifflLfc. V><O^0>7V^7x^'>3>|i 
ItSlL^ : 4 O0«# F7^7x?ya (Effectene^ Trans 

p ast TM Tfx TM -20, Lipofect AM I NE 2 0 0 0) , 2 o<D*° 
ij 7 ' > (SuperFect, PolyFect) , ft^C2ooWJ-f5 > ( 
JetPEI ( X 4 ) $3 <£ XfE x G e n 500) 0 

o-C, *»fcifcffitf>«r**, I4U7^7x^y3«fflK#/; (H14C- 
Dfc^HBOdfc) o ^v^\ ^ ^ i $ * > 7 > X 7 x ^ y a > ^1 4 , S^ 7D 

&«H» (fljtlf, HEK293, HeLa, NIH3T3) Hffl^^n h ^ ;V 

h7^7x^ya ^me<J*?&ffi^^ a h 3 ;v t JfctfcLTfc-T # 

cititv^:^ ^mi<-muLt2U'<^-em$Lztix^z> (mi 4) 0 

[0 6 0 6 ] 

nu<Dmmm& l a a* * , h?v^*^/a 4 0 « s -eJtsn vtzzt *m m 

Lt- (±l^)^n h xfrtsXVW 1 4 C-Dt#IOifc) 0 hMSC^Of^ (El 
15) tfMj^Wf^ (PEI) F?^7x^5/g'/«|Ottfflt 

^iV-ftoaxs? (n) (o^Lh-f^^ 5 kdnafw; (p) ©sfcfc^w 

tfiftflpfcfctt****^ f7>77xr/ 3 y»<7)ii^w.tlTU, #s&ik# 

kii hMSC*h7>X7x^ya >SUfc£;&tt&iftV»DNA:& itr*5v>N/P Jfc 

Msc«^^7x^y 3 ^m ^^m^w^^i&^mm^m (n/ 

#tt^«/Mb Lfctf^+fl-fc ^7^7x^y 3 y & » SPTA7"oh3 

;v r *s v» -c«» $tLf:f7>7-7x^y3 y^oif^: icp-r & $ e> 4 * Sfi tt> » v ^ 

^^DNASS/F9>^7x7y3^IIS (£*U±, $il^7>7>7x^> a 
[ 0 6 0 7 ] 

f-^ :/_f?0*V» h7>X7x^->3 ^^O^O^&OEg&^Ji, ^ffl^tt* 3 
>^#Jt?**o *'7Xl©f';7^ffl^7tlr^ PLL^ ^'/77x^>3> 

i-S) o 7^7n^^V3-rr/^L4v^ ^»Ol'7^7x^hfl:«:**L 
f~ (#o-r^T<7)»^#ii-7£^o7t) o ^t=«l2:L^*>»t^l±*v>*», 7^7*n 
**^>tf>««li:B*-<b<^ M«7°n*7,*ftiiL (7*-^tt^U-Cv^vO . 

1&v^@£» : SPTA7"nfn Jl/T?«£* 3 iDWv^9^7x^5/a ^5**t± 

^•^fflJii:, JetPEI ( r»-7°nhn;vj * J0"7 -f rn* 

2005-3023660 
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^ni?^;*?!^^^ tarn 

[0 6 0 9] 




*§P«£>«> gcnawxjrwoi t-^woAiaiK/BXBot u ";r.:^', > , v 

N A ft t*S* 9 xf K«*SI* %«ffi * U) HIHttWttttt. ± 

4ft t- 55! ^»,^ a > «»« 

[0 6 12] 
[0613] 

it*^?-*Hffi*»frPll3&L^ *^Mho««*»IBIBOl6»** (MSCGM 
PT-3001 PT- 3 2 3 8 , P T - 4 1 0 5 , C amb r e x, BioWhi tt 
aker USA) C^X2H«»«ft, *ftW»» (hMSC Differ en 
tiat'ion, PT- 3 0 0 2 , PT-4120, Cambrex, BioWhi ttake 
r, USA) fcigJfcfc&x., ^V*-^-<?)S^n77^vMtetfc„ 

'[0614] 

-Rffl L/cMftWfe*tH 18 (H 1 8 A - B (18-1-18-2) ) »^T» 
[0 6 15] 

■"«OT?TU-TJ:^. HtWW (ISRE, RARE, STA 
T3, GAS, N F AT, MIC, API, SRE, GRE, CRE NF«B, ERE 
TRE E2F Rb p5 3) ^ GFP^ft»llt^^^F (C 1 o 

[0616] 

ffiiE# 2005-3023660 
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oi«^MLTt±, C amb r e xtt^tl^^o^o 

fc#fc*v>H*#**. ISRE, RARE STAT3. GRE , CRE . TRE E 
[0 6 2 0] 

& £ k /^BJ! <b o^: 0 
[0 6 2 2] 

«*Lfc*&**jtJft Lrt: k v> 3 - k i * o 

^CO^ftf^k^a^^^^WS^^^^ - k^nrtl^tfCo 
[0 6 2 5] 

ffi!E# 2005-3023660 
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mmm 5 : m^m^-mm^m^tz, mmmttw r^9 4 a mm 

^(DT~9frbT f 4Z>9V'?9 : fc&.J&V?Zo 
[0 6 2 6 j 

^#9^ DMEM high Glucose tfflv\ iJUCAjt (^0*1^1© 1 0 
%FBS) *fflv>fc 0 HSfc$]2 t tli3 kzmmZtlZ X d f7^7x)ya>71/ 
4 £ fitH t , 2 4 aSl^ilfS^miS 4 Ef ~> ^ 7" ;Vfe5t lx*°-^-£HeL afflB t*A 

}4, 0 3 3-3 4fc^J:?fc«l5&Kfc.fc , K V*-^-^S*f«tLtW#t 
j;a:iotffo/;o iIi]7Ei±> HI 3 5 tc^i" J; v tt^Mim^Xfto tz 0 
[ 0 6 2 7] 

^JiLfcT Wf4, 1113 6 H^i"J:^^-7*-^y ><^5 7 0 9'V v FTV^f^ftfflt 

*-fc?Tofco ®ftW#J4, 3 OM^CtToto OTbfc2 4lS<D®feT- 

ffi L/co MftWf^— $)£HI 3 7 H^-To 
[ 0 6 2 8 1 

moff«*t^:^^i-o H3 8Dli, l^$if>& J: 2 * Sr^-To HI 3 9 - 

1 ^tb®3 9 - 5 4 J4, (OmttKo^X , %\l*K7jsLtzi><DX"$>2> 0 HI 3 9 — 1 ~ 
m 3 9 - 5 4 K it , |Wj * SU oAfej^-e r- 9 Um Lfzi> <Difi<5 * fir v> S o « f± 

, (ArbitraryUnit=«fflL^«»^e>ffi*$tLS#lfc) , *t#Uil$W (*^« 

R#H (hr) ) £^-To 
[0 6 2 9] 

139-lli, EGFP-NI^Nf^Jt*- * £?Kl"o 

[0 6 3 0] 
HI 3 9 — 2 (4, APlOBf^jr- * £7F1"o 

[0 6 3 1 ] 

HI 3 9-3ii, APl(PMA)WB#^iJx-^ */F-To 

[0 6 3 2 ] 
H3 9-4 14, CREC0B#m^Jr-^^7^-to 

[0 6 3 3 ] 
HI 3 9 - 5 it, E2F<Dm^.nr- 9 £7^0 

[0 6 3 4] 
El 3 9 - 6 it, none^Bf^ijT^- 9 

[0 6 3 5] 

HI 3 9 - 7 it, EGFP-NlOBf^ijT 2 - 9 £/F-f o 

[ 0 6 3 6 ] 
HI 3 9 — 8 14, APl^^iJ-r*- 9 

[0 6 3 7] 

HI 3 9-9 14. APl(PMA)<7)0#^^J-r-^ ^/Ki"o 
[0 6 3 8] 

HI 3 9 - 1 0 i4, CREOB#»J-r- 9 Sr/J^o 
[0 6 3 9] 

13 9-1 lit, E2F<7>B#^?!lx- 9 %7filTo 
[0 6 4 0] 

|3 9-1 2 14, ME<DWMnr~ 9 %7j<ir 0 
[0 6 4 1 ] 

mm 2005-3023660 
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^ H 3 9 - 1 3 H GASOBf^iJr-*-* fc^o 

[0 6 4 2 ] 

03 9-1 4 14, GREOBf^iJr"- * ^r/Klho 
[0 6 4 3 ] 

@3 9-1 5li> HSEOH#^lJf-*fc75l-o 
[0 6 4 4] 

HI 3 9-1 6ti, ISRE<7>B#^?ij7'-*£7Fto 
[0 6 4 5] 

H) 3 9-1 7i±, none<DW^M-r-9 £zf1~o 
[ 0 6 4 6 ] 

039-1811 ERE(0H#^iJx-^ ^7J^i-o 
[ 0 6 4 7] 

|39-19li, GASOW&Mt*- 9 Stt^-To 
[0 6 4 8] 

El 3 9 - 2 0 i4, GREW^^iJr*- * £tf1- 0 
[0 6 4 9 ] 

El 3 9 — 2 1H HSEWBf^ijT"-^ o 
[0 6 5 0] 

I 3 9 - 2 2 H ISRE^Btm^Jx- * ^/pto 
[0 6 5 1 ] 

|H 3 9 - 2 3 11 Myc<7>B#^jT'- * *^1"o 
[0 6 5 2 ] 

m 3 9 - 2 4 i4, NFATOBt^^lJx- * £aF1- 0 
[0 6 5 3 ] 

EI 3 9 - 2 5 i±, NFkB^Ht^^ijT 5 '- 9 ZtfITo 
[0 6 5 4] 

El 3 9 - 2 6 l±, RAREOBf %Mt*- 9 £7^1" o 
[ 0 6 5 5 ] 

El 3 9 - 2 7 14, Rb^B#^jr- * fczjrf 0 
[0 6 5 6 ] 

El 3 9 - 2 8 &4, noneORt^jT*- * £/Fl~o 
[0 6 5 7] 

EI 3 9 - 2 9 14. MycCOBf ^^iJt"- * o 
[0 6 5 8] 

EI 3 9 - 3 0 (4. NFATcDBf^iJr*- * *Api"o 
[0 6 5 9] 

El 3 9 - 3 1 t4, NFra©RtFS*yfl7*-* **Fi"o 
[0 6 6 0] 

EI 3 9 - 3 2 t4, RAREOHf^ijT*-* £7^1" o 
[ 0 6 6 1 ] 

El 3 9 - 3 3 14, RbOHf^ijT*- 9 ZtkITo 
[0 6 6 2] 

El 3 9 - 3 4 14, STAT3C9B#3^lj7*- * £7Fl"o 

[0 6 6 3 ] 
El 3 9 - 3 5 {4, SRE<7)H#3^!lT f - * 

[0 6 6 4] 

El 3 9 - 3 6 J4, TRE^Ht^iJr*- 9 *7frto 
[0 6 6 5] 

El 3 9 - 3 7 (4. v53<Dm&mr- 9 fc^-to 
[0 6 6 6 ] 
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0 3 9 - 3 8 J±, Caspase3C0B#»j7"- 9 *7Fto 
[0 6 6 7] 

1 3 9 - 3 9 ti, noneCO^F^Jr"- 9 ft^o 
[0 6 6 8] 

@3 9-4 0tt> STATSOBf^iJr*- 9 Sr/K^o 
[0 6 6 9] 

0 3 9-4 1 (±> SREOB^^Jt^- ? ^r^i- 0 
[0 6 7 0] 

0 3 9 - 4 2 li, TRE(7)Bf ^^J-r- * Sr/J^o 
[0 6 7 1 ] 

13 9 — 4 3 1±> p53cOBf ^ijx- 9 £7^1" o 
[0 6 7 2 ] 

0 3 9 - 4 4 W\ CaspaseScOBt^iJx- * £tf1- 0 
[0 6 7 3 ] 

0 3 9 - 4 5 ii. CREB-EGFPCDBf^ijT"- * £7^1" o 
[0 6 7 4 ] 

0 3 9 - 4 6 it, IkB-EGFPOBt^^J'T- * £7F1"o 
[0 6 7 5 ] 

0 3 9 - 4 7 pp53-EGFP<7>B# ^Jr*- 9 ^^i"o 
[0 6 7 6] 

0 3 9-4 8 none<75B^^^iJx- * ^7Fi"o 
[0 6 7 7] 

0 3 9-4 9 i±. none^Bf ^Jt*- * *^i"o 
[0 6 7 8 ] 

@3 9-5 Olt none<7)B#^lJx- * £7^1" o 
[0 6 7 9] 

0 3 9 - 5 1 J±, CREB-EGFPOBf ^^ijx - ? £7F1"o 
[0 6 8 0] 

0 3 9 - 5 2 t±, IkB-EGFP^Bf^ijT"- * £*Fto 
[0 6 8 1 ] 

0 3 9 - 5 3 pp53-EGFPOB#^iJ-r- * ^7^i- 0 
[0 6 8 2] 

03 9-5 4(1, none<DW^\T- 9 Sr/J^o 
[0 6 8 3 ] 

0 3 9 - 5 5 f±. none^Bf^Jr*-^ *7Pt"o 
[ 0 6 8 4] 

fcjs, ±1E ^ is v^T nonet f^^> h n-;v^tc 

[0 6 8 5] 

[0 6 8 6 ] 

mMM 6 : a^K^-tiSW^fV * 9 o 

HJfe'WI 5 -CJRWLfc 1 ; TJV^Uf-^©^^^ My c * - KM*"*"* 8^« 

■^-^^rttB Lfco Myc^^- (pMyc-TA-Luc ;Clonetech P 
T 3 5 1 0 - 5^f>Affll) £.04 0 ^*i"o pMyc-TA-Luctt, c-My 

Hi£ffL£ 0 My c ^^^I<7)Wli:J:oT, Mii?fi&-£^&mfa^£Stt^1- 

^^-^#:£I^<:U E-box DNA^V^^K^t^ ( 

Locker (1996) Transcription Factors! Essen 
tial Data (Wile y&S o n s, NY) ) o 
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fl? Mitt<DtfcWtft&t £ (Bouchard, C. et al. (1988) Gene 
66 : 1-10) o pLyc-TA-Luc^^-ii, E-bo x3>^>t^WJ 

£ 6 strati 0 - t LT§tt> 5^-7;H7*n^-^-, >7 ^ JV* 

5 v y^-r-^d y°u^:~ ? — (PTA) OT AT A^> * X OJiYSfycfugi" & 0 PTA 

OTstE^^ *^;V;Vv , 7i7-4fV^-^-*'f5^- (luc) t^^I - & o c-Myc 

o 

[0 6 8 7] 

L , IWJ -i£##:#T K&^X mW W K m Sfe L £ 1£J1 L/:V*-^-l±> P Myc-EGFPt? & 
[0 6 8 8] 

[0 6 8 9] 

SI4 2 (3L/;IIWi:o^t, EWfS- 
dx/dt= (F2-F1) / ( t 2 - t 1 ) 

[0 6 9 0] 

&jb\ tt#<7)i^n, & fc^-^O'dt* 1 0 0 0-e#jo7t o &-e&<b. ^mMWotsm-? 

[0 6 9 1 ] 
[0 6 9 2] 

(2) lFg^ffitciML^^^^^Sr^f^o r 2 pgm^J ttSo 
[0 6 9 3 ] 

(3) iiasat^oti^^v^rp-t^Bt^J^-^t'^^T. ipi«^«o^« 
£ v> -9 w ^ > > test L -rjt^A* . 2 mUfrmvW^^k-t &t^v 4^<y hK 

WLtt?B^^?*4„ roil, £lT<Oi^j:^>^v-^ x ^^^^M» 
[ 0 6 9 4] 

H»^7 7*04 3-4 4(:^to WC> (3) ^O^tttfOM**/* 



-To 




#1 : 


ABABABBB 


#2 : 


ABABABBB 


#3 : 


ABABABBB 


U : 


BABABABB 


#5 : 


ABABABBB 


#6 : 


ABABABB 


#7 : 


ABBBABABBB 


#8 : 


ABABABBB 



±IE8oc7M ^> Fy-7i>XCMU M^ilt^U (LCS : Longest Common Sub 
sequence) MsMWt d o ^>"^ x ^^^ 
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LCS : ABABABB 
#1 : ABABABBB 
#2 : ABABABBB 
#3 : ABABABBB 
#4 I BABABABB 
#5 : ABABABBB 
#6 : ABABABB 
#7 : ABBBABABBB 

#8 : ABABABBB xh ^ . , _ y _ . 

[0 6 9 6] 

(*iRLfclBlBK:l£5&*ft**) ABABB kv>?»?!U 
(*tf>1tr& AB*ABABB tv^^lj 

[0 6 9 7] 

m) ) 

^5 Ktt, pE2F-Luc, pRb-TA-LucU*»), M 4 6 ^"To ) fcov>T 
, ^R&M.'HtV^ £16016 fc|WM*K, 7ct*-*<7>«1 0 0 O-eftlofco -OH^H 

ffo TV** o Rbt±, E2Ft-ln h* L> E2F*ftCW»U-CV>4o L*U Rb**V >SMfc* 

£IMM-&o MercurySignal Transduction Vector ^"C«»i"4 fc^flfifcWVecto 

rOVsP-^-lgJ:^, -o<75V*°-^-t±. HttffiOJ&«F!/n-7T>f ^Sr^i"t±i*T?* 

( i ) ? ±m%r- ? Kttvxwtfrm?*ft5o - -t{4 2 m^mfmm^nwmmmm 

( 2 ) ? 1 »J*4Mt fc** L $ £ Ct^Sft * fr o o - £ T 2 »«#«J ttS, 
[0 7 0 2] 

( i ) jiie2itfs : f-com*^vmp-r*B#»jT y -^ kov>t, i Bpi»5Hi^«F**** 

* £ v> ? ^ > h LXX^h* * 2 Pt#WH! w-f-a^fb-r iiv>H^>H: 

[0 7 0 3] 
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pE2F#l : 

A B B B 

B B B B_ 

pRbjtt : 

A B B . B . 

_B B. B B A 

o 

[0 7 0 4 ] 

LCS I ABBBBBBB 
#1 : ABBBBBBB 

#2 : ABBBBBBBA , 

[0 7 0 7] 
[0 7 0 8] 

(HJfeW 8 : 8ta^#J) H _ m 

£1&tf>iv* ®* coitfS^W-f * * V "79 £^J&1" Sit £ * ° 

[0 7 0 9 ] 

(^Jfeffil 9 : R N A i ) * „ 

^- y y ^ ^-7 7 r 'f ^*JR#tS i 4 i t **aEL^o RN 

[0 7 10] 

R N A i I http://www. nippongene. jp/pages/products/sirna/review/^i3V>T A^RI 
fg%@5^!] (0Ox.tf> ControlsiRNA duplex) ^ttffib/to 
[0 7 1 1 ] 

(RNA i <D f 7>X7x7 y a >) 

s i RNA^if, v ^«7>L#&^i:*?^£*ti^*:o EGFPtitt45 -AA 
GCAGCAGGACUUCUUCAAG-3' s i RNA (Wf 12) **JfiU iti^±^W^ 
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a/w±, ES 2 8 £tf£*i&o 
[0 7 12] 

ir 7 s iRNAWig»t^7TOf-n t«t^o (5^m/pixelJ^TO 
»«E*"*"*TIFF7*--Ty XDMtf*-*) o iOidl's iRNAt?©»*»4. 77°* 

r 0 7 1 5 1 

BD B i o s c i e nc e sOpTe t off^pTet on^f-5MjB 
v^/c (http://www. clontech.com/techinf o/vectors/cattet. shtml o tt 
, P TRE-d2EGFP£flJffl Lfc (http://www.clontech.com/techinfo/vectors/vectorsT-Z/pTR 

E-d2EGFP.shtmlK!E^£frTV*&) o 
[0 7 16] 

[0 7 17] 

( "7° £3 "7 T ' — JVt* ^ <7)S0/E) , „ . w _ 

[0 7 18] 

4) ZWrnhtZo 7"Dl-3;Vit ^#!ll~6^?iC/to 
[0719] 

y r 4 XfTJ 77'J77 - ^ tf^BES ttfco 

[0 7 2 0] 
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^ittJU s p a s e 3-S e n s o r Ve c t o r (BD Biosciences Clont 
ech 1020 East Meadow Circle,Palo Alto, CA 94303; * 9 u 9^ 8 18 5-1) 

c[«ll 4 BD Bioscience C 1 on t . ch^l^P 
CPE-EGFP. pSRE-EGFP^fflv^T, Xf^vW^JNL ERK. p38H- 

III, ±MnMM^m^£T%mm*m^x, \>r<x?vy 

- ^^Lft^^KkLT, GFP, RFP, CFP, BFP=H£J3 U lfl9*«?fcU, 
KIM^ n- > ?DNA9 4 ^5 U -ft U t*tfc *fflv*T«^**»*f**Lfc 

[ 0 7 2 81 

KIAAcDNA^ n - > (KIAA = WDN Al^Bf> ^"f § > ^ A¥ XTtg) 

-f > If h n > <7?cDNATfc!E9 

t 1 1 ft ! KIAA * n - > (O rt OKIAA1474 ^M^7T^Hi«kH 
[0 7 3 1 ] 
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[0 7 3 2 ] 

[0 7 3 3] 

KIAA^n-> CfttTtB) 
te^H^^W-f *RNAi (CBFA-1, API) » 
[0 7 3 4] 

il®l±&<DnMmtmm^ ^mm^mmLtzMi^mmm^m^r, mil.** 

, FRET, B»ET«««««M^ 

[0 7 3 8 ] 

(^ijffl3~3 8C^UHo^) fcG*>^** (I^'J* 

JS^i^Lfcy-yW^V ? Fv7f^ FRET^iffBRETtt, *flt»^l±^ 

J^^yy y K^fA (C 1 o n t e c h^^Af I http://www.clontech.co.jp/ 
product/catalog/007003006.shtml) . FRET^i^BRETli, ^^ JVF ^^ 

> ^ h \^m%m& * m ^ r l tz 0 

n F ^ ti , FRET, BRET4ti:ioT^tt«7n7T^vWt^ 

" [0744] 

r^irfifffi) 1 8 ' V-b7°? V # > K) 

[0 7 4 5] 
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[0 7 4 6 ] 

fflM*^?-^^* kit, a* i t>^o«# t l 

1) -/u^^F (H£Hb&, ^fP. b#) ; 

2) -/o^^^VL (H#<fr&) ; 

3) 7*n^f>pius (~mtm ; 

4) 7^nt^f> (@£^J#-^2) 

5) -fc?7f->o 
[0 7 4 7] 

pEGFP-Nl Jo J; tFpDsRed2-Nl ( t & i-BD Biosciences, Clontectu CA, USA)«rfflv^ e EG 
FWBB^iJJi, 1B»^4 5-4 6^$ft^o d^^^X^ K-Ctt. stfe^l&ati^ 
4 h ^"n7^i^ (CMV) <DMmTfc$>2>° "79*3 KDNA*, E. coli (XLlblue, 
Stratagene,TX,USA) * "CJffc L*« Lfc ^ 9 * 5 KDNAt*^->t-0-*i 
LTffiv^o DNAii, DNasefeRNasefe#**V»li«^Ctf H*»bfco 
[0 7 4 8] 

^jgLfc > yz/^y^? va ^WmiJaToa*)"^** : Effectene Transfection Rea 
gent (cat. no. 301425, Qiagen, CA) , TransFast™Transfect ion Reagent (E2431, Promega 

WI) Tfx™ -20 Reagent (E2391, Promega, WI), SuperFectTransfect ion Reagent (30130 
5, Qiagen, CA) , PolyFect Transfection Reagent (301105, Qiagen, CA), LipofectAMINE 
2000 Reagent (11668-019, Invitrogen corporation, CA) , JetPEI(X 4) cone. (101-30, Po 
lyplus-transfection, France) i3 J: OTxGen500(R0511, Fermentas Inc., MD) 0 
y * ? v a >tm it, ±I5D N A £ «fc t>*««*^ K * <b C iMnix. * S W± D N 

[0 7 4 9] 
[0 7 5 0] 

DNAWtflttt, l^g/^U:llL/co ddH 2 0*-C10^ g/^ LO^ 

h^iUft^Lfc. £-C<7)3&fR£PBS, ddH 2 0£/c{±DMEM^«J3v>Tfro7Co **** 
^JfcL-C, 0.27 //g/^U 0.4^g/^U 0.53^g///U 0.6^g/^U 

O.Sfie/fU l.Ofig/ftU 1.07/ug/ M U 1.33^g//iL4ifS:i»Uo 

[ 0 7 5 2 1 

y°?X3. FDNA : /'J-fcn-^ h y^fc 1 0 0mL<7)L- amptt-|t||? 
Qiaprep Miniprept 5±Qiagen Plasmid Purification Maxifcfl3v>-Cl&36*##*%fft 

[0 7 5 3 1 

#|SEJfrWCW\ J^TO5«ffl60«^flJHbT, 8&**r«MBLfc: t>FI^« ( 
hMSCs, PT-250K Cambrex Bioscience Walkersvi lie, Inc. ,MD) , tH&» (HEK 
293 RCB1637, RIKENCell Bank, JPN). NIH3T3-3«BJJ& (RCB0150, RIKEN Cell Bank,JPN) 

HeL a MB (RCB0007. RIKENCell Bank, JPN) Jo t ZFH e p G 2 (RCB1648, RIKEN Ce 
11 Bank, JPN) o Ztihit, L-glut* £ ^pen/strep*#trDMEM/10%IFSt»-C** Lfco 
[0 7 5 4] 
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TVJY&m (ar r aye r) *fflv>tlffl$^ (1?Ux-«\ ^J-L-'Jv^7 

[0 7 5 6] 
[0 7 5 7] 

,xy*> Kfl/7fa-rC, 3 0 0 ^ L <7> D N AfflkMWiWffi. (ECfttft) + 1 

L/Co 5 0/(L<Dh7^7x^y3^| (Effectene^) 

^/CiotS^Lfco > 9 ^7i^y a >=**£jtffl1-£7c*M;:, 

[0 7 5 8] 

-£> o 
[0 7 5 9 ] 

ffli©as^2 5mL*i o 7 mmi-****)^ tm^omm^^tiLtzo mn^i 

0 0 X 1 0 0 X 1 5 mmO^ h 'JIi/:Wi 1 0 OmmX 1 5mm©R^rV -y y*f 
-e 77^f F±tc«^ V-t- >f > ^* Lfco ©4 0 B#Fb1> f7^7x^y 3 > *5itr 

[0 7 6 0] 
[0 7 6 2 ] 

h 7 ^7x^y 3 «gfit^^^ #HW=>Wu DNA7^D7WX 
^^f (GeneTAC UC4X4, Genomic Solutions Inc. 
, MI) fclfiJBLfco (ftt©W) SriHIfcLfcflL *> w&ftS&K 
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[0 7 6 3 ] 

&m&&M&Rfim k * a -eoM-sa^F) ^ , ^ 

^&«£J1^-C (fc MW^*HJ!&0»^t h n£&ffifl&2PP&% (MSCGM. BulletKit P 
T-3001. Cambrex Bioscience Walkersville, Inc. , MD, USA) Wc) #*Lfco IfflJfeJi 
^4%^7*;VA7W H«Mfc-?@£Lfc&, mi^SSYTO^ilTTe x a 
s Red-X7rn^fy> (Molecular Probes Inc. , OR, U 
SA) ZMMm^muLX^ 8*J:l) , F7^>t*»t4. Ife^Ifttio c^fei" 
^•^>-7 0 ;Vf Milfefe$tLfct>^**i^ V--if-M« (LSM510. CarlZeiss Co., 
ud> t t >*-;Vt'fX=Ch 1 = 1 2 3 ^nu Ch2-108^m; WfcWPS= 0. 4 

[0 7 6 4] 

LTisv^o fll-^iBl^ffl^^ 2rft]Oflfci (Proc. Natl. Acad. Sci. USA, 96(1999) 

• 4040-40454^) ^ > "7>5tf* Lfco ^-O^X** L3t % O % t fedkES* tL 

^t>7>^Mf-a-71±r7ny (fill) , l±-*&fc»tt<^v^K. 

ojt * ^3^#ab ^ v> i±^^^^,«m^ * - t <Dmmm-?<vm^^®^ * 

-fO**frKTW*TEIS*L4i^U-CU<o W«f ^T-^W-^^o 

- I f - a - -r « > MS f - * > ^ - fli <^ ^ * ^ v <^ ft $ 5- 1± 7s t > v * * 

^*-amAP7j jt^ — * * a - ^ 9 ^ , 5c4tffi uji-yyx ^cnm ^ - 
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#fe*l-CV****tt, JW*t*5f^ 10#> 15#, 20#\ 25»W5»WW05*-C2£ ai 2* 

ft: i i 4 C t i^f it* i H 1 1 fco c:<75 4 o &IW4. -f^x, Iffl 

[0 7 6 5 ] . , . 

***fe-W-ett, (olfactory receptor neuron) 

^-f- * c: £ i &o 

[0 7 6 7] 

(tl«19:»W--7^aRNA) 

vOnRNA (miRNA) t 3 - Kt * tffl^ttt©7*n 7 7 

^itFf^^y^^^Mt^o dd-eti, miRNAhLt, miRNA-23£«ffl1-& 
0 h n;W4. ^Mf'J 1 ~ 6 £ig1*£ 0 

-J 2 JuRNAt4, 18-25mSO/h$^#n- K (Non-coding) RNA 
&V>RNA) M^^T^$^Iil»^)A<« ; i?$tLTV^dfc^lJ0^LTV2 
* K # V»T 14 > miRNA^H^ • $HfcKH *> * ^ ^ * ^ * v ' c 

« mm^mu^m. £ *lt v> a 0 m« s -e ^2oo«*m±.^miRNA^#^ $ tvc v> * 0 

[0 7 6 9 ] 

Nature423, 838-842 (2003) Kit, miRNA-230WW*«Hes 1 (SM&rt*-^-* 

i RNA- 2 3 (4. iO*{Sf©W^3F>§jai«L> (77 
%) t^lft-tSo i05p^5:ffi»a»St**miRNAO«IBJwmS-C*l5, »^^miR-2 
3 fc h EttM*3Wfl&NT2j»BJ!& CiXtSt Hesl<7)3§51#WJ ?WitWotv>4 0 
d<7)4 7 ^^'I4t4, s i RNA^fc^fflV^y ? ? - £ *>X~&& 0 

[0 7 7 0] 

^fcwsrr * - jwi&^^n 7 r w 4 tr-f'-f * 9 v 79 - 1 

[0 7 7 1 ] 

(SSJfrW 2 0 : M^fi^- U A) 
#cr 'J ^tM Afflv> tll^7n 7 7 ^ i ^ 'J 7'^ dd~e 

14 ijW^^Lt, 305 YAKUGAKU ZASSHI 123(5) 305—313 (2003) _lS«$tL*4 
3 ^ , ; A £ffiffl-f & o "7°n h =r ;W4, 1 ~ 6 Km~f& o 
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>;^Ma«, ff7Wt (tetrahymena) O^-^I > h n > (group I intro 

[0773] — - 

r<7)J: ? ft^£fflv>T, 'JW'f AOf|^^n7 7^^4IL, P^&Mfc^ite 

#j£-t * £ t a*"*? ^ * ^ h * ft* o 

[0 7 7 4] 

2 l : ^to^tt^-^* : Jlv&OTr) 

= iv<z>ioooooo#o i )o3£ft**, i#^^M^^mionioSf»i&^^^ L-c B 5§i c 

^ -2) o 

[ 0 7 7 5 ] 

sI-M 7 ^T©4oi:W*o @4 7*#P,at, 14-25 Hz (/?) & : HI* 

/lf^^e>^r8~13Hz 7*7r (a) r.S^2) i:iti:I^W ; 4 

iolUftCov^ **«6fc|ai»^ ^^£«frv^ lMft^i^Ht 
[0 7 7 9 ] 

(«15U 2 2 : : v riyz , 

m^^mmtMm<Dmt--^r^^^ 0 mmmxit **** 

§ (± . f -TIB H £ * o 

7c b#« tail u x 4 ^ h 9 4 \ > ^ t l >f * > hf-f * * y 7^ z * o :j J j 
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[0 7 8 1 ] 

*NE **»fb Lfe fO*ft©WttttWti fcft fc*JB ******* * * - 

i-r ? 4iffil"^^-C3 0JR9IHtW©=»« (04 8) *1 0 0fcL»«<bU 

[0 7 8 3 ] 
[»7] 

y(0 = 1 {xO - 2) + *(J - 1) + *(*) + *(1 + 1) + *ft + 2)} 

Al: UD U_D U_DUD 

A2: U_D U_D 

A3: 
Bl: 



UDUD_ 
U_ 



_u_ 

D 



D 



h^T^TT^^TiT^^i^i-^ kTH^tn - ****** 

o^;v-^tBi~B2(75^;v-ytt?«^^4titfi]*^UXv^ 0 ai~-A3<d? ;v--7 
kBl~B2^^;V-7°ti^^^SU1iI^^*^ ;V - 7 °^^^^^^55Jl ? , u _ . 

[0 7 8 5] 
[«Ul 



D 



_U D_ 

U _D_ 




zVxlV^mt, n+o>m*mm **) * 
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[ 0 7 8 8 ] 

mis, m^&M^^iH^^o 

[0 7 8 9 ] 

[HI] llli, HEK 2 9 3«^W;i^«^?)7^f>«Ii3J;tF3 

[02] 02i±. 7^n^f^77^^h^fc»^>7V^7x^'> 

[03] 03f±, 7^n^fy©77^>f^^/:|^f7>X7i^y 

[0 4] 04l±. @2 33£Zfm3frbZ t&fz74 7u <7>7>7 ? * > Vim 

[0 5] 0 5l±, a*tf>MK£tf£ b5V^7x^i/a>»$tI'<fctt*0-« 

[06] 0 6it «^ O 7> - f ^ ffl v> fc^© f 7 y ^ 7 x ^ y a > «te ?:7K t 
|p ^ (D — °6?0 & 7F>~ir o 

"[0 7] @7tt y<t yu*?^y<DWkm* o, o. 27. 0. 53. o._8, 1. 

07&£Xfl. 33 (W^g//^L) fcUl*C^-H"C>7>^7x 
[0 8] 0 8i±, 7^n^^f>©fiT?©, ttif7"n7r^V«-^t?I© 
[0 9] 0 9i±> 7^n^f>Otim |ffl^*-7°n-7r-f ;V : Sr7Fi-^0>^-^ 
[010] 11 Olt ^OOT^fom^^AF-t'o 

[0 1 1 ] m 1 1 F 7 y^7x^y3>7Wf-; 7 1 LtS^Lfc*^ h 7 
y * -7 i * -> a >H^O#§*^>— W*^i"o 

[0 12] Ell 2t±> 7V^±t^*'7 HI^I|<OtT-S:^t-W"C*4o 

[013] anit mmA^^h^mmm^^y^y ^^"y^ y\zz<>x 

^7yX7x^y 3 y7W (SPTA) ftI*fe**SflSl^bfcH^*4. - 

^->a >0#S*S:^-ro HEK 2 9 3»Mffl^TS PTA WLf«^t 
j8teOB&£-tt, h7yX7i?y3y$ti/:M«^to ##& 
WO-%&KX*X, $IWtti:*i§^> IWieKioth7^7xn§ 

ttT^m <*> * 1a * p *■* & - **RTtfe & ^ ^ o 

[0 13C] 013CJi, iMto > 7 >7 7 x 7 v a / wMsro^/^to 
[0 14] 0 14 AiSiTOl 14Bit tfcffl l-7^7x7yayfcS PTAOJtlfc 
«:^-rite*^**o 014Ai±. iiCffi^/;5o«ftl:o^-C, GFPSf/ 
mffi 2^KLf:fif^to HHAfi, f 7 y^7x^y 3 >« L W« 
fcfc^Oifcjifcte&Kfc Lt:^-r**ftS:^"to 014Btt. 0 1 4 AO/jsi"^- * 
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gftLf;I»<7)«^li, «HJja* , Hffl^H5g'fk*^^*^* ?e> ^ EGFP 

[Hll 4 C] ai4Cli, &§&W<D Y <7 > 9 s 3 y&<0—m*7Kto 

[®14D] HI 1 4 D (4, ^mn<D h7>^7x^ya ^&<£>— M fcarTo 
[0 15] 111 5H, f y^^-f^ >^^J:oTffiS1^5*t* ,i IS:«$*L^:te**7P 
to |15it HEK 2 9 3IE He L aM, N I T 3 T 3 ffife ( T 3 T 3 J t 

*T0°1 6] H16I4, MBlofflSJfeSft^Hi-a^ *^Ht?**o APS 

$t/6 s li^£*L*: (TWO o „. _ 

[HI 6C] HI 6C14, ^moHJfe-fk^^v^-Cffiffli-StB^Wf^ttffl^^SWK 

[El 1 6 D] H16DI1, 0 16 0*0^57*^1^^4^**0 
[11117] Hl7tt, ^M<o^ft*3>fcr*-^^*^-c^trLfcfcio-#«W 

[HI 8 A] 018AI±, $^^tlKIfft^"^^^to_ 

[01 8 B] H 1 8 B&4, ^f&WOSfcafi9»*fteOBIl^>— -W*^-t"o 

[HI 9] HI 9 11, ^^ffiv^^ot-^-'tty?^? Kf!^J:Ml§0 

[H2 o] H2 on. ^biisiDSB^^ttssfcaiw^wtt*^— -w*^i"o 
[i2i] 12 lit *frimmz&vz&mt&mffitii%:<?>—w*&~?o 

[122] H2 2tt, U?TA"*-T 4 -yo^^com^H^Tp-To 

[023] 12 314, »lS^te¥:*>r Cfcl^K^TteffiSfrS h 

[H2 4] 02 4 14, |j^l?-Vf-^-*^«l^to 

[H2 5] H2 5I±, teWV*"-?-^)7^^«^to 

[@26] 02 6 14, #^kaa®l-*3lt*<e^HTOttOHf^Jiffl^5 : S:^i-o 

[027] H2 7 H, ^m^m&<vmmm&& £v&i®M%r<DW*^ir 0 

[H2 8]H2 8i4, s i RNA^7*n ha^Wo 

[02 9] 029(4, s i RNA»gf 4^to ±lihMSCTO»*ta<U 
T14H e L affl^OSf^^to SW4, s i RNAOlS (// g/// L) Sr/Fl - 
o tfCGFPs iRNAt«tti:^U ^JU^9'/^8 i RNAWft* 

[030] H3 0J4, rb7tO'J>«7'Dt-i'-*«ffiUtl«?) 
[03 1] H3 154, 7f7t-f7 I J«t7 , n^^-^J:([;f b7tOV> 
[03 2] y7,7iiIit^*o 

[H33] H 3 3 t4, »o v r /u * >f a tfao^g<o0ii-e& a o 
[03 4] 3WHSi8llje**o*£^:*5S:BI*^"fo 

[03 5] fflffi,<Dfflfe<7>A*-&W*7!s-r o 
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[|37] *#BC*v>-Cs s> FT W \^X&htitz$LT- 9 *7&-$- 0 

[@3 8A] i3 8A!t $m& 5 \z&\s>XW& Ltzikr- 9 <D9~7 7 a ttKE 

ttti, SkftMBt (Arbitrary Unit) > ISttliHfffl (HM£«\ ^ (min) ) Sr/KlTo « 
fflL^itfST-^ pEGFP-Nl, pAPl-EGFP,pAPl(PMA)-EGFP, pE2F-EGFP, pGAS-EGFP, pH 
SE-EGFP pMyc-EGFP, pNFkB-EGFP, pRb-EGFP, pSRE-EGFP, pp53-EGFP, pCRE-EGFP, pE 
RE-EGFP, pGRE-EGFP, pISRE-EGFP, pNFAT-EGFP, pRARE-EGFP, pSTAT3-EGFP, pTRE-EGF 
P, pCREB-EGFP, P IkB-EGFP,pp53-EGFP (Signaling probe), pCaspase3-Sensoi-C&& 

°[0 3 8B] 03 8 Bi±, 5 iZ&^XHm Lfcf- 9 <K$iT- 9 fc^o 

[@38c] @38ca, mmm 5 K^xmn^r- 9 <r>&-%&&.®><D&<o?m 

[0 3 8D] 03 8Dtt, *Mffl5^*5V^T^#L^r*-^^lM^i3J;^2^ 

[El 39-1] 139-1-03 9 - 5 51^ $mW 5 KiS^T^fLT^T*- * £ 

coitfS^rt^^i-o 11 3 9 - 1 tt, EGFP-NlOBjF^iJr*- 9 fczFto 
[039-2] 0 3 9 - 2 (± N APIOBSf&^Jt*- * £/Fi~o_ 
[EI 3 9-3] 03 9-3ii, API (PMA) <D^Mr-9 fc^-To 
[@3 9- 4] @3 9-4(i, CREOBf 9 ^^to 

[03 9- 5] El 3 9 - 5 it, E2FC0B#S^iJt ? - * Sr/J^o 
[EI 3 9 — 6 ] El 3 9 - 6 it, noneOBf^Jy*- 9 ^/j^To 
[El 3 9 - 7 ] 039-7U, EGFP-N1 WBt^Jr*- * fc^o 
[El 3 9 - 8 ] EI 3 9 - 8 it, API^^Jt*- * fc*Fl"o_ 
[0 3 9 - 9 ] EI 3 9 - 9 it, API (PMA) <D B#^^l! 7^— * £jFl"o 
[El 39-10] 0 3 9 - 1 0 li, CRE<75B#^iJx- * fc^o 
[039-1 1] 039-1 Hi, E2F<W^j7*- * 
[EI 3 9 - 1 2 ] 11 3 9 - 1 2 it, ERE^Bt^ijT*- * fc^o 
[EI 3 9 - 1 3 ] 0 3 9 - 1 3 it, GASOB#SMF!l7*- * *75tc 
[EI 3 9 - 1 4 ] 03 9- 1 4li, GREOBf^Jr*- * fc^-to 
[EI 3 9 - 1 5 ] EI 3 9 - 1 5 it, HSE^fW^J-r*- 9 *7Kir 0 
[0 3 9 - 1 6 ] EI 3 9 - 1 6 it, ISREOBt^ijT"- 9 ^7^t 0 
[0 39-1 7] 039-1 7 ti. noneOB^^^iJ-r'- 9 o 
[0 39-18] 03 9- 1 8 it, ERE<af$^j7*-* £/J>1"o 
[0 3 9 - 1 9 ] 0 3 9 - 1 9 it, GAS<7>B#^iJx- 9 ^T^to 
[0 39-20] 0 3 9- 2 0 it, GREOB^^Jt*- 9 
[0 3 9 - 2 1 ] 0 3 9 - 2 1 it, HSEOBt^ijT^- 9 £7^1" o 
[0 39-22] 0 3 9- 2 2 it, ISREOBt^Jx- 9 *7fr-f o 
[0 39-23] 0 3 9- 2 3 it, MycOBf^iJ^- 9 ^7^o 
[0 39-24] 0 3 9- 2 4 it, NFAT<7) Btf^^U 7*— 9 ^T^fo 
[0 39-25] 039-25 it, NFkB <D B^^^iJ 7* — 9 
[0 39-26] 0 3 9 - 2 6 it, RAREOBf^iJx- 9 £7Fl"o 
[0 39-27] 0 3 9-2 7 it, Rb^Bf^iJ-T- 9 £tf1^o 
[0 39-28] 039-28 it, noneOB#^^Jx - 9 fcjFto 
[0 39-29] 0 3 9- 2 9 it, MycOBt^iJx- 9 ^Tfr-fo 
[0 39-30] 039-30 it, NFATOBf^iJx- 9 fcarto 
[0 3 9 - 3 1 ] 0 3 9 - 3 1 it, NFkBOBf^iJr*- 9 £7^0 
[0 39-32] 0 3 9 -3 2 it, RARE CO WrfcM r* — 9 ftT^-fa 
[0 39-33] 0 3 9 - 3 3 it, RbcOBf^iJ-T- 9 £^1" 0 
[0 39-34] 0 3 9 -3 4 it, STAT3C9B#^iJ^- * $:75to 
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[1 3 9 - 3 5] 0 3 9 - 3 5 lis SRE<7>B#3^!]t*- 9 &7jrt 0 
[@3 9 - 3 6] 0 3 9 - 3 6 lis TRE<DB# ^Jt*- * ^Tfrfo 
[0 3 9 - 3 7 ] 0 3 9 - 3 7 lis p53C0B#^Jx- * o_ 
[03 9- 3 8] 0 3 9 - 3 8 lis Caspase30B#^ij7-*- ? £/K-fo 
[0 3 9 - 3 9] [139-39 none<9Bf ^Jt*- * ^/Frfo 
[03 9-4 0] 0 3 9 - 4 0 lis STAT3tf>B#^?!]"7*- * %7F1-o 
[BI 3 9 - 4 1 ] HI 3 9 - 4 1 lis SREOB#^iJtJ- ^ £7*1" o 
[§3 9- 4 2] 0 3 9 - 4 2 li. TREOBf^ijT-*- 9 £/K1"o 
[El 39-43] 039-43 lis p530B#^^U -r^— ^ *75l"o_ 
[0 39-44] 039-44 li^ Caspase30B#^iJx - ^ D 
[0 39-45] 039-45 li. CREB-EGFPCDBf 3^!] 7*- £/r;-f o 
[0 39-46] 0 3 9 -4 6 li, IkB-EGFP <£> B# ^ 7* — 9 Sr/J^l" 0 
[0 39-47] 0 3 9 -4 7 lis pp53-EGFPOB# ^MT-9 ^"To 
[0 3 9- 4 8] 0 3 9 -4 8 lis none£>B# 9 £/f1~o 

[0 39-49] 039-49 lis noneCOBt^Jr*- * *^to 
[0 39-50] 039-50 li, none^Bf^iJf*- 9 &7K-f o_ 
[0 39-5 1] 039-51 li> CREB-EGFP<75B#^ij7*- * ^to 
[0 39-52] 039-52 li, IkB-EGFP <DB#»J 7*- * *7J^To 
[0 39-53] 039-53 li, pp53-EGFP<75Bf ^'Jx-j^ £7^0 
[0 39-54] 039-54 li, noneOBf^iJr 5 '- 9 £-7js1- 0 
[0 39-55] 0 3 9- 5 5 lis none<7>B#^ij7*- 9 £7^1" o 
[04 0] 04Oli> pMy c-TA-Luc©iH:^to 

[04 1] 04 llis Wmm.^- (M y c Mfc^ 8 «) B^)f-Htt(HLfcW^ 

[04 2] 04 2li. ra«3H£^ (My c itfxS^- 8 ffi) ffl(D&m&&W L¥tt<t: Lfc 
&<DT- 9M%^'fo __ 

[04 3] 0 4 3 li. 0 4 2 Kjfc LfcT*- * 1 K$fcM^**^i~o 

[04 4] 04 4li. HI 4 2 i:^ L/cf - ^ «0 2 MM «^^^to 

[04 5] 0 4 5 lis ^ttitfS^K^T'-^^tttBtysMm^^-ro 

[04 6] 04 6lis pE2F-Luc, p R b -TA-L u c (7)iil5:/Fto 

[04 7] 04 7li, m&W*7F , to 

[04 8] 04 8li> wm<D^.W}9 r 9ym^7F-r 0 

[W>^}$t7 'J-r^h] 
[0 7 9 0] 

(SE^jom^) 

@E£iJ#-i- 2 I 7^7'n^^f>©7s; mSfi^'J ( h ) 
fE»-^ 3 I efn^^f> <7>«fB^J ("v -7 ^ ) 

se#i#-^ 5 : 5s-> comm.w.n (-??xam.) 

mn^s : 9 ^ ~><7)7 5 ymsE^ij (-^<7x/?ftt) 
se^ij*-^- 1 0 : ? s->©7 5 9 wtmm (^<9* 7 m.) 

IE^J#-^- 1 1 : ^ -i -fv * 9 y o r < 9 BMW ( v) 

@fl»-^ 1 2 : ^d&fll'C'ffiffl Lf:s i RN A 

ME^iJH-^- 1 3 : v^^^fV^T"^"- 17 (heptanal-sensitive 
) (G e n b a n kfftff (Accession Number) AF1060 

0 7) 
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mm^i 4 : 1 3 ks*i* * 

@B^IJ#-^1 5 : ~?VX(DV&ytl'-te'7?-S 1 (mc9/bc9-equi-sensi 
i v e ) <Z>mWL ( G e n b a n k «fAF 1 2 1 9 7 2 ) 

mm^ i e : mm^ 1 5 ^ia«w«aft^3- ks*l* * 

!E^iJ#-t 1 7 : 0^1^ S 50 (cc9-sensitive) 0« 

(G e n b a n kJB!#-S§"AF 1 2 1 9 8 0) 
@£^|J#-^ 1 8 I W&m^ 1 7 £fB«t<D«K3- F $ tt-S) * 

Sfi^iJIrt 1 9 : S 1 9 (m c 9/mh 9/bc9-equi- 

sensitive) (G e n b a n kliffAF 1 2 1 9 7 6) 

BB»-^2 0 : 1 9 KSBtttfJfcSEKra- F£*L& * 

@B^J#-^ 21 : v^7X©OR2 3 (lyral-sens i t ive) (Genban 
kS^f^X 92969(7)3 - K«<7)^) (DWM 

mm^ 2 2 : w$m^ 2 1 icia«o^mt* 3 - ks ft* * v. 

W3m^2 3 : -7^7^©n|f H^7^-i:ov>t©mOR-E V (v a n i 1 1 in- 
sensitive) <7>mk ( G e n b a n k lift AB 0 6 1 2 2 9) 
W.n^2 4 : IS^iJ#^-2 3 HE«<0««tw3- KSft**^**? 
IB^J#-^ 25!-7W©or37a ( G e n b a n k A J 1 3 3 4 2 4 

ib^ij*-^ 2 6 : @£»^§- 2 5 ^ - ft* * ^ss? % 

K^iJ#-^-2 7 : T^^O^f V-t7 p ^-C 6 <7)^@t (Genban k^ii#-^AF 1 0 
2 5 2 3 ) 

Wimt^ 2 8 : IS^iJ*^- 2 7 t:ffi«o«C a - K$ tt£ * >v^f 

@E^|J#^- 2 9 : v *7 * OBfeE V-t if 9 - F 5 ( G e n b a n k JBt#^ A F 1 0 

2 5 3 1 ) 

I£^iJ#-t 3 0 : @S^J#^" 2 9 KSESfcO^mK 3 - K$ *L* * K 

@E^iJ#-^-3 1 : ^(D^jt^^y'? ~ S 6 O^lfe (Genban ktiff AF 1 2 

1 9 7 4) 

3 2 : IE^iJ#-^-3 1 KUWL<omWiK3- V-£tiZ9>s*?K 
mn^3 3 : 'WA<DV££tl'-bzf9-S 1 8C0«m (Genban kflffAF 1 

2 1 9 7 5) 

SE^J#^"3 5 : -^^XCO^V-fe^^-S 2 5£>$SBfe (Genban kfiffAF 1 
2 1 9 7 7) 

mm^3 6 : @b^ij#-§-3 5 i~&M<DmkKu- rztiz 

37 :v^7 V-feT 0 ^ - S 4 6 <£>$EB£ ( G e n b a n k S»## A F 1 

2 1 9 7 9) 

SE»^-3 8 I @E^iJ#-^3 7 Kmn<omm'^ - KS*l£ * 

@5^iJ#-t 3 9 ^^X^Grz/^Sat 7*^- -7 h <7?^S£ ( G e n b a n k JB§#-f- 
M3 6 7 7 8 ) 

@a»-t4 o : m&m-%3 9 KWM<omm^ - mtiz* >^?m 

@B^J#-t 4 1 :-77X«Gr//^S jSt/i- ? h tf>#Sfc ( G e n b a n k SH*^ 
M8 7 2 8 6 ) 

SB^JIHM 2 : mzm^l 1 K£*W>«B*K3- KSfr* * 

@E^'J#-^ 4 3 : v^^WG^W^Ryt 7^- y b tf^Bfe ( G e n b a n k 2»#-f- 
U 3 7 5 2 7 ) 

@a^ij#^-4 4 : is^ij#^-4 3 Ktm<omWiK^- K$ft* * w-^sc 

B£^J#^4 5 : -^^^^-h&ii^lH^ (E GF) V-fey^-<^« (Genbankf 

C 0 2 3 7 2 9) 
SE»^-4 6 : 5 CIEfoWt:^- K£*U> * 
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SEQUENCE LISTING 

<110> National Institute of Advanced Industrial Science and Technology 
<120> Event Sequencer 
<130> J 1-03624507 
<160> 46 

<170> Patentln version 3. 1 

<210> 1 

<211> 1929 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1929) 

<223> fibronectin 1 



<400> 1 

atg ctt agg ggt ccg ggg ccc ggg ctg ctg ctg ctg gcc gtc cag tgc 
Met Leu Arg Gly Pro Gly Pro Gly Leu Leu Leu Leu Ala Val Gin Cys 
1 " 5 10 15 

ctg ggg aca gcg gtg ccc tec acg gga gcc teg aag age aag agg cag 
Leu Gly Thr Ala Val Pro Ser Thr Gly Ala Ser Lys Ser Lys Arg Gin 
20 25 30 

get cag caa atg gtt cag ccc cag tec ccg gtg get gtc agt caa age 
Ala Gin Gin Met Val Gin Pro Gin Ser Pro Val Ala Val Ser Gin Ser 
35 40 45 

aag ccc ggt tgt tat gac aat gga aaa cac tat cag ata aat caa cag 
Lys Pro Gly Cys Tyr Asp Asn Gly Lys His Tyr Gin He Asn Gin Gin 
50 55 60 

tgg gag egg acc tac eta ggc aat gcg ttg gtt tgt act tgt tat gga 
Trp Glu Arg Thr Tyr Leu Gly Asn Ala Leu Val Cys Thr Cys Tyr Gly 
65 70 75 80 

gga age cga ggt ttt aac tgc gag agt aaa cct gaa get gaa gag act 
Gly Ser Arg Gly Phe Asn Cys Glu Ser Lys Pro Glu Ala Glu Glu Thr 
85 90 95 

tgc ttt gac aag tac act ggg aac act tac cga gtg ggt gac act tat 

thfiE# 2 0 0 5 - 



96 



144 



192 



240 



288 



336 
3 0 2 3 6 
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Cys Phe Asp Lys Tyr Thr Gly Asn Thr Tyr Arg Val Gly Asp Thr Tyr 
100 105 HO 



gag cgt cct aaa gac tec atg ate tgg gac tgt acc tgc ate ggg get 
Glu Arg Pro Lys Asp Ser Met He Trp Asp Cys Thr Cys He Gly Ala 
115 " 120 125 

ggg cga ggg aga ata age tgt acc ate gca aac cgc tgc cat gaa ggg 
Gly Arg Gly Arg He Ser Cys Thr lie Ala Asn Arg Cys His Glu Gly 
130 " 135 140 

ggt cag tec tac aag att ggt gac acc tgg agg aga cca cat gag act 
Gly Gin Ser Tyr Lys He Gly Asp Thr Trp Arg Arg Pro His Glu Thr 
145 150 155 160 

ggt ggt tac atg tta gag tgt gtg tgt ctt ggt aat gga aaa gga gaa 
Gly Gly Tyr Met Leu Glu Cys Val Cys Leu Gly Asn Gly Lys Gly Glu 
' " " 165 170 175 

tgg acc tgc aag ccc ata get gag aag tgt ttt gat cat get get ggg 
Trp Thr Cys Lys Pro He Ala Glu Lys Cys Phe Asp His Ala Ala Gly 
180 185 190 

act tec tat gtg gtc gga gaa acg tgg gag aag ccc tac caa ggc tgg 
Thr Ser Tyr Val Val Gly Glu Thr Trp Glu Lys Pro Tyr Gin Gly Trp 
195 200 205 

atg atg gta gat tgt act tgc ctg gga gaa ggc age gga cgc ate act 
Met Met Val Asp Cys Thr Cys Leu Gly Glu Gly Ser Gly Arg He Thr 
210 215 220 

tgc act tct aga aat aga tgc aac gat cag gac aca agg aca tec tat 
Cys Thr Ser Arg Asn Arg Cys Asn Asp Gin Asp Thr Arg Thr Ser Tyr 
225 " 230 235 240 

aga att gga gac acc tgg age aag aag gat aat cga gga aac ctg etc 
Arg He Gly Asp Thr Trp Ser Lys Lys Asp Asn Arg Gly Asn Leu Leu 
245 250 255 

cag tgc ate tgc aca ggc aac ggc cga gga gag tgg aag tgt gag agg 
Gin Cys He Cys Thr Gly Asn Gly Arg Gly Glu Trp Lys Cys Glu Arg 
260 265 270 

cac acc tct gtg cag acc aca teg age gga tct ggc ccc ttc acc gat 
His Thr Ser Val Gin Thr Thr Ser Ser Gly Ser Gly Pro Phe Thr Asp 
275 280 285 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



gtt cgt gca get gtt tac caa ccg cag cct cac ccc cag cct cct ccc 
Val Arg Ala Ala Val Tyr Gin Pro Gin Pro His Pro Gin Pro Pro Pro 
290 295 300 
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tat ggc cac tgt gtc aca gac agt ggt gtg gtc tac tct gtg ggg atg 
Tyr Gly His Cys Val Thr Asp Ser Gly Val Val Tyr Ser Val Gly Met 
305 310 " 315 320 

cag tgg ctg aag aca caa gga aat aag caa atg ctt tgc acg tgc ctg 
Gin Trp Leu Lys Thr Gin Gly Asn Lys Gin Met Leu Cys Thr Cys Leu 
325 330 335 

ggc aac gga gtc age tgc caa gag aca get gta acc cag act tac ggt 
Gly Asn Gly Val Ser Cys Gin Glu Thr Ala Val Thr Gin Thr Tyr Gly 
340 345 350 

ggc aac tea aat gga gag cca tgt gtc tta cca ttc acc tac aat ggc 
Gly Asn Ser Asn Gly Glu Pro Cys Val Leu Pro Phe Thr Tyr Asn Gly 
355 360 365 

agg acg gac age aca act teg aat tat gag cag gac cag aaa tac tct 
Arg Thr Asp Ser Thr Thr Ser Asn Tyr Glu Gin Asp Gin Lys Tyr Ser 
370 375 380 

ttc tgc aca gac cac act gtt ttg gtt cag act cga gga gga aat tec 
Phe Cys Thr Asp His Thr Val Leu Val Gin Thr Arg Gly Gly Asn Ser 
385 390 395 400 

aat ggt gec ttg tgc cac ttc ccc ttc eta tac aac aac cac aat tac 
Asn Gly Ala Leu Cys His Phe Pro Phe Leu Tyr Asn Asn His Asn Tyr 
405 410 415 

act gat tgc act tct gag ggc aga aga gac aac atg aag tgg tgt ggg 
Thr Asp Cys Thr Ser Glu Gly Arg Arg Asp Asn Met Lys Trp Cys Gly 
420 425 430 

acc aca cag aac tat gat gec gac cag aag ttt ggg ttc tgc ccc atg 
Thr Thr Gin Asn Tyr Asp Ala Asp Gin Lys Phe Gly Phe Cys Pro Met 
435 440 445 

get gec cac gag gaa ate tgc aca acc aat gaa ggg gtc atg tac cgc 
Ala Ala His Glu Glu He Cys Thr Thr Asn Glu Gly Val Met Tyr Arg 
450 455 460 

att gga gat cag tgg gat aag cag cat gac atg ggt cac atg atg agg 
He Gly Asp Gin Trp Asp Lys Gin His Asp Met Gly His Met Met Arg 
465 470 475 480 

tgc acg tgt gtt ggg aat ggt cgt ggg gaa tgg aca tgc att gec tac 
Cys Thr Cys Val Gly Asn Gly Arg Gly Glu Trp Thr Cys He Ala Tyr 
485 490 495 



960 



1008 



1056 



1104 



1152 



1200 



1248 



1296 



1344 



1392 



1440 



1488 



teg cag ctt cga gat cag tgc att gtt gat gac ate act tac aat gtg 1536 
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Ser Gin Leu Arg Asp Gin Cys He Val Asp Asp He Thr Tyr Asn Val 
500 505 510 



tea agt ggt cct gtc gaa gta ttt ate act gag act ccg agt cag ccc 
Ser Ser Gly Pro Val Glu Val Phe He Thr Glu Thr Pro Ser Gin Pro 
595 600 605 

aac tec cac ccc ate cag tgg aat gca cca cag cca tct cac att tec 
Asn Ser His Pro He Gin Trp Asn Ala Pro Gin Pro Ser His He Ser 
610 615 620 

aag tac att etc agg tgg aga cct gtg agt ate cca ccc aga aac ctt 
Lys Tyr He Leu Arg Trp Arg Pro Val Ser He Pro Pro Arg Asn Leu 
625 630 635 640 

gga tac tga 
Gly Tyr 



<210> 2 

<211> 642 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Leu Arg Gly Pro Gly Pro Gly Leu Leu Leu Leu Ala Val Gin Cys 
1 ~ 5 10 15 



1632 



1680 



aac gac aca ttc cac aag cgt cat gaa gag ggg cac atg ctg aac tgt 1584 
Asn Asp Thr Phe His Lys Arg His Glu Glu Gly His Met Leu Asn Cys 
515 520 525 

aca tgc ttc ggt cag ggt egg ggc agg tgg aag tgt gat ccc gtc gac 
Thr Cys Phe Gly Gin Gly Arg Gly Arg Trp Lys Cys Asp Pro Val Asp 
530 535 540 

caa tgc cag gat tea gag act ggg acg ttt tat caa att gga gat tea 
Gin Cys Gin Asp Ser Glu Thr Gly Thr Phe Tyr Gin He Gly Asp Ser 
545 550 555 560 

tgg gag aag tat gtg cat ggt gtc aga tac cag tgc tac tgc tat ggc 1728 
Trp Glu Lys Tyr Val His Gly Val Arg Tyr Gin Cys Tyr Cys Tyr Gly 
565 570 575 

cgt ggc att ggg gag tgg cat tgc caa cct tta cag acc tat cca age 1776 
Arg Gly He Gly Glu Trp His Cys Gin Pro Leu Gin Thr Tyr Pro Ser 
° " 580 585 590 



1824 



1872 



1920 



1929 
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Leu Gly Thr Ala Val Pro Ser Thr Gly Ala Ser Lys Ser Lys Arg Gin 
20 25 30 

Ala Gin Gin Met Val Gin Pro Gin Ser Pro Val Ala Val Ser Gin Ser 
35 40 45 

Lys Pro Gly Cys Tyr Asp Asn Gly Lys His Tyr Gin He Asn Gin Gin 
50 55 60 



Trp Glu Arg Thr Tyr Leu Gly Asn Ala Leu Val Cys Thr Cys Tyr Gly 
65 ~ 70 75 80 



Gly Ser Arg Gly Phe Asn Cys Glu Ser Lys Pro Glu Ala Glu Glu Thr 
85 90 95 



Cys Phe Asp Lys Tyr Thr Gly Asn Thr Tyr Arg Val Gly Asp Thr Tyr 
100 105 HO 



Glu Arg Pro Lys Asp Ser Met He Trp Asp Cys Thr Cys He Gly Ala 
115 120 125 

Gly Arg Gly Arg He Ser Cys Thr He Ala Asn Arg Cys His Glu Gly 
130 ' 135 140 



Gly Gin Ser Tyr Lys He Gly Asp Thr Trp Arg Arg Pro His Glu Thr 
145 150 155 160 



Gly Gly Tyr Met Leu Glu Cys Val Cys Leu Gly Asn Gly Lys Gly Glu 
165 170 175 



Trp Thr Cys Lys Pro He Ala Glu Lys Cys Phe Asp His Ala Ala Gly 
180 185 190 

Thr Ser Tyr Val Val Gly Glu Thr Trp Glu Lys Pro Tyr Gin Gly Trp 
195 200 205 
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Met Met Val Asp Cys Thr Cys Leu Gly Glu Gly Ser Gly Arg He Thr 
210 215 220 

Cys Thr Ser Arg Asn Arg Cys Asn Asp Gin Asp Thr Arg Thr Ser Tyr 
225 230 235 240 

Arg He Gly Asp Thr Trp Ser Lys Lys Asp Asn Arg Gly Asn Leu Leu 
245 250 255 

Gin Cys He Cys Thr Gly Asn Gly Arg Gly Glu Trp Lys Cys Glu Arg 
260 265 270 

His Thr Ser Val Gin Thr Thr Ser Ser Gly Ser Gly Pro Phe Thr Asp 
275 280 285 

Val Arg Ala Ala Val Tyr Gin Pro Gin Pro His Pro Gin Pro Pro Pro 
290 295 300 

Tvr Gly His Cys Val Thr Asp Ser Gly Val Val Tyr Ser Val Gly Met 
305 310 315 320 

Gin Trp Leu Lys Thr Gin Gly Asn Lys Gin Met Leu Cys Thr Cys Leu 
325 330 335 

Gly Asn Gly Val Ser Cys Gin Glu Thr Ala Val Thr Gin Thr Tyr Gly 
340 345 350 

Gly Asn Ser Asn Gly Glu Pro Cys Val Leu Pro Phe Thr Tyr Asn Gly 
355 360 365 

Arg Thr Asp Ser Thr Thr Ser Asn Tyr Glu Gin Asp Gin Lys Tyr Ser 
370 375 380 

Phe Cys Thr Asp His Thr Val Leu Val Gin Thr Arg Gly Gly Asn Ser 
385 ' 390 395 400 

Asn Gly Ala Leu Cys His Phe Pro Phe Leu Tyr Asn Asn His Asn Tyr 
405 410 415 

mmm 2005-3023660 
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Thr Asp Cys Thr Ser Glu Gly Arg Arg Asp Asn Met Lys Trp Cys Gly 
420 425 430 

Thr Thr Gin Asn Tyr Asp Ala Asp Gin Lys Phe Gly Phe Cys Pro Met 
435 440 445 

Ala Ala His Glu Glu He Cys Thr Thr Asn Glu Gly Val Met Tyr Arg 
450 455 460 



He Gly Asp Gin Trp Asp Lys Gin His Asp Met Gly His Met Met Arg 
465 470 475 480 



Cys Thr Cys Val Gly Asn Gly Arg Gly Glu Trp Thr Cys He Ala Tyr 
485 490 495 



Ser Gin Leu Arg Asp Gin Cys He Val Asp Asp He Thr Tyr Asn Val 
500 505 510 

Asn Asp Thr Phe His Lys Arg His Glu Glu Gly His Met Leu Asn Cys 
515 520 525 

Thr Cys Phe Gly Gin Gly Arg Gly Arg Trp Lys Cys Asp Pro Val Asp 
530 535 540 



Gin Cys Gin Asp Ser Glu Thr Gly Thr Phe Tyr Gin He Gly Asp Ser 
545 550 555 560 



Tro Glu Lys Tyr Val His Gly Val Arg Tyr Gin Cys Tyr Cys Tyr Gly 
565 570 575 



Arg Gly He Gly Glu Trp His Cys Gin Pro Leu Gin Thr Tyr Pro Ser 
580 585 590 



Ser Ser Gly Pro Val Glu Val Phe He Thr Glu Thr Pro Ser Gin Pro 
595 600 605 
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Asn Ser His Pro He Gin Trp Asn Ala Pro Gin Pro Ser His He Ser 
610 615 620 



Lys Tyr He Leu Arg Trp Arg Pro Val Ser He Pro Pro Arg Asn Leu 
625 630 635 640 



Gly Tyr 



<210> 3 

<211> 1437 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1) . . (1437) 

<223> vitronectin 



<400> 3 

atg gca ccc ctg agg ccc ttt ttc ata eta gec ctg gtg gca tgg gtt 

Met Ala Pro Leu Arg Pro Phe Phe He Leu Ala Leu Val Ala Trp Val 
15 10 15 

tct ctg get gac caa gag tea tgc aag ggc cgc tgc act cag ggt ttc 
Ser Leu Ala Asp Gin Glu Ser Cys Lys Gly Arg Cys Thr Gin Gly Phe 
20 25 30 

atg gec age aag aag tgt cag tgt gac gag ctt tgc act tac tat cag 
Met Ala Ser Lys Lys Cys Gin Cys Asp Glu Leu Cys Thr Tyr Tyr Gin 

35 40 . 45 

age tgc tgt gec gac tac atg gag cag tgc aag ccc caa gta acg egg 
Ser Cys Cys Ala Asp Tyr Met Glu Gin Cys Lys Pro Gin Val Thr Arg 
50 55 60 

ggg gac gtg ttc act atg cca gag gat gat tat tgg age tat gac tac 
Gly Asp Val Phe Thr Met Pro Glu Asp Asp Tyr Trp Ser Tyr Asp Tyr 
65 ' 70 75 80 

gtg gag gag ccc aag aac aat acc aac acc ggt gtg caa ccc gag aac 
Val Glu Glu Pro Lys Asn Asn Thr Asn Thr Gly Val Gin Pro Glu Asn 
85 90 95 



48 



96 



144 



192 



240 



288 



336 



acc tct cca ccc ggt gac eta aat cct egg acg gac ggc act eta aag 
Thr Ser Pro Pro Gly Asp Leu Asn Pro Arg Thr Asp Gly Thr Leu Lys 

fcl}fE#2 005-3023660 
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100 105 HO 



ccg aca gcc ttc eta gat cct gag gaa cag cca age ace cca gcg cct 
Pro Thr Ala Phe Leu Asp Pro Glu Glu Gin Pro Ser Thr Pro Ala Pro 
115 120 125 

aaa gtg gag caa cag gag gag ate eta agg ccc gac acc act gat caa 
Lys Val Glu Gin Gin Glu Glu He Leu Arg Pro Asp Thr Thr Asp Gin 
130 135 140 

ggg acc cct gag ttt cca gag gaa gaa ctg tgc agt gga aag ccc ttt 
Gly Thr Pro Glu Phe Pro Glu Glu Glu Leu Cys Ser Gly Lys Pro Phe 
145 150 155 160 

gac gcc ttc acg gat etc aag aat ggg tec etc ttt gcc ttc cga ggg 
Asp Ala Phe Thr Asp Leu Lys Asn Gly Ser Leu Phe Ala Phe Arg Gly 
165 170 175 

cag tac cgc tgt gag eta gat gag acg gca gtg agg cct ggg tac ccc 
Gin Tyr Arg Cys Glu Leu Asp Glu Thr Ala Val Arg Pro Gly Tyr Pro 
180 185 190 

aaa ctt ate caa gat gtc tgg ggc att gag ggc ccc ate gat get gcc 
Lys Leu He Gin Asp Val Trp Gly He Glu Gly Pro He Asp Ala Ala 
195 200 205 



384 



432 



480 



528 



576 



624 



ttc act cgc ate aac tgt cag ggg aag acc tac ttg ttc aag ggt agt 672 
Phe Thr Arg He Asn Cys Gin Gly Lys Thr Tyr Leu Phe Lys Gly Ser 
210 " 215 220 

cag tac tgg cgc ttt gag gat ggg gtc ctg gac cct ggt tat ccc cga 
Gin Tyr Trp Arg Phe Glu Asp Gly Val Leu Asp Pro Gly Tyr Pro Arg 
225 ' " 230 235 240 

aac ate tec gaa ggc ttc agt ggc ata cca gac aat gtt gat gca gcg 
Asn He Ser Glu Gly Phe Ser Gly He Pro Asp Asn Val Asp Ala Ala 
245 250 255 

ttc gcc ctt cct gcc cac cgt tac agt ggc egg gaa agg gtc tac ttc 
Phe Ala Leu Pro Ala His Arg Tyr Ser Gly Arg Glu Arg Val Tyr Phe 
260 265 270 

ttc aag ggg aag cag tac tgg gag cac gaa ttt cag cag caa ccc age 
Phe Lys Gly Lys Gin Tyr Trp Glu His Glu Phe Gin Gin Gin Pro Ser 
275 280 285 

cag gag gag tgc gaa ggc age tct ctg tea gcc gtg ttt gag cac ttt 
Gin Glu Glu Cys Glu Gly Ser Ser Leu Ser Ala Val Phe Glu His Phe 
290 295 300 



720 



768 



816 



864 



912 
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gcc ttg ctt cag egg gac age tgg gag aae att ttc gaa etc etc ttc 
Ala Leu Leu Gin Arg Asp Ser Trp Glu Asn He Phe Glu Leu Leu Phe 

oia 315 320 



305 310 
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960 
1008 
1056 



435 



440 445 



aac ctt aga ace egg cga gtg gac tct gtg aat cct ccc tac cca cgc 
Asn Leu Arg Thr Arg Arg Val Asp Ser Val Asn Pro Pro Tyr Pro Arg 
450 4 55 4 60 

tec att get cag tat tgg ctg ggc tgc ccg acc tct gag aag tag 
Ser He Ala Gin Tyr Trp Leu Gly Cys Pro Thr Ser Glu Lys 
465 470 4 ?5 



1104 



tgg ggc aga tec tct gat gga gcc aga gaa ccc caa ttc ate age egg 
Trp Gly Arg Ser Ser Asp Gly Ala Arg Glu Pro Gin Phe He Ser Arg 
325 330 335 

aac tgg cat ggt gtg cca ggg aaa gtg gac get get atg gcc ggc cgc 
Asn Trp His Gly Val Pro Gly Lys Val Asp Ala Ala Met Ala Gly Arg 
340 345 350 

ate tac gtc act ggc tec tta tec cac tct gcc caa gcc aaa aaa cag 
lie Tyr Val Thr Gly Ser Leu Ser His Ser Ala Gin Ala Lys Lys Gin 
355 360 365 

ccg tct aag cgt aga age cga aag cgc tat cgt tea cgc cga ggg cgt 1152 
Pro Ser Lys Arg Arg Ser Arg Lys Arg Tyr Arg Ser Arg Arg Gly Arg 
370 375 380 

ggc cac aga cgc age cag age teg aac tec cgt cgt tea tea cgt tea 
Glv His Arg Arg Ser Gin Ser Ser Asn Ser Arg Arg Ser Ser Arg Ser 
385 390 395 400 

ate tgg ttc tct ttg ttc tec age gag gag agt ggg eta gga acc tac 
He Trp Phe Ser Leu Phe Ser Ser Glu Glu Ser Gly Leu Gly Thr Tyr 
405 410 415 

aac aac tat gat tat gat atg gac tgg ctt gta cct gcc acc tgc gag 
Asn Asn Tyr Asp Tyr Asp Met Asp Trp Leu Val Pro Ala Thr Cys Glu 
420 425 430 

ccc att cag age gtc tat ttc ttc tct gga gac aaa tac tac cga gtc 
Pro He Gin Ser Val Tyr Phe Phe Ser Gly Asp Lys Tyr Tyr Arg Val 



1200 



1248 



1296 



1344 



1392 



1437 



<210> 4 

<211> 478 

<212> PRT 

<213> Mus musculus 
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: 11/ 



<400> 4 

Met Ala Pro Leu Arg Pro Phe Phe He Leu Ala Leu Val Ala Trp Val 
15 10 15 



Ser Leu Ala Asp Gin Glu Ser Cys Lys Gly Arg Cys Thr Gin Gly Phe 
20 25 30 



Met Ala Ser Lys Lys Cys Gin Cys Asp Glu Leu Cys Thr Tyr Tyr Gin 
35 40 45 



Ser Cys Cys Ala Asp Tyr Met Glu Gin Cys Lys Pro Gin Val Thr Arg 
50 ' 55 60 



Glv Asp Val Phe Thr Met Pro Glu Asp Asp Tyr Trp Ser Tyr Asp Tyr 
65 70 75 80 

Val Glu Glu Pro Lys Asn Asn Thr Asn Thr Gly Val Gin Pro Glu Asn 
85 90 95 



Thr Ser Pro Pro Gly Asp Leu Asn Pro Arg Thr Asp Gly Thr Leu Lys 
100 105 HO 



Pro Thr Ala Phe Leu Asp Pro Glu Glu Gin Pro Ser Thr Pro Ala Pro 
115 120 125 



Lys Val Glu Gin Gin Glu Glu He Leu Arg Pro Asp Thr Thr Asp Gin 
130 135 140 



Glv Thr Pro Glu Phe Pro Glu Glu Glu Leu Cys Ser Gly Lys Pro Phe 
145 150 155 160 



Asn Ala Phe Thr Asp Leu Lys Asn Gly Ser Leu Phe Ala Phe Arg Gly 
165 170 175 



Gin Tyr Arg Cys Glu Leu Asp Glu Thr Ala Val Arg Pro Gly Tyr Pro 
180 185 190 
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Lys Leu He Gin Asp Val Trp Gly He Glu Gly Pro He Asp Ala Ala 
195 200 205 

Phe Thr Arg He Asn Cys Gin Gly Lys Thr Tyr Leu Phe Lys Gly Ser 
210 " 215 220 



Gin Tyr Trp Arg Phe Glu Asp Gly Val Leu Asp Pro Gly Tyr Pro Arg 
225 230 235 240 



Asn He Ser Glu Gly Phe Ser Gly He Pro Asp Asn Val Asp Ala Ala 
245 250 255 

Phe Ala Leu Pro Ala His Arg Tyr Ser Gly Arg Glu Arg Val Tyr Phe 
260 265 270 

Phe Lys Gly Lys Gin Tyr Trp Glu His Glu Phe Gin Gin Gin Pro Ser 
275 280 285 

Gin Glu Glu Cys Glu Gly Ser Ser Leu Ser Ala Val Phe Glu His Phe 
290 295 300 

Ala Leu Leu Gin Arg Asp Ser Trp Glu Asn He Phe Glu Leu Leu Phe 
305 310 315 320 

Trp Gly Arg Ser Ser Asp Gly Ala Arg Glu Pro Gin Phe He Ser Arg 
325 330 335 



Asn Trp His Gly Val Pro Gly Lys Val Asp Ala Ala Met Ala Gly Arg 
340 345 350 



He Tyr Val Thr Gly Ser Leu Ser His Ser Ala Gin Ala Lys Lys Gin 
355 360 365 



Pro Ser Lys Arg Arg Ser Arg Lys Arg Tyr Arg Ser Arg Arg Gly Arg 
370 375 380 



Gly His Arg Arg Ser Gin Ser Ser Asn Ser Arg Arg Ser Ser Arg Ser 

ffi|E#2 005-3023660 



385 



#11 2 0 0 4 
390 



-024923 
395 
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400 



He Trp Phe Ser Leu Phe Ser Ser Glu Glu Ser Gly Leu Gly Thr Tyr 
405 410 415 



Asn Asn Tyr Asp Tyr Asp Met Asp Trp Leu Val Pro Ala Thr Cys Glu 
420 425 430 



Pro He Gin Ser Val Tyr Phe Phe Ser Gly Asp Lys Tyr Tyr Arg Val 
435 440 445 



Asn Leu Arg Thr Arg Arg Val Asp Ser Val Asn Pro Pro Tyr Pro Arg 
450 455 460 



Ser He Ala Gin Tyr Trp Leu Gly Cys Pro Thr Ser Glu Lys 
465 470 475 



<210> 5 

<211> 9511 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (121).. (9372) 

<223> laminin-2 alpha chain 



<400> 5 

ggcacgagct gcaactccgt gggctccggg aggagtggat ctgctccggc caggatgcct bU 

gcggccaccg ccgggatcct cttgctcctg ctcttgggga cgctcgaagg ctcccagact 120 

cag egg cga cag tec caa gcg cat caa cag aga ggt tta ttt cct get 168 
Gin Arg Arg Gin Ser Gin Ala His Gin Gin Arg Gly Leu Phe Pro Ala 
1 5 10 15 



gtc ctg aat ctt get teg aat gca etc ate aca acc aat get aca tgt 
Val Leu Asn Leu Ala Ser Asn Ala Leu He Thr Thr Asn Ala Thr Cys 
20 25 30 



216 



264 



ggg gaa aaa gga ccc gag atg tac tgc aag ttg gtg gaa cat gtc ccc 
Gly Glu Lys Gly Pro Glu Met Tyr Cys Lys Leu Val Glu His Val Pro 

•ffiIE#2 005-3023660 
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35 40 45 

ggg cag cct gtg agg aac cct cag tgc cga ate tgc aat cag aac age 312 
Gly Gin Pro Val Arg Asn Pro Gin Cys Arg He Cys Asn Gin Asn Ser 
50 55 60 

age aat cca tac cag agg cac ccg att acg aat get att gat ggc aag 360 
Ser Asn Pro Tyr Gin Arg His Pro He Thr Asn Ala He Asp Gly Lys 
65 ~ 70 75 80 

aac aca tgg tgg cag agt ccc agt ate aag aat gga gtg gaa tac cat 
Asn Thr Trp Trp Gin Ser Pro Ser He Lys Asn Gly Val Glu Tyr His 
85 90 95 

tat gtg aca att act ctg gat tta cag cag gtg ttc cag att gee tac 
Tyr Val Thr He Thr Leu Asp Leu Gin Gin Val Phe Gin He Ala Tyr 
100 105 HO 

gta att gtg aag gca gee aat tec cct egg cct gga aac tgg att ttg 
Val He Val Lys Ala Ala Asn Ser Pro Arg Pro Gly Asn Trp He Leu 
115 120 125 

gaa cgt tec ctg gat gac gtg gag tac aaa ccc tgg cag tat cat gcg 
Glu Arg Ser Leu Asp Asp Val Glu Tyr Lys Pro Trp Gin Tyr His Ala 
130 135 140 

gtg aca gac acg gag tgc ctg acc etc tac aat ate tat ccc cgc act 
Val Thr Asp Thr Glu Cys Leu Thr Leu Tyr Asn He Tyr Pro Arg Thr 
145 150 155 160 

gga cca cca tec tac gec aaa gat gat gag gtc ate tgc act tea ttt 
Gly Pro Pro Ser Tyr Ala Lys Asp Asp Glu Val He Cys Thr Ser Phe 
165 170 175 

tat teg aag ate cac cct tta gaa aat gga gag att cac att tct ttg 
Tyr Ser Lys He His Pro Leu Glu Asn Gly Glu He His He Ser Leu 
180 185 190 

ate aat ggg aga cca agt get gat gac ccc tec cct gaa etc ctg gaa 
He Asn Gly Arg Pro Ser Ala Asp Asp Pro Ser Pro Glu Leu Leu Glu 
195 ~ 200 205 

ttc acc tct get cgc tac att cgc ctg aga ttt cag agg ate cgc acc 
Phe Thr Ser Ala Arg Tyr He Arg Leu Arg Phe Gin Arg He Arg Thr 
210 215 220 

ttg aat gca gac ttg atg atg ttt get cac aaa gac ccc aga gaa ate 
Leu Asn Ala Asp Leu Met Met Phe Ala His Lys Asp Pro Arg Glu He 
225 * 230 235 240 



408 



456 



504 



552 



600 



648 



696 



744 



792 



840 
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gat ccc att gtc aca cga aga tat tac tat tct gtc aag gat att tea 
Asp Pro He Val Thr Arg Arg Tyr Tyr Tyr Ser Val Lys Asp He Ser 
245 250 255 

gtt ggc ggg atg tgc ate tgt tat ggt cat gee egg get tgt cca ctt 
Val Gly Gly Met Cys He Cys Tyr Gly His Ala Arg Ala Cys Pro Leu 
260 265 270 

gac cct gca aca aat aaa tea cgc tgt gag tgt gaa cat aac ace tgt 
Asp Pro Ala Thr Asn Lys Ser Arg Cys Glu Cys Glu His Asn Thr Cys 
275 280 285 

ggg gaa age tgt gac agg tgc tgt cca gga ttc cat cag aag cct tgg 
Gly Glu Ser Cys Asp Arg Cys Cys Pro Gly Phe His Gin Lys Pro Trp 
290 295 300 

aga get gga acc ttc etc acc aag tct gag tgt gaa gca tgc aat tgt 
Arg Ala Gly Thr Phe Leu Thr Lys Ser Glu Cys Glu Ala Cys Asn Cys 
305 310 315 320 

cac gga aaa get gag gaa tgc tat tat gat gaa act gtt get age aga 
His Gly Lys Ala Glu Glu Cys Tyr Tyr Asp Glu Thr Val Ala Ser Arg 
325 330 335 

aat eta agt tta aat ata cat ggg aag tac ate gga ggg ggt gtg tgc 
Asn Leu Ser Leu Asn He His Gly Lys Tyr He Gly Gly Gly Val Cys 
340 345 350 

ate aac tgc aca cat aac acg get ggg ata aat tgt gag aca tgt gtt 
He Asn Cys Thr His Asn Thr Ala Gly He Asn Cys Glu Thr Cys Val 
355 360 365 

gat gga ttc ttc aga ccc aaa ggg gtg tea cca aat tat cca aga cca 
Asp Gly Phe Phe Arg Pro Lys Gly Val Ser Pro Asn Tyr Pro Arg Pro 
370 375 380 

tgc cag cca tgt cac tgt gat cca act ggc tec ctt agt gaa gtc tgt 
Cvs Gin Pro Cys His Cys Asp Pro Thr Gly Ser Leu Ser Glu Val Cys 
385 ' 390 395 400 

gtc aaa gat gag aaa tac gee cag cga ggg ttg aaa cct gga tec tgt 
Val Lys Asp Glu Lys Tyr Ala Gin Arg Gly Leu Lys Pro Gly Ser Cys 
405 410 415 

cac tgc aaa act ggc ttt gga ggc gtg aac tgt gat cgc tgt gtc agg 1416 
His Cys Lys Thr Gly Phe Gly Gly Val Asn Cys Asp Arg Cys Val Arg 
420 425 430 

ggt tac cat ggt tac cca gac tgc caa ccc tgt aac tgt agt ggc ttg 1464 
Gly Tyr His Gly Tyr Pro Asp Cys Gin Pro Cys Asn Cys Ser Gly Leu 
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936 



984 



1032 



1080 



1128 



1176 



1224 



1272 



1320 



1368 
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435 



440 



445 



ggg age aca aat gag gac cct tgc gtt ggg ccc tgt age tgt aag gag 
Gly Ser Thr Asn Glu Asp Pro Cys Val Gly Pro Cys Ser Cys Lys Glu 
450 455 460 

aat gtt gaa ggt gaa gac tgt agt cgt tgc aaa tct ggt ttc ttc aac 
Asn Val Glu Gly Glu Asp Cys Ser Arg Cys Lys Ser Gly Phe Phe Asn 
465 470 475 480 

ttg caa gaa gat aat cag aaa ggc tgt gag gag tgt ttc tgt tea gga 
Leu Gin Glu Asp Asn Gin Lys Gly Cys Glu Glu Cys Phe Cys Ser Gly 
485 490 495 

gta tea aac aga tgt cag agt tec tac tgg acc tat ggg aat att caa 
Val Ser Asn Arg Cys Gin Ser Ser Tyr Trp Thr Tyr Gly Asn He Gin 
500 505 510 

gac atg cgt ggt tgg tat etc aca gac etc tct ggc cgc att egg atg 
Asp Met Arg Gly Trp Tyr Leu Thr Asp Leu Ser Gly Arg He Arg Met 
515 520 525 

get ccc cag ctt gat aac cct gac tea cct cag cag ate age ate agt 
Ala Pro Gin Leu Asp Asn Pro Asp Ser Pro Gin Gin He Ser He Ser 
530 535 540 

aac tct gag gec egg aaa tec ctg ctt gat ggt tac tac tgg agt gca 
Asn Ser Glu Ala Arg Lys Ser Leu Leu Asp Gly Tyr Tyr Trp Ser Ala 
545 550 555 560 

ccg cct cca tat ctg gga aac aga ctt cca get gtt ggg gga cag ttg 
Pro Pro Pro Tyr Leu Gly Asn Arg Leu Pro Ala Val Gly Gly Gin Leu 
565 570 575 

tea ttt acc ate tea tat gac etc gaa gaa gag gaa gac gat aca gaa 
Ser Phe Thr He Ser Tyr Asp Leu Glu Glu Glu Glu Asp Asp Thr Glu 
580 585 590 

aaa etc ctt cag ctg atg att ate ttt gag gga aat gac tta aga ate 
Lys Leu Leu Gin Leu Met He He Phe Glu Gly Asn Asp Leu Arg He 
595 600 605 

age aca gcg tat aag gag gtg tac tta gag cca tct gaa gaa cac gtt 
Ser Thr Ala Tyr Lys Glu Val Tyr Leu Glu Pro Ser Glu Glu His Val 
610 615 620 

gag gag gtg tea etc aaa gaa gag gee ttt act ata cat gga aca aat 
Glu Glu Val Ser Leu Lys Glu Glu Ala Phe Thr He His Gly Thr Asn 
625 630 635 640 



1512 



1560 



1608 



1656 



1704 



1752 



1800 



1848 



1896 



1944 



1992 



2040 
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ttg cca gtc act aga aaa gat ttc atg att gtt etc aca aat ttg gga 
Leu Pro Val Thr Arg Lys Asp Phe Met He Val Leu Thr Asn Leu Gly 
645 650 655 

gag ate ctt ate caa ate aca tac aac tta ggg atg gac gee ate ttc 
Glu He Leu He Gin He Thr Tyr Asn Leu Gly Met Asp Ala He Phe 
660 665 670 

agg ctg agt tct gtc aat ctt gaa tct cct gtc cct tat cct act gat 
Arg Leu Ser Ser Val Asn Leu Glu Ser Pro Val Pro Tyr Pro Thr Asp 
675 680 685 

aga cgt att gca act gat gtg gaa gtt tgc cag tgt cca cct ggg tac 
Arg Arg He Ala Thr Asp Val Glu Val Cys Gin Cys Pro Pro Gly Tyr 
690 695 700 

agt ggc age tct tgt gaa aca tgt tgg cct agg cac cga aga gtt aac 
Ser Gly Ser Ser Cys Glu Thr Cys Trp Pro Arg His Arg Arg Val Asn 
705 710 715 720 

ggc acc att ttt ggt ggc att tgt gaa cca tgt cag tgc ttt get cat 
Glv Thr He Phe Gly Gly He Cys Glu Pro Cys Gin Cys Phe Ala His 
725 " 730 735 

gca gaa gee tgt gat gac ate aca gga gaa tgt ctg aac tgt aag gat 
Ala Glu Ala Cys Asp Asp He Thr Gly Glu Cys Leu Asn Cys Lys Asp 
740 745 750 

cac aca ggt ggg ccg tac tgc aat gaa tgt etc cct gga ttc tat ggt 
His Thr Gly Gly Pro Tyr Cys Asn Glu Cys Leu Pro Gly Phe Tyr Gly 
755 760 765 

gat cct act cga gga age cct gaa gac tgt cag ccc tgt gec tgt cca 
Asp Pro Thr Arg Gly Ser Pro Glu Asp Cys Gin Pro Cys Ala Cys Pro 
770 775 780 

etc aat ate cca tea aat aac ttt agt cca aca tgc cat tta gac egg 
Leu Asn He Pro Ser Asn Asn Phe Ser Pro Thr Cys His Leu Asp Arg 
785 790 795 800 

agt ctg gga ttg ate tgt gac gag tgt cct att ggg tac aca gga ccg 
Ser Leu Gly Leu He Cys Asp Glu Cys Pro He Gly Tyr Thr Gly Pro 
805 810 315 

cgc tgt gag agg tgt gca gaa ggc tat ttt gga caa cct tec gta cct 
Arg Cys Glu Arg Cys Ala Glu Gly Tyr Phe Gly Gin Pro Ser Val Pro 
820 825 830 

gga gga tea tgt cag cca tgc caa tgc aat gac aac ctt gac tac tec 
Gly Gly Ser Cys Gin Pro Cys Gin Cys Asn Asp Asn Leu Asp Tyr Ser 
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2136 



2184 



2232 



2280 



2328 



2376 



2424 



2472 



2520 



2568 



2616 



2664 
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835 840 845 

ate cct ggc age tgt gac age ctg tct ggc tec tgt ctg att tgt aag 
He Pro Gly Ser Cys Asp Ser Leu Ser Gly Ser Cys Leu He Cys Lys 
850 * 855 860 

cca ggt aca aca ggc egg tac tgt gag etc tgt get gat ggg tat ttt 
Pro Gly Thr Thr Gly Arg Tyr Cys Glu Leu Cys Ala Asp Gly Tyr Phe 
865 ~ 870 875 880 

gga gac gcg gtt aat aca aag aac tgt caa cca tgc cgt tgt gat ate 
Gly Asp Ala Val Asn Thr Lys Asn Cys Gin Pro Cys Arg Cys Asp He 
885 890 895 

aat ggc tec ttc tea gag gat tgt cac aca aga act ggg caa tgt gag 
Asn Gly Ser Phe Ser Glu Asp Cys His Thr Arg Thr Gly Gin Cys Glu 
900 905 910 

tgc aga ccc aat gtt cag ggg egg cac tgt gac gag tgt aag cct gaa 
Cys Arg Pro Asn Val Gin Gly Arg His Cys Asp Glu Cys Lys Pro Glu 
915 920 925 

ace ttt ggc ctg caa ctg gga agg ggt tgt ctg ccc tgc aac tgc aat 
Thr Phe Gly Leu Gin Leu Gly Arg Gly Cys Leu Pro Cys Asn Cys Asn 
930 935 940 

tct ttt ggg tct aag tec ttt gac tgt gaa gca agt ggg cag tgc tgg 
Ser Phe Gly Ser Lys Ser Phe Asp Cys Glu Ala Ser Gly Gin Cys Trp 
945 950 955 960 

tgc cag cct gga gta gca ggg aag aaa tgt gac cgt tgt gee cat ggc 
Cys Gin Pro Gly Val Ala Gly Lys Lys Cys Asp Arg Cys Ala His Gly 
965 970 975 

tac ttc aac ttc caa gaa gga ggc tgc ata get tgt gac tgt tct cat 
Tyr Phe Asn Phe Gin Glu Gly Gly Cys He Ala Cys Asp Cys Ser His 
980 985 990 

ctg ggc aac aac tgt gac cca aaa act ggc caa tgc att tgc cca ccc 3144 
Leu Gly Asn Asn Cys Asp Pro Lys Thr Gly Gin Cys He Cys Pro Pro 
995 1000 1005 

aat acc act gga gaa aag tgt tct gag tgt ctt ccc aac acc tgg 3189 
Asn Thr Thr Gly Glu Lys Cys Ser Glu Cys Leu Pro Asn Thr Trp 
1010 1015 1020 

ggt cac age att gtc acc ggc tgt aag gtt tgt aac tgc age act 3234 
Gly His Ser He Val Thr Gly Cys Lys Val Cys Asn Cys Ser Thr 
1025 1030 1035 
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gtg ggg tec ttg get tct cag tgc aat gta aac acg ggc cag tgc 3279 
Val Gly Ser Leu Ala Ser Gin Cys Asn Val Asn Thr Gly Gin Cys 
1040 1045 1050 

age tgt cat cca aaa ttc tct ggt atg aaa tgc tea gag tgc age 3324 
Ser Cys His Pro Lys Phe Ser Gly Met Lys Cys Ser Glu Cys Ser 
1055 1060 1065 

cga ggt cac tgg aac tat cct etc tgc act eta tgt gac tgc ttc 3369 
Arg Gly His Trp Asn Tyr Pro Leu Cys Thr Leu Cys Asp Cys Phe 
1070 1075 1080 

ctt cca ggc aca gat gee acg act tgt gat ctg gag act agg aaa 3414 
Leu Pro Gly Thr Asp Ala Thr Thr Cys Asp Leu Glu Thr Arg Lys 
1085 1090 1095 

tgc tec tgt agt gat caa act gga cag tgc age tgt aag gtg aat 3459 
Cys Ser Cys Ser Asp Gin Thr Gly Gin Cys Ser Cys Lys Val Asn 
1100 H05 IHO 

gtg gaa ggc gtc cac tgt gac agg tgc egg cct ggc aaa ttt gga 3504 
Val Glu Gly Val His Cys Asp Arg Cys Arg Pro Gly Lys Phe Gly 
1115 1120 1125 

eta gat gee aag aac cca ctt ggc tgc age age tgc tac tgc ttt 3549 
Leu Asp Ala Lys Asn Pro Leu Gly Cys Ser Ser Cys Tyr Cys Phe 
1130 1135 1140 

gga gtt act agt caa tgc tct gaa gca aag ggg ctg ate cgt acg 3594 
Gly Val Thr Ser Gin Cys Ser Glu Ala Lys Gly Leu He Arg Thr 
1145 1150 1155 

tgg gtg act ttg agt gat gaa cag ace att eta cct ctg gtg gat 3639 
Trp Val Thr Leu Ser Asp Glu Gin Thr He Leu Pro Leu Val Asp 
1160 1165 1170 

gag gee ctg cag cac acg act acc aaa ggc att get ttc cag aaa 3684 
Glu Ala Leu Gin His Thr Thr Thr Lys Gly He Ala Phe Gin Lys 
1175 1180 1185 

cca gag att gtt gca aag atg gat gaa gtc agg caa gag etc cat 3729 
Pro Glu He Val Ala Lys Met Asp Glu Val Arg Gin Glu Leu His 
1190 1195 1200 

ttg gaa cct ttt tac tgg aaa etc cca caa caa ttt gaa ggg aaa 3774 
Leu Glu Pro Phe Tyr Trp Lys Leu Pro Gin Gin Phe Glu Gly Lys 
1205 1210 1215 

aag ttg atg get tat ggt ggc aaa etc aag tat gee ate tat ttt 3819 
Lys Leu Met Ala Tyr Gly Gly Lys Leu Lys Tyr Ala He Tyr Phe 
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1220 



1225 



1230 



gag get egg gat gag aca ggc ttt gec aca tat aaa cct caa gtt 3864 
Glu Ala Arg Asp Glu Thr Gly Phe Ala Thr Tyr Lys Pro Gin Val 
1235 1240 1245 

ate att cga ggt gga act cct act cat get aga att att ace aga 3909 
He He Arg Gly Gly Thr Pro Thr His Ala Arg He He Thr Arg 
1250 ~ 1255 1260 

cac atg get gee cct etc att ggc cag ttg aca egg cat gaa ata 3954 
His Met Ala Ala Pro Leu He Gly Gin Leu Thr Arg His Glu He 
1265 1270 1275 

gaa atg aca gag aaa gaa tgg aaa tat tat ggt gat gat cct cga 3999 
Glu Met Thr Glu Lys Glu Trp Lys Tyr Tyr Gly Asp Asp Pro Arg 
1280 1285 1290 

ate agt aga act gtg ace cgt gaa gac ttc ttg gat ata eta tat 4044 
He Ser Arg Thr Val Thr Arg Glu Asp Phe Leu Asp He Leu Tyr 
1295 J 1300 1305 

gat att cac tat ate ctt ate aag get act tat gga aac gtt gtg 4089 
Asp He His Tyr He Leu He Lys Ala Thr Tyr Gly Asn Val Val 
1310 " 1315 1320 

aga caa age cgc att tct gaa ate tec atg gaa gta get gaa cca 4134 
Arg Gin Ser Arg He Ser Glu He Ser Met Glu Val Ala Glu Pro 
1325 1330 1335 

gga cat gta tta gca ggg age cca cca gca cac ttg ata gaa aga 4179 
Gly His Val Leu Ala Gly Ser Pro Pro Ala His Leu He Glu Arg 
1340 1345 1350 

tgc gat tgc cct cct ggc tat tct ggc ttg tct tgt gag acg tgt 4224 
Cys Asp Cys Pro Pro Gly Tyr Ser Gly Leu Ser Cys Glu Thr Cys 
1355 1360 1365 

gca cca gga ttt tac cga ctt cgt tct gaa cca ggt ggg egg act 4269 
Ala Pro Gly Phe Tyr Arg Leu Arg Ser Glu Pro Gly Gly Arg Thr 
1370 1375 1380 

cct gga cca ace tta ggg ace tgt gtt ccc tgc caa tgt aat gga 4314 
Pro Gly Pro Thr Leu Gly Thr Cys Val Pro Cys Gin Cys Asn Gly 
1385 1390 1395 

cac age agt cag tgt gat cct gag ace tea gta tgc cag aat tgt 4359 
His Ser Ser Gin Cys Asp Pro Glu Thr Ser Val Cys Gin Asn Cys 
1400 1405 1410 
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cag cat cac act get ggt gac ttc tgt gag cgc tgt gec ctt ggc 
Gin His His Thr Ala Gly Asp Phe Cys Glu Arg Cys Ala Leu Gly 
1415 1420 1425 

tac tat gga ate gtc agg gga ttg cca aat gac tgc caa cca tgt 
Tyr Tyr Gly He Val Arg Gly Leu Pro Asn Asp Cys Gin Pro Cys 
1430 1435 1440 

get tgt cct ctg att teg ccc age aac aat ttc age ccc tct tgt 
Ala Cys Pro Leu He Ser Pro Ser Asn Asn Phe Ser Pro Ser Cys 
1445 1450 1455 

gta ttg gaa ggt ctg gaa gat tac cgt tgc acc gee tgc cca agg 
Val Leu Glu Gly Leu Glu Asp Tyr Arg Cys Thr Ala Cys Pro Arg 
1460 1465 1470 

ggc tat gaa gga cag tac tgt gaa agg tgt gee cca ggc tat act 
Gly Tyr Glu Gly Gin Tyr Cys Glu Arg Cys Ala Pro Gly Tyr Thr 
1475 1480 1485 

ggc age cca age age ccc gga ggc tec tgc caa gaa tgt gag tgt 
Gly Ser Pro Ser Ser Pro Gly Gly Ser Cys Gin Glu Cys Glu Cys 
1490 1495 1500 

gac cct tat ggc tec eta ccg gtt ccc tgt gac egg gtc aca gga 
Asp Pro Tyr Gly Ser Leu Pro Val Pro Cys Asp Arg Val Thr Gly 
1505 1510 1515 

etc tgc acg tgc cgc cct gga gee aca gga agg aag tgt gat ggc 
Leu Cys Thr Cys Arg Pro Gly Ala Thr Gly Arg Lys Cys Asp Gly 
1520 1525 1530 

tgc gag cac tgg cat gca cgc gag ggt gca gag tgt gtc ttt tgt 
Cys Glu His Trp His Ala Arg Glu Gly Ala Glu Cys Val Phe Cys 
1535 1540 1545 



gga gac gag tgt aca ggc ctt ctt ctt ggt gac ctg 
Gly Asp Glu Cys Thr Gly Leu Leu Leu Gly Asp Leu 
1550 1555 1560 



get cgt eta 
Ala Arg Leu 



gag cag atg acc atg aac ate aac etc acg ggc cca ctg cct get 
Glu Gin Met Thr Met Asn He Asn Leu Thr Gly Pro Leu Pro Ala 
1565 1570 1575 

cca tat aaa att ctg tat ggt ctt gaa aat aca act cag gaa etc 
Pro Tyr Lys He Leu Tyr Gly Leu Glu Asn Thr Thr Gin Glu Leu 
1580 1585 1590 



aag cac ctg eta tea ccg caa 
Lys His Leu Leu Ser Pro Gin 



egg gca cca gag agg etc att cag 
Arg Ala Pro Glu Arg Leu He Gin 

tBliE#2 0 0 5- 



4404 

4449 

4494 

4539 

4584 

4629 

4674 

4719 

4764 

4809 

4854 

4899 

4944 
3 0 2 3 6 6 0 
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1595 1600 1605 

ttg gca gag ggc aac gtg aac aca ctt gtg atg gaa aca aat gag 4989 
Leu Ala Glu Gly Asn Val Asn Thr Leu Val Met Glu Thr Asn Glu 
1610 1615 1620 

ctg eta ace aga gca acc aaa gtg aca gca gat ggt gag caa aca 5034 
Leu Leu Thr Arg Ala Thr Lys Val Thr Ala Asp Gly Glu Gin Thr 
1625 1630 1635 

gga caa gat get gag agg acc aac tec aga gca gaa tec ttg gaa 5079 
Gly Gin Asp Ala Glu Arg Thr Asn Ser Arg Ala Glu Ser Leu Glu 
1640 1645 1650 

gaa ttc att aaa ggg ctt gtc cag gat get gaa gee ata aat gaa 5124 
Glu Phe He Lys Gly Leu Val Gin Asp Ala Glu Ala He Asn Glu 
1655 1660 1665 

aaa get gta aaa eta aat gaa acc tta gga aat caa gat aag aca 5169 
Lys Ala Val Lys Leu Asn Glu Thr Leu Gly Asn Gin Asp Lys Thr 
1670 1675 1680 

gca gag aga aac ttg gag gag ctt caa aag gaa ate gac egg atg 5214 
Ala Glu Arg Asn Leu Glu Glu Leu Gin Lys Glu He Asp Arg Met 
1685 1690 1695 

ctg aag gaa ctg aga agt aaa gat ctt caa aca cag aag gaa gtt 5259 
Leu Lys Glu Leu Arg Ser Lys Asp Leu Gin Thr Gin Lys Glu Val 
1700 1705 1710 

get gag gat gag etc gtg gca gca gaa ggc ctt ctg aag aga gta 5304 
Ala Glu Asp Glu Leu Val Ala Ala Glu Gly Leu Leu Lys Arg Val 
1715 1720 1725 

aac aag ctg ttt gga gag ccc aga gee cag aat gaa gat atg gaa 5349 
Asn Lys Leu Phe Gly Glu Pro Arg Ala Gin Asn Glu Asp Met Glu 
1730 1735 1740 

aag gat etc cag cag aaa ctg gca gag tac aag aac aaa ctt gat 5394 
Lys Asp Leu Gin Gin Lys Leu Ala Glu Tyr Lys Asn Lys Leu Asp 
1745 1750 1755 

gat get tgg gat eta ttg aga gaa gee act gat aaa acc cga gat 5439 
Asp Ala Trp Asp Leu Leu Arg Glu Ala Thr Asp Lys Thr Arg Asp 
1760 ~ 1765 1770 

get aat cgt ttg tct get gee aat caa aaa aac atg acc ata ctg 5484 
Ala Asn Arg Leu Ser Ala Ala Asn Gin Lys Asn Met Thr He Leu 
1775 ' 1780 1785 
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gag aca aag aag gag get att gaa ggt age aaa cga caa ata gag 5529 
Glu Thr Lys Lys Glu Ala He Glu Gly Ser Lys Arg Gin He Glu 
1790 1795 1800 

aac act tta aag gaa ggc aat gac ate ctt gat gaa gee aat caa 5574 
Asn Thr Leu Lys Glu Gly Asn Asp He Leu Asp Glu Ala Asn Gin 
1805 1810 1815 

etc tta ggt gaa ate aac tea gtc ata gat tat gtc gac gac att 5619 
Leu Leu Gly Glu He Asn Ser Val He Asp Tyr Val Asp Asp He 
1820 1825 1830 

aaa act aag ttg cca cca atg tec gag gag ctg agt gac aaa ata 5664 
Lys Thr Lys Leu Pro Pro Met Ser Glu Glu Leu Ser Asp Lys He 
1835 1840 1845 

gat gac etc gee cag gaa ata aag gac aga agg ctt get gag aag 5709 
Asp Asp Leu Ala Gin Glu He Lys Asp Arg Arg Leu Ala Glu Lys 
1850 1855 I860 

gtg ttc cag get gag age cat get get cag ctg aac gac teg tct 5754 
Val Phe Gin Ala Glu Ser His Ala Ala Gin Leu Asn Asp Ser Ser 
1865 1870 1875 

get gta ctt gat gga ate ctg gat gag get aag aac ate tct ttc 5799 
Ala Val Leu Asp Gly He Leu Asp Glu Ala Lys Asn He Ser Phe 
1880 1885 1890 

aat gee acg gca gee ttc aga get tac agt aat att aaa gac tac 5844 
Asn Ala Thr Ala Ala Phe Arg Ala Tyr Ser Asn He Lys Asp Tyr 
1895 1900 1905 

att gat gaa get gag aaa gtg gee aga gaa gee aaa gag ctt gee 5889 
He Asp Glu Ala Glu Lys Val Ala Arg Glu Ala Lys Glu Leu Ala 
1910 1915 1920 

caa ggg get aca aaa ctg gca aca agt cct cag ggc tta tta aaa 5934 
Gin Gly Ala Thr Lys Leu Ala Thr Ser Pro Gin Gly Leu Leu Lys 
1925 1930 1935 

gaa gat gee aaa ggc tec ctt cag aaa age ttc agg ate etc aat 5979 
Glu Asp Ala Lys Gly Ser Leu Gin Lys Ser Phe Arg He Leu Asn 
1940 1945 1950 

gaa gee aag aag eta gca aac gat gtg aaa gga aat cac aat gat 6024 
Glu Ala Lys Lys Leu Ala Asn Asp Val Lys Gly Asn His Asn Asp 
1955 1960 1965 

eta aat gac ctg aaa ace agg tta gaa act get gac ctt aga aac 6069 
Leu Asn Asp Leu Lys Thr Arg Leu Glu Thr Ala Asp Leu Arg Asn 
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1970 1975 1980 

agt gga ctt eta gga get eta aat gac ace atg gac aag tta tea 6114 
Ser Gly Leu Leu Gly Ala Leu Asn Asp Thr Met Asp Lys Leu Ser 
1985 1990 1995 

gee att aca aat gac acg get get aaa ctg cag get gtc aaa gag 6159 
Ala He Thr Asn Asp Thr Ala Ala Lys Leu Gin Ala Val Lys Glu 
2000 2005 2010 

aaa gee aga gaa gee aat gac aca gca aaa get gtc ctg gee cag 6204 
Lys Ala Arg Glu Ala Asn Asp Thr Ala Lys Ala Val Leu Ala Gin 
2015 2020 2025 

gtt aag gac ctg cat cag aac eta gat ggc ctg aag caa aac tac 6249 
Val Lys Asp Leu His Gin Asn Leu Asp Gly Leu Lys Gin Asn Tyr 
2030 ' 2035 2040 

aat aaa ctg gca gac age gtg gec aaa acg aac get gtg gtg aaa 6294 
Asn Lys Leu Ala Asp Ser Val Ala Lys Thr Asn Ala Val Val Lys 
2045 2050 2055 

gat cct tec aaa aac aaa ate att gca gat gca ggc act tec gtg 6339 
Asp Pro Ser Lys Asn Lys He He Ala Asp Ala Gly Thr Ser Val 
2060 2065 2070 

aga aat eta gaa cag gaa get gac egg eta ate gac aaa etc aag 6384 
Arg Asn Leu Glu Gin Glu Ala Asp Arg Leu He Asp Lys Leu Lys 
2075 2080 2085 

ccc ate aag gag ctt gag gac aac eta aag aaa aac att tct gaa 6429 
Pro He Lys Glu Leu Glu Asp Asn Leu Lys Lys Asn He Ser Glu 
2090 2095 2100 

ata aag gaa ctg ate aac caa get egg aaa caa get aac tct ate 6474 
He Lys Glu Leu He Asn Gin Ala Arg Lys Gin Ala Asn Ser He 
2105 2110 2115 

aaa gta tct gtt tct teg gga ggt gac tgt gtt egg aca tac agg 6519 
Lys Val Ser Val Ser Ser Gly Gly Asp Cys Val Arg Thr Tyr Arg 
2120 2125 2130 

cca gaa ate aag aaa gga age tac aat aac ate gtt gtc cat gtc 6564 
Pro Glu He Lys Lys Gly Ser Tyr Asn Asn He Val Val His Val 
2135 2140 2145 

aag acc get gtt gee gac aac etc ctt ttt tat ctt gga agt gec 6609 
Lys Thr Ala Val Ala Asp Asn Leu Leu Phe Tyr Leu Gly Ser Ala 
2150 2155 2160 
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aaa ttt att gac ttt ctt get ata gaa atg cgc aaa ggc aaa gtc 6654 
Lys Phe He Asp Phe Leu Ala He Glu Met Arg Lys Gly Lys Val 
2165 2170 2175 

age ttc etc tgg att gtt ggc tct gga gtt ggc cga gta ggg ttt 6699 
Ser Phe Leu Trp He Val Gly Ser Gly Val Gly Arg Val Gly Phe 
2180 2185 2190 

cca gac ttg acc ate gac gac tec tat tgg tac cgt att gaa gca 6744 
Pro Asp Leu Thr He Asp Asp Ser Tyr Trp Tyr Arg He Glu Ala 
2195 2200 2205 

tea aga acg gga aga aat gga tct att tct gtg aga get tta gat 6789 
Ser Arg Thr Gly Arg Asn Gly Ser He Ser Val Arg Ala Leu Asp 
2210 2215 2220 

gga ccc aaa gec agt atg gta ccc age acc tac cat tea gtg tct 6834 
Gly Pro Lys Ala Ser Met Val Pro Ser Thr Tyr His Ser Val Ser 
2225 2230 2235 

cct ccc ggg tat act ate eta gat gtg gat gca aat gca atg ctg 6879 
Pro Pro Gly Tyr Thr He Leu Asp Val Asp Ala Asn Ala Met Leu 
2240 2245 2250 

ttt gtt ggt ggc ctg acc gga aaa ata aag aag gec gat get gta 6924 
Phe Val Gly Gly Leu Thr Gly Lys He Lys Lys Ala Asp Ala Val 
2255 2260 2265 

cgt gtg ate acc ttc acc ggc tgt atg gga gaa aca tac ttt gac 6969 
Arg Val He Thr Phe Thr Gly Cys Met Gly Glu Thr Tyr Phe Asp 
2270 2275 2280 



aac aaa cct ata ggt tta tgg aac ttc egg gag aaa gaa ggc gac 
Asn Lys Pro He Gly Leu Trp Asn Phe Arg Glu Lys Glu Gly Asp 
2285 2290 2295 



act att cag ttt gat ggt gaa ggc tat gca tta gtg age egg ccc 
Thr He Gin Phe Asp Gly Glu Gly Tyr Ala Leu Val Ser Arg Pro 
2315 2320 2325 



7014 



tgt aag gga tgt act gtc age cca caa gtg gaa gat agt gag ggg 7059 
Cys Lys Gly Cys Thr Val Ser Pro Gin Val Glu Asp Ser Glu Gly 
2300 2305 2310 



7104 



ate cgc tgg tac ccc aac ate tec aca gtc atg ttc aag ttc egg 7149 
He Arg Trp Tyr Pro Asn He Ser Thr Val Met Phe Lys Phe Arg 
2330 2335 2340 

aca ttt tea tea agt get etc ctg atg tat ctt gee aca cga gac 7194 
Thr Phe Ser Ser Ser Ala Leu Leu Met Tyr Leu Ala Thr Arg Asp 
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ctg aaa gat ttc atg agt gta gag etc agt gat gga cat gtg aaa 7239 
Leu Lys Asp Phe Met Ser Val Glu Leu Ser Asp Gly His Val Lys 
2360 2365 2370 

gtc age tat gac ctg ggc tea gga atg act tec gtt gtc age aat 7284 
Val Ser Tyr Asp Leu Gly Ser Gly Met Thr Ser Val Val Ser Asn 
2375 2380 2385 

caa aac cat aat gat ggg aaa tgg aaa gca ttc acg ctg teg egg 7329 
Gin Asn His Asn Asp Gly Lys Trp Lys Ala Phe Thr Leu Ser Arg 
2390 2395 2400 

att cag aaa caa gee aac ata teg att gtc gac ate gat tct aac 7374 
He Gin Lys Gin Ala Asn He Ser He Val Asp He Asp Ser Asn 
2405 2410 2415 

cag gag gag aat gta get act tea tct tct gga aac aac ttt ggt 7419 
Gin Glu Glu Asn Val Ala Thr Ser Ser Ser Gly Asn Asn Phe Gly 
2420 2425 2430 

ctt gac ttg aaa gca gat gac aaa ata tat ttt ggt ggc ctg cca 7464 
Leu Asp Leu Lys Ala Asp Asp Lys He Tyr Phe Gly Gly Leu Pro 
2435 2440 2445 

act ctg aga aac ttg agt atg aaa gca agg cca gaa gtc aat gtg 7509 
Thr Leu Arg Asn Leu Ser Met Lys Ala Arg Pro Glu Val Asn Val 
2450 2455 2460 

aag aaa tac tec ggc tgc etc aaa gat att gaa att tea aga aca 7554 
Lys Lys Tyr Ser Gly Cys Leu Lys Asp He Glu He Ser Arg Thr 
2465 2470 2475 

cct tac aat ata etc age age cct gat tat gtt ggt gtg ace aaa 7599 
Pro Tyr Asn He Leu Ser Ser Pro Asp Tyr Val Gly Val Thr Lys 
2480 2485 2490 

ggc tgt tea ctg gag aat gtt aat aca gtt agt ttc ccc aag cct 7644 
Gly Cys Ser Leu Glu Asn Val Asn Thr Val Ser Phe Pro Lys Pro 
2495 2500 2505 

ggt ttt gtg gag ctt gec get gtg tct att gat gtt gga aca gaa 7689 
Gly Phe Val Glu Leu Ala Ala Val Ser He Asp Val Gly Thr Glu 
2510 2515 2520 

ate aat ctg tec ttt agt acc agg aac gag tct ggg ate att etc 7734 
He Asn Leu Ser Phe Ser Thr Arg Asn Glu Ser Gly He He Leu 
2525 2530 2535 
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ttg gga agt gga ggg aca etc aca cca ccc agg aga aaa egg aga 
Leu Gly Ser Gly Gly Thr Leu Thr Pro Pro Arg Arg Lys Arg Arg 
2540 2545 2550 

caa ace aca cag get tat tat gee ata ttc etc aac aag ggc cgc 
Gin Thr Thr Gin Ala Tyr Tyr Ala He Phe Leu Asn Lys Gly Arg 
2555 2560 2565 

ttg gaa gtg cat etc tec teg ggg aca egg aca atg agg aaa att 
Leu Glu Val His Leu Ser Ser Gly Thr Arg Thr Met Arg Lys He 
2570 2575 2580 

gtc ate aaa ccg gag cca aat ttg ttt cat gat ggg aga gaa cat 
Val He Lys Pro Glu Pro Asn Leu Phe His Asp Gly Arg Glu His 
2585 2590 2595 

tct gtc cac gta gaa aga ace aga ggc ate ttc act gtt caa att 
Ser Val His Val Glu Arg Thr Arg Gly He Phe Thr Val Gin He 
2600 2605 2610 

gat gaa gac aga aga cat ate caa aac ctg aca gag gaa cag ccc 
Asp Glu Asp Arg Arg His He Gin Asn Leu Thr Glu Glu Gin Pro 
2615 2620 2625 

ate gaa gtg aaa aag etc ttt gtc ggg ggt get cct cct gaa ttt 
He Glu Val Lys Lys Leu Phe Val Gly Gly Ala Pro Pro Glu Phe 
2630 2635 2640 

cag ccc tec cca etc agg aat att ccg gee ttt caa ggc tgt gtg 
Gin Pro Ser Pro Leu Arg Asn He Pro Ala Phe Gin Gly Cys Val 
2645 2650 2655 

tgg aac ctt gtt att aac tec ate ccc atg gac ttt gcg cag cct 
Trp Asn Leu Val He Asn Ser He Pro Met Asp Phe Ala Gin Pro 
2660 2665 2670 

ata gee ttc aaa aat gee gac att ggt cgc tgt ace tat caa aag 
He Ala Phe Lys Asn Ala Asp He Gly Arg Cys Thr Tyr Gin Lys 
2675 2680 2685 

ccc egg gaa gat gag agt gaa gca gtt cca get gaa gtt att gtc 
Pro Arg Glu Asp Glu Ser Glu Ala Val Pro Ala Glu Val He Val 
2690 2695 2700 

cag cct cag teg gtg ccc ace cct gee ttc cct ttc cca gtc ccc 
Gin Pro Gin Ser Val Pro Thr Pro Ala Phe Pro Phe Pro Val Pro 
2705 2710 2715 



7779 



7824 



7869 



7914 



7959 



8004 



8049 



8094 



8139 



8184 



8229 



8274 



8319 



acc atg gtg cat ggc cct tgt gtt gca gaa tea gaa cca get ctt 
Thr Met Val His Gly Pro Cys Val Ala Glu Ser Glu Pro Ala Leu 
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2720 2725 2730 

ctg aca ggg age aag cag ttt ggg ctt tec aga aac age cac att 8364 
Leu Thr Gly Ser Lys Gin Phe Gly Leu Ser Arg Asn Ser His He 
2735 2740 2745 

gca att gtc ttt gat gac ace aaa gtt aaa aac cgc etc acc att 8409 
Ala He Val Phe Asp Asp Thr Lys Val Lys Asn Arg Leu Thr He 
2750 2755 2760 

gag ctg gag gta cga act gaa get gaa tea ggc ttg etc ttc tac 8454 
Glu Leu Glu Val Arg Thr Glu Ala Glu Ser Gly Leu Leu Phe Tyr 
2765 2770 2775 

atg ggt egg ate aat cat get gat ttt ggt act gtt cag ctg agg 8499 
Met Gly Arg He Asn His Ala Asp Phe Gly Thr Val Gin Leu Arg 
2780 2785 2790 

aat ggg ttc ccg ttc ttc agt tat gat ttg ggg agt ggg age acc 8544 
Asn Gly Phe Pro Phe Phe Ser Tyr Asp Leu Gly Ser Gly Ser Thr 
2795 2800 2805 

aga acc atg ate ccc aca aaa ate aac gat ggt cag tgg cac aag 8589 
Arg Thr Met He Pro Thr Lys He Asn Asp Gly Gin Trp His Lys 
2810 2815 2820 

att aag att gtg aga gtg aag cag gag gga att ctt tat gtg gat 8634 
He Lys He Val Arg Val Lys Gin Glu Gly He Leu Tyr Val Asp 
2825 2830 2835 

gat gee tec age caa acc ate agt ccc aag aaa gec gac ate ctg 8679 
Asp Ala Ser Ser Gin Thr He Ser Pro Lys Lys Ala Asp He Leu 
2840 2845 2850 

gat gtc ggg ggg att ctg tat gtc ggt gga ttg ccg ate aac tat 8724 
Asp Val Gly Gly He Leu Tyr Val Gly Gly Leu Pro He Asn Tyr 
2855 2860 2865 

acc aca cgc aga att ggt cca gtg act tac age ctg gat ggc tgt 8769 
Thr Thr Arg Arg He Gly Pro Val Thr Tyr Ser Leu Asp Gly Cys 
2870 ~ 2875 2880 

gtt agg aat ctt cac atg gaa caa gee cct gtt gat ctg gac cag 8814 
Val Arg Asn Leu His Met Glu Gin Ala Pro Val Asp Leu Asp Gin 
2885 2890 2895 

cct acc tec age ttt cac gtt ggg aca tgc ttt gcg aat gca gag 8859 
Pro Thr Ser Ser Phe His Val Gly Thr Cys Phe Ala Asn Ala Glu. 
2900 2905 2910 
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agt ggg act tac ttt gat gga acc ggt ttt ggt aaa gca gtt ggt 8904 
Ser Gly Thr Tyr Phe Asp Gly Thr Gly Phe Gly Lys Ala Val Gly 
2915 2920 2925 

ggg ttc ate gtt gga ttg gac ctt ctt gtg gaa ttt gaa ttc cgt 
Gly Phe He Val Gly Leu Asp Leu Leu Val Glu Phe Glu Phe Arg 
2930 2935 2940 



cag gtg gat gec cag age cca aac tea gca teg aca tea get gat 
Gin Val Asp Ala Gin Ser Pro Asn Ser Ala Ser Thr Ser Ala Asp 
3020 3025 3030 



tct ctg aag etc acc aaa ggc act gca aac cgc tgg agg tta att 
Ser Leu Lys Leu Thr Lys Gly Thr Ala Asn Arg Trp Arg Leu He 
3065 3070 3075 



8949 



acc aca aga ccc act ggg gtc etc ctg ggg ate age agt cag aag 8994 
Thr Thr Arg Pro Thr Gly Val Leu Leu Gly He Ser Ser Gin Lys 
2945 2950 2955 

atg gat gga atg ggt att gaa atg ate gac gag aag ctt atg ttc 9039 
Met Asp Gly Met Gly He Glu Met He Asp Glu Lys Leu Met Phe 
2960 2965 2970 

cac gtg gat aat ggc get ggc cga ttc act gca att tat gat get 9084 
His Val Asp Asn Gly Ala Gly Arg Phe Thr Ala He Tyr Asp Ala 
2975 2980 2985 

gag ate cca ggc cac atg tgc aat gga cag tgg tat aaa gtc act 
Glu He Pro Gly His Met Cys Asn Gly Gin Trp Tyr Lys Val Thr 
2990 2995 3000 

gee aag aag ate aaa aac cgt ctt gag ctg gtg gta gat ggg aac 9174 
Ala Lys Lys He Lys Asn Arg Leu Glu Leu Val Val Asp Gly Asn 
3005 3010 3015 



9129 



9219 



aca aac gac cct gtt ttc gtt ggc ggt ttc cca ggt ggc etc aat 9264 
Thr Asn Asp Pro Val Phe Val Gly Gly Phe Pro Gly Gly Leu Asn 
3035 3040 3045 

cag ttt ggc ctg acc acc aac att agg ttc cga ggc tgc ate cga 9309 
Gin Phe Gly Leu Thr Thr Asn He Arg Phe Arg Gly Cys He Arg 
3050 3055 3060 



9354 



ttg cca agg ccc tgg aac tgaggggtgt tcaacctgta tcatgcccga 9402 
Leu Pro Arg Pro Trp Asn 
3080 

ctacctaata aagatagttc aatcctgagg agaattcatc aaaacaagta tatcaagtta 9462 
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aacaatatac actcctatca tattaataaa actaatgtgc agcggccgc 



30/ 

9511 



<210> 6 

<211> 3084 

<212> PRT 

<213> Mus musculus 

<400> 6 

Gin Arg Arg Gin Ser Gin Ala His Gin Gin Arg Gly Leu Phe Pro Ala 
1 5 10 15 



Val Leu Asn Leu Ala Ser Asn Ala Leu He Thr Thr Asn Ala Thr Cys 
20 25 30 



Gly Glu Lys Gly Pro Glu Met Tyr Cys Lys Leu Val Glu His Val Pro 
35 40 45 



Gly Gin Pro Val Arg Asn Pro Gin Cys Arg He Cys Asn Gin Asn Ser 
50 55 60 



Ser Asn Pro Tyr Gin Arg His Pro He Thr Asn Ala He Asp Gly Lys 
65 ' 70 75 80 



Asn Thr Trp Trp Gin Ser Pro Ser He Lys Asn Gly Val Glu Tyr His 
85 90 95 



Tyr Val Thr He Thr Leu Asp Leu Gin Gin Val Phe Gin He Ala Tyr 
100 105 HO 



Val He Val Lys Ala Ala Asn Ser Pro Arg Pro Gly Asn Trp He Leu 
115 120 125 



Glu Arg Ser Leu Asp Asp Val Glu Tyr Lys Pro Trp Gin Tyr His Ala 
130 135 140 



Val Thr Asp Thr Glu Cys Leu Thr Leu Tyr Asn He Tyr Pro Arg Thr 
145 150 155 160 
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Gly Pro Pro Ser Tyr Ala Lys Asp Asp Glu Val He Cys Thr Ser Phe 
165 170 175 



Tyr Ser Lys lie His Pro Leu Glu Asn Gly Glu He His He Ser Leu 
180 185 190 



He Asn Gly Arg Pro Ser Ala Asp Asp Pro Ser Pro Glu Leu Leu Glu 
195 200 205 

Phe Thr Ser Ala Arg Tyr He Arg Leu Arg Phe Gin Arg He Arg Thr 
210 215 220 



Leu Asn Ala Asp Leu Met Met Phe Ala His Lys Asp Pro Arg Glu He 
225 * 230 235 240 



Asp Pro He Val Thr Arg Arg Tyr Tyr Tyr Ser Val Lys Asp He Ser 
245 250 255 



Val Gly Gly Met Cys He Cys Tyr Gly His Ala Arg Ala Cys Pro Leu 
260 265 270 



Asp Pro Ala Thr Asn Lys Ser Arg Cys Glu Cys Glu His Asn Thr Cys 
275 280 285 



Gly Glu Ser Cys Asp Arg Cys Cys Pro Gly Phe His Gin Lys Pro Trp 
290 295 300 



Arg Ala Gly Thr Phe Leu Thr Lys Ser Glu Cys Glu Ala Cys Asn Cys 
305 " 310 315 320 



His Gly Lys Ala Glu Glu Cys Tyr Tyr Asp Glu Thr Val Ala Ser Arg 
325 330 335 



Asn Leu Ser Leu Asn He His Gly Lys Tyr He Gly Gly Gly Val Cys 
340 345 350 



He Asn Cys Thr His Asn Thr Ala Gly He Asn Cys Glu Thr Cys Val 
355 360 365 
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Asp Gly Phe Phe Arg Pro Lys Gly Val Ser Pro Asn Tyr Pro Arg Pro 
370 375 380 



Cys Gin Pro Cys His Cys Asp Pro Thr Gly Ser Leu Ser Glu Val Cys 
385 390 395 400 



Val Lys Asp Glu Lys Tyr Ala Gin Arg Gly Leu Lys Pro Gly Ser Cys 
405 410 415 



His Cys Lys Thr Gly Phe Gly Gly Val Asn Cys Asp Arg Cys Val Arg 
420 425 430 

Gly Tyr His Gly Tyr Pro Asp Cys Gin Pro Cys Asn Cys Ser Gly Leu 
435 440 445 

Gly Ser Thr Asn Glu Asp Pro Cys Val Gly Pro Cys Ser Cys Lys Glu 
450 455 460 



Asn Val Glu Gly Glu Asp Cys Ser Arg Cys Lys Ser Gly Phe Phe Asn 
465 " 470 475 480 



Leu Gin Glu Asp Asn Gin Lys Gly Cys Glu Glu Cys Phe Cys Ser Gly 
485 490 495 

Val Ser Asn Arg Cys Gin Ser Ser Tyr Trp Thr Tyr Gly Asn He Gin 
500 505 510 

Asp Met Arg Gly Trp Tyr Leu Thr Asp Leu Ser Gly Arg He Arg Met 
515 520 525 

Ala Pro Gin Leu Asp Asn Pro Asp Ser Pro Gin Gin He Ser He Ser 
530 535 540 



Asn Ser Glu Ala Arg Lys Ser Leu Leu Asp Gly Tyr Tyr Trp Ser Ala 
545 550 555 560 
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Pro Pro Pro Tyr Leu Gly Asn Arg Leu Pro Ala Val Gly Gly Gin Leu 
565 570 575 

Ser Phe Thr He Ser Tyr Asp Leu Glu Glu Glu Glu Asp Asp Thr Glu 
580 585 590 

Lys Leu Leu Gin Leu Met He He Phe Glu Gly Asn Asp Leu Arg He 
595 600 605 

Ser Thr Ala Tyr Lys Glu Val Tyr Leu Glu Pro Ser Glu Glu His Val 
610 615 620 



Glu Glu Val Ser Leu Lys Glu Glu Ala Phe Thr He His Gly Thr Asn 
625 630 635 640 



Leu Pro Val Thr Arg Lys Asp Phe Met He Val Leu Thr Asn Leu Gly 
645 650 655 

Glu He Leu He Gin He Thr Tyr Asn Leu Gly Met Asp Ala He Phe 
660 665 670 

Arg Leu Ser Ser Val Asn Leu Glu Ser Pro Val Pro Tyr Pro Thr Asp 
675 680 685 

Arg Arg He Ala Thr Asp Val Glu Val Cys Gin Cys Pro Pro Gly Tyr 
690 695 700 

Ser Gly Ser Ser Cys Glu Thr Cys Trp Pro Arg His Arg Arg Val Asn 
705 710 715 720 

Gly Thr He Phe Gly Gly He Cys Glu Pro Cys Gin Cys Phe Ala His 
725 730 735 



Ala Glu Ala Cys Asp Asp He Thr Gly Glu Cys Leu Asn Cys Lys Asp 
740 745 750 



His Thr Gly Gly Pro Tyr Cys Asn Glu Cys Leu Pro Gly Phe Tyr Gly 
755 760 765 
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Asp Pro Thr Arg Gly Ser Pro Glu Asp Cys Gin Pro Cys Ala Cys Pro 
770 775 780 

Leu Asn He Pro Ser Asn Asn Phe Ser Pro Thr Cys His Leu Asp Arg 
785 790 795 800 

Ser Leu Gly Leu He Cys Asp Glu Cys Pro He Gly Tyr Thr Gly Pro 
805 810 815 



Arg Cys Glu Arg Cys Ala Glu Gly Tyr Phe Gly Gin Pro Ser Val Pro 
820 825 830 



Gly Gly Ser Cys Gin Pro Cys Gin Cys Asn Asp Asn Leu Asp Tyr Ser 
835 840 845 

He Pro Gly Ser Cys Asp Ser Leu Ser Gly Ser Cys Leu He Cys Lys 
850 ' 855 860 



Pro Gly Thr Thr Gly Arg Tyr Cys Glu Leu Cys Ala Asp Gly Tyr Phe 
865 870 875 880 



Gly Asp Ala Val Asn Thr Lys Asn Cys Gin Pro Cys Arg Cys Asp He 
885 890 895 



Asn Gly Ser Phe Ser Glu Asp Cys His Thr Arg Thr Gly Gin Cys Glu 
900 905 910 

Cys Arg Pro Asn Val Gin Gly Arg His Cys Asp Glu Cys Lys Pro Glu 
915 920 925 

Thr Phe Gly Leu Gin Leu Gly Arg Gly Cys Leu Pro Cys Asn Cys Asn 
930 935 940 



Ser Phe Gly Ser Lys Ser Phe Asp Cys Glu Ala Ser Gly Gin Cys Trp 
945 950 " 955 960 
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Cys Gin Pro Gly Val Ala Gly Lys Lys Cys Asp Arg Cys Ala His Gly 
965 970 975 



Tvr Phe Asn Phe Gin Glu Gly Gly Cys He Ala Cys Asp Cys Ser His 
980 985 990 



Leu Gly Asn Asn Cys Asp Pro Lys Thr Gly Gin Cys He Cys Pro Pro 
995 1000 1005 

Asn Thr Thr Gly Glu Lys Cys Ser Glu Cys Leu Pro Asn Thr Trp 
1010 1015 1020 

Gly His Ser He Val Thr Gly Cys Lys Val Cys Asn Cys Ser Thr 
1025 1030 1035 

Val Gly Ser Leu Ala Ser Gin Cys Asn Val Asn Thr Gly Gin Cys 
1040 1045 1050 

Ser Cys His Pro Lys Phe Ser Gly Met Lys Cys Ser Glu Cys Ser 
1055 1060 1065 

Arg Gly His Trp Asn Tyr Pro Leu Cys Thr Leu Cys Asp Cys Phe 
1070 1075 1080 

Leu Pro Gly Thr Asp Ala Thr Thr Cys Asp Leu Glu Thr Arg Lys 
1085 1090 1095 

Cys Ser Cys Ser Asp Gin Thr Gly Gin Cys Ser Cys Lys Val Asn 
1100 1105 H10 

Val Glu Gly Val His Cys Asp Arg Cys Arg Pro Gly Lys Phe Gly 
1115 1120 1125 



Leu Asp Ala Lys Asn Pro Leu Gly Cys Ser Ser Cys Tyr Cys Phe 
1130 H35 H40 



Gly Val Thr Ser Gin Cys Ser Glu Ala Lys Gly Leu He Arg Thr 
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1145 



1150 



1155 



Trp Val Thr Leu Ser Asp Glu Gin Thr He Leu Pro Leu Val Asp 
1160 H65 1170 

Glu Ala Leu Gin His Thr Thr Thr Lys Gly He Ala Phe Gin Lys 
1175 1180 1185 

Pro Glu He Val Ala Lys Met Asp Glu Val Arg Gin Glu Leu His 
1190 1195 1200 

Leu Glu Pro Phe Tyr Trp Lys Leu Pro Gin Gin Phe Glu Gly Lys 
1205 1210 1215 

Lys Leu Met Ala Tyr Gly Gly Lys Leu Lys Tyr Ala He Tyr Phe 
1220 1225 1230 

Glu Ala Arg Asp Glu Thr Gly Phe Ala Thr Tyr Lys Pro Gin Val 
1235 1240 1245 

He He Arg Gly Gly Thr Pro Thr His Ala Arg He He Thr Arg 
1250 " 1255 1260 

His Met Ala Ala Pro Leu He Gly Gin Leu Thr Arg His Glu He 
1265 1270 1275 

Glu Met Thr Glu Lys Glu Trp Lys Tyr Tyr Gly Asp Asp Pro Arg 
1280 1285 1290 

He Ser Arg Thr Val Thr Arg Glu Asp Phe Leu Asp He Leu Tyr 
1295 1300 1305 

Asp He His Tyr He Leu He Lys Ala Thr Tyr Gly Asn Val Val 
1310 1315 1320 



Arg Gin Ser Arg He Ser Glu He Ser Met Glu Val Ala Glu Pro 
1325 1330 1335 
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Gly His Val Leu Ala Gly Ser Pro Pro Ala His Leu He Glu Arg 
1340 1345 1350 

Cys Asp Cys Pro Pro Gly Tyr Ser Gly Leu Ser Cys Glu Thr Cys 
1355 1360 1365 

Ala Pro Gly Phe Tyr Arg Leu Arg Ser Glu Pro Gly Gly Arg Thr 
1370 1375 1380 

Pro Gly Pro Thr Leu Gly Thr Cys Val Pro Cys Gin Cys Asn Gly 
1385 1390 1395 

His Ser Ser Gin Cys Asp Pro Glu Thr Ser Val Cys Gin Asn Cys 
1400 1405 1410 

Gin His His Thr Ala Gly Asp Phe Cys Glu Arg Cys Ala Leu Gly 
1415 1420 1425 

Tyr Tyr Gly He Val Arg Gly Leu Pro Asn Asp Cys Gin Pro Cys 
1430 1435 1440 

Ala Cys Pro Leu He Ser Pro Ser Asn Asn Phe Ser Pro Ser Cys 
1445 1450 1455 

Val Leu Glu Gly Leu Glu Asp Tyr Arg Cys Thr Ala Cys Pro Arg 
1460 1465 1470 

Gly Tyr Glu Gly Gin Tyr Cys Glu Arg Cys Ala Pro Gly Tyr Thr 
1475 1480 1485 

Gly Ser Pro Ser Ser Pro Gly Gly Ser Cys Gin Glu Cys Glu Cys 
1490 1495 1500 



Asp Pro Tyr Gly Ser Leu Pro Val Pro Cys Asp Arg Val Thr Gly 
1505 1510 1515 



Leu Cys Thr Cys Arg Pro Gly Ala Thr Gly Arg Lys Cys Asp Gly 
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Cys Glu His Trp His Ala Arg Glu Gly Ala Glu Cys Val Phe Cys 
1535 1540 1545 

Gly Asp Glu Cys Thr Gly Leu Leu Leu Gly Asp Leu Ala Arg Leu 
1550 1555 1560 

Glu Gin Met Thr Met Asn He Asn Leu Thr Gly Pro Leu Pro Ala 
1565 1570 1575 

Pro Tyr Lys He Leu Tyr Gly Leu Glu Asn Thr Thr Gin Glu Leu 
1580 1585 1590 

Lys His Leu Leu Ser Pro Gin Arg Ala Pro Glu Arg Leu He Gin 
1595 1600 1605 

Leu Ala Glu Gly Asn Val Asn Thr Leu Val Met Glu Thr Asn Glu 
1610 1615 1620 

Leu Leu Thr Arg Ala Thr Lys Val Thr Ala Asp Gly Glu Gin Thr 
1625 1630 1635 

Gly Gin Asp Ala Glu Arg Thr Asn Ser Arg Ala Glu Ser Leu Glu 
1640 1645 1650 

Glu Phe He Lys Gly Leu Val Gin Asp Ala Glu Ala He Asn Glu 
1655 1660 1665 

Lys Ala Val Lys Leu Asn Glu Thr Leu Gly Asn Gin Asp Lys Thr 
1670 1675 1680 

Ala Glu Arg Asn Leu Glu Glu Leu Gin Lys Glu He Asp Arg Met 
1685 1690 1695 



Leu Lys Glu Leu Arg Ser Lys Asp Leu Gin Thr Gin Lys Glu Val 
1700 1705 1710 
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Ala Glu Asp Glu Leu Val Ala Ala Glu Gly Leu Leu Lys Arg Val 
1715 ~ 1720 1725 

Asn Lys Leu Phe Gly Glu Pro Arg Ala Gin Asn Glu Asp Met Glu 
1730 1735 1740 

Lys Asp Leu Gin Gin Lys Leu Ala Glu Tyr Lys Asn Lys Leu Asp 
1745 1750 1755 

Asp Ala Trp Asp Leu Leu Arg Glu Ala Thr Asp Lys Thr Arg Asp 
1760 ' 1765 1770 

Ala Asn Arg Leu Ser Ala Ala Asn Gin Lys Asn Met Thr He Leu 
1775 1780 1785 

Glu Thr Lys Lys Glu Ala He Glu Gly Ser Lys Arg Gin He Glu 
1790 1795 1800 

Asn Thr Leu Lys Glu Gly Asn Asp He Leu Asp Glu Ala Asn Gin 
1805 1810 1815 

Leu Leu Gly Glu He Asn Ser Val He Asp Tyr Val Asp Asp He 
1820 1825 1830 

Lys Thr Lys Leu Pro Pro Met Ser Glu Glu Leu Ser Asp Lys He 
1835 1840 1845 

Asp Asp Leu Ala Gin Glu He Lys Asp Arg Arg Leu Ala Glu Lys 
1850 1855 I860 

Val Phe Gin Ala Glu Ser His Ala Ala Gin Leu Asn Asp Ser Ser 
1865 1870 1875 



Ala Val Leu Asp Gly He Leu Asp Glu Ala Lys Asn He Ser Phe 
1880 1885 1890 



Asn Ala Thr Ala Ala Phe Arg Ala Tyr Ser Asn He Lys Asp Tyr 
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1895 1900 1905 

He Asp Glu Ala Glu Lys Val Ala Arg Glu Ala Lys Glu Leu Ala 
1910 1915 1920 

Gin Gly Ala Thr Lys Leu Ala Thr Ser Pro Gin Gly Leu Leu Lys 
1925 1930 1935 

Glu Asp Ala Lys Gly Ser Leu Gin Lys Ser Phe Arg He Leu Asn 
1940 1945 1950 

Glu Ala Lys Lys Leu Ala Asn Asp Val Lys Gly Asn His Asn Asp 
1955 I960 1965 

Leu Asn Asp Leu Lys Thr Arg Leu Glu Thr Ala Asp Leu Arg Asn 
1970 1975 1980 

Ser Gly Leu Leu Gly Ala Leu Asn Asp Thr Met Asp Lys Leu Ser 
1985 1990 1995 

Ala He Thr Asn Asp Thr Ala Ala Lys Leu Gin Ala Val Lys Glu 
2000 2005 2010 

Lys Ala Arg Glu Ala Asn Asp Thr Ala Lys Ala Val Leu Ala Gin 
2015 2020 2025 

Val Lys Asp Leu His Gin Asn Leu Asp Gly Leu Lys Gin Asn Tyr 
2030 2035 2040 

Asn Lys Leu Ala Asp Ser Val Ala Lys Thr Asn Ala Val Val Lys 
2045 2050 2055 

Asp Pro Ser Lys Asn Lys He He Ala Asp Ala Gly Thr Ser Val 
2060 2065 2070 

Arg Asn Leu Glu Gin Glu Ala Asp Arg Leu He Asp Lys Leu Lys 
2075 2080 2085 
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Pro He Lys Glu Leu Glu Asp Asn Leu Lys Lys Asn He Ser Glu 
2090 2095 2100 

He Lys Glu Leu He Asn Gin Ala Arg Lys Gin Ala Asn Ser He 
2105 2110 2115 

Lys Val Ser Val Ser Ser Gly Gly Asp Cys Val Arg Thr Tyr Arg 
2120 2125 2130 

Pro Glu He Lys Lys Gly Ser Tyr Asn Asn He Val Val His Val 
2135 2140 2145 

Lys Thr Ala Val Ala Asp Asn Leu Leu Phe Tyr Leu Gly Ser Ala 
2150 2155 2160 

Lys Phe He Asp Phe Leu Ala He Glu Met Arg Lys Gly Lys Val 
2165 2170 2175 

Ser Phe Leu Trp He Val Gly Ser Gly Val Gly Arg Val Gly Phe 
2180 2185 2190 

Pro Asp Leu Thr He Asp Asp Ser Tyr Trp Tyr Arg He Glu Ala 
2195 2200 2205 

Ser Arg Thr Gly Arg Asn Gly Ser He Ser Val Arg Ala Leu Asp 
2210 2215 2220 

Gly Pro Lys Ala Ser Met Val Pro Ser Thr Tyr His Ser Val Ser 
2225 2230 2235 

Pro Pro Gly Tyr Thr He Leu Asp Val Asp Ala Asn Ala Met Leu 
2240 2245 2250 



Phe Val Gly Gly Leu Thr Gly Lys He Lys Lys Ala Asp Ala Val 
2255 2260 2265 



Arg Val He Thr Phe Thr Gly Cys Met Gly Glu Thr Tyr Phe Asp 
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2270 



2275 



2280 



Asn Lys Pro He Gly Leu Trp Asn Phe Arg Glu Lys Glu Gly Asp 
2285 2290 2295 

Cys Lys Gly Cys Thr Val Ser Pro Gin Val Glu Asp Ser Glu Gly 
2300 2305 2310 

Thr He Gin Phe Asp Gly Glu Gly Tyr Ala Leu Val Ser Arg Pro 
2315 2320 2325 

He Arg Trp Tyr Pro Asn He Ser Thr Val Met Phe Lys Phe Arg 
2330 " 2335 2340 

Thr Phe Ser Ser Ser Ala Leu Leu Met Tyr Leu Ala Thr Arg Asp 
2345 2350 2355 

Leu Lys Asp Phe Met Ser Val Glu Leu Ser Asp Gly His Val Lys 
2360 2365 2370 

Val Ser Tyr Asp Leu Gly Ser Gly Met Thr Ser Val Val Ser Asn 
2375 2380 2385 

Gin Asn His Asn Asp Gly Lys Trp Lys Ala Phe Thr Leu Ser Arg 
2390 2395 2400 

He Gin Lys Gin Ala Asn He Ser He Val Asp He Asp Ser Asn 
2405 2410 2415 



Gin Glu Glu Asn Val Ala Thr Ser Ser Ser Gly Asn Asn Phe Gly 
2420 2425 2430 



Leu Asp Leu Lys Ala Asp Asp Lys He Tyr Phe Gly Gly Leu Pro 
2435 2440 2445 



Thr Leu Arg Asn Leu Ser Met Lys Ala Arg Pro Glu Val Asn Val 
2450 2455 2460 
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Lys Lys Tyr Ser Gly Cys Leu Lys Asp He Glu He Ser Arg Thr 
2465 2470 2475 

Pro Tyr Asn He Leu Ser Ser Pro Asp Tyr Val Gly Val Thr Lys 
2480 2485 2490 

Gly Cys Ser Leu Glu Asn Val Asn Thr Val Ser Phe Pro Lys Pro 
2495 2500 2505 

Gly Phe Val Glu Leu Ala Ala Val Ser He Asp Val Gly Thr Glu 
2510 2515 2520 

lie Asn Leu Ser Phe Ser Thr Arg Asn Glu Ser Gly He He Leu 
2525 2530 2535 

Leu Gly Ser Gly Gly Thr Leu Thr Pro Pro Arg Arg Lys Arg Arg 
2540 2545 2550 



Gin Thr Thr Gin Ala Tyr Tyr Ala He Phe Leu Asn Lys Gly Arg 
2555 2560 2565 



Leu Glu Val His Leu Ser Ser Gly Thr Arg Thr Met Arg Lys He 
2570 2575 2580 

Val He Lys Pro Glu Pro Asn Leu Phe His Asp Gly Arg Glu His 
2585 2590 2595 

Ser Val His Val Glu Arg Thr Arg Gly He Phe Thr Val Gin He 
2600 2605 2610 

Asp Glu Asp Arg Arg His He Gin Asn Leu Thr Glu Glu Gin Pro 
2615 2620 2625 



He Glu Val Lys Lys Leu Phe Val Gly Gly Ala Pro Pro Glu Phe 
2630 2635 2640 



Gin Pro Ser Pro Leu Arg Asn He Pro Ala Phe Gin Gly Cys Val 
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Trp Asn Leu Val He Asn Ser He Pro Met Asp Phe Ala Gin Pro 
2660 2665 2670 



He Ala Phe Lys Asn Ala Asp He Gly Arg Cys Thr Tyr Gin Lys 
2675 2680 2685 



Pro Arg Glu Asp Glu Ser Glu Ala Val Pro Ala Glu Val He Val 
2690 2695 2700 



Gin Pro Gin Ser Val Pro Thr Pro Ala Phe Pro Phe Pro Val Pro 
2705 2710 2715 



Thr Met Val His Gly Pro Cys Val Ala Glu Ser Glu Pro Ala Leu 
2720 2725 2730 



Leu Thr Gly Ser Lys Gin Phe Gly Leu Ser Arg Asn Ser His He 
2735 " 2740 2745 



Ala He Val Phe Asp Asp Thr Lys Val Lys Asn Arg Leu Thr He 
2750 2755 2760 



Glu Leu Glu Val Arg Thr Glu Ala Glu Ser Gly Leu Leu Phe Tyr 
2765 2770 2775 



Met Gly Arg He Asn His Ala Asp Phe Gly Thr Val Gin Leu Arg 
2780 2785 2790 



Asn Gly Phe Pro Phe Phe Ser Tyr Asp Leu Gly Ser Gly Ser Thr 
2795 2800 2805 



Arg Thr Met He Pro Thr Lys He Asn Asp Gly Gin Trp His Lys 
2810 2815 2820 



He Lys He Val Arg Val Lys Gin Glu Gly He Leu Tyr Val Asp 
2825 2830 2835 
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Asp Ala Ser Ser Gin Thr He Ser Pro Lys Lys Ala Asp He Leu 
2840 2845 2850 

Asp Val Gly Gly He Leu Tyr Val Gly Gly Leu Pro He Asn Tyr 
2855 2860 2865 

Thr Thr Arg Arg He Gly Pro Val Thr Tyr Ser Leu Asp Gly Cys 
2870 2875 2880 

Val Arg Asn Leu His Met Glu Gin Ala Pro Val Asp Leu Asp Gin 
2885 2890 2895 

Pro Thr Ser Ser Phe His Val Gly Thr Cys Phe Ala Asn Ala Glu 
2900 2905 2910 

Ser Gly Thr Tyr Phe Asp Gly Thr Gly Phe Gly Lys Ala Val Gly 
2915 2920 2925 

Gly Phe He Val Gly Leu Asp Leu Leu Val Glu Phe Glu Phe Arg 
2930 2935 2940 

Thr Thr Arg Pro Thr Gly Val Leu Leu Gly He Ser Ser Gin Lys 
2945 2950 2955 

Met Asp Gly Met Gly He Glu Met He Asp Glu Lys Leu Met Phe 
2960 " 2965 2970 

His Val Asp Asn Gly Ala Gly Arg Phe Thr Ala He Tyr Asp Ala 
2975 2980 2985 

Glu He Pro Gly His Met Cys Asn Gly Gin Trp Tyr Lys Val Thr 
2990 2995 3000 



Ala Lys Lys He Lys Asn Arg Leu Glu Leu Val Val Asp Gly Asn 
3005 3010 3015 
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Gin Val Asp Ala Gin Ser Pro Asn Ser Ala Ser Thr Ser Ala Asp 
3020 3025 3030 



Thr Asn Asp Pro Val Phe Val Gly Gly Phe Pro Gly Gly Leu Asn 
3035 3040 3045 



Gin Phe Gly Leu Thr Thr Asn He Arg Phe Arg Gly Cys He Arg 
3050 3055 3060 



Ser Leu Lys Leu Thr Lys Gly Thr Ala Asn Arg Trp Arg Leu He 
3065 3070 3075 



Leu Pro Arg Pro Trp Asn 
3080 



<210> 7 

<211> 5583 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (42) . . (5441) 

<223> larainin, beta 2 



<400> 7 

ccacgcgtcc gggacaccag cccagtaccc acacggtcgg g atg gag tgg gcc tea 

Met Glu Trp Ala Ser 
1 5 

gga gaa cca ggg agg ggc agg cag gga cag cct ttg cca tgg gaa ctt 
Gly Glu Pro Gly Arg Gly Arg Gin Gly Gin Pro Leu Pro Trp Glu Leu 
10 15 20 

cgc ttg ggc eta ctt eta agt gtg ctg get gcc aca ttg gcc cag gcc 
Arg Leu Gly Leu Leu Leu Ser Val Leu Ala Ala Thr Leu Ala Gin Ala 
25 30 35 

ccg tec ttg gat gta cct ggc tgt tct cga gga age tgc tat cca gcc 
Pro Ser Leu Asp Val Pro Gly Cys Ser Arg Gly Ser Cys Tyr Pro Ala 
40 45 50 



56 



104 



152 



200 



248 



ace ggt gac ctg ttg gtg ggc cgt gcg gac aga ctg acg gcc tea tec 
Thr Gly Asp Leu Leu Val Gly Arg Ala Asp Arg Leu Thr Ala Ser Ser 
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55 60 65 



acg tgt ggc ttg cat age cct caa ccc tac tgt att gtc agt cac ctg 
Thr Cys Gly Leu His Ser Pro Gin Pro Tyr Cys He Val Ser His Leu 
70 75 80 85 

cag gac gaa aag aag tgt ttc ctg tgt gac tec cga cgt ccc ttc tct 
Gin Asp Glu Lys Lys Cys Phe Leu Cys Asp Ser Arg Arg Pro Phe Ser 
90 95 100 

get cga gac aac cca aat agt cat egg ate cag aat gta gtc ace age 
Ala Arg Asp Asn Pro Asn Ser His Arg He Gin Asn Val Val Thr Ser 
105 110 115 

ttt gcg cca caa cgc egg acg gee tgg tgg caa teg gag aac ggg gtt 
Phe Ala Pro Gin Arg Arg Thr Ala Trp Trp Gin Ser Glu Asn Gly Val 
120 125 130 

cca atg gtc ace ate caa ctg gac ctg gaa get gag ttt cat ttc acc 
Pro Met Val Thr He Gin Leu Asp Leu Glu Ala Glu Phe His Phe Thr 
135 140 145 

cac etc att atg acg ttc aag acg ttc egg cct get get atg ctg gtg 
His Leu He Met Thr Phe Lys Thr Phe Arg Pro Ala Ala Met Leu Val 
150 155 160 165 

gag cgt tct gca gac ttt ggc cgc acc tgg cac gtg tac cga tat ttt 
Glu Arg Ser Ala Asp Phe Gly Arg Thr Trp His Val Tyr Arg Tyr Phe 
170 175 180 

tec tat gac tgc ggg get gac ttc ccg gga ate cca ctg gee ccg cca 
Ser Tyr Asp Cys Gly Ala Asp Phe Pro Gly He Pro Leu Ala Pro Pro 
185 190 195 

cgt cgc tgg gat gat gta gtg tgt gag tec cgc tac tea gaa ate gag 
Arg Arg Trp Asp Asp Val Val Cys Glu Ser Arg Tyr Ser Glu He Glu 
200 205 210 

ccg tct acg gaa ggc gag gtc ate tat cgt gtg ctg gac cct get att 
Pro Ser Thr Glu Gly Glu Val He Tyr Arg Val Leu Asp Pro Ala He 
215 220 225 



cct ate cca gac ccc tac age tea egg att cag aac ctg ttg aag 
Pro He Pro Asp Pro Tyr Ser Ser Arg He Gin Asn Leu Leu Lys 
230 235 240 245 

acc aac eta cga gtg aac tta acc egg ctt cac aca ctg gga gac aac 
Thr Asn Leu Arg Val Asn Leu Thr Arg Leu His Thr Leu Gly Asp Asn 
250 255 260 



296 



344 



392 



440 



488 



536 



584 



632 



680 



728 



att cag aac ctg ttg aag ate 776 
- ' ' T T T He 



824 
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ttg ctt gac cca egg agg gag ate egg gaa aaa tac tat tat get etc 
Leu Leu Asp Pro Arg Arg Glu He Arg Glu Lys Tyr Tyr Tyr Ala Leu 
265 270 275 

tat gaa ctt gtc ate cgt ggc aac tgc ttc tgc tat ggc cac gee tea 
Tyr Glu Leu Val He Arg Gly Asn Cys Phe Cys Tyr Gly His Ala Ser 
280 285 290 

cag tgt gcg cct gca cca ggg gcg ccg gee cat get gag ggc atg gta 
Gin Cys Ala Pro Ala Pro Gly Ala Pro Ala His Ala Glu Gly Met Val 
295 300 305 

cac gga gec tgt ate tgc aag cac aat act cgt gga etc aac tgt gag 
His Gly Ala Cys He Cys Lys His Asn Thr Arg Gly Leu Asn Cys Glu 
310 " 315 320 325 

cag tgt cag gat ttc tat cag gac ctt ccc tgg cac cct gca gag gac 
Gin Cys Gin Asp Phe Tyr Gin Asp Leu Pro Trp His Pro Ala Glu Asp 
330 335 340 

ggc cat act cac gec tgt egg aag tgt gag tgc aac ggg cat act cat 
Gly His Thr His Ala Cys Arg Lys Cys Glu Cys Asn Gly His Thr His 
345 350 355 

age tgc cac ttt gac atg get gtc tac ctg gca tct gga aat gta agt 
Ser Cys His Phe Asp Met Ala Val Tyr Leu Ala Ser Gly Asn Val Ser 
360 365 370 

gga ggc gta tgc gat ggg tgt cag cac aac aca get ggg cgc cat tgt 
Gly Gly Val Cys Asp Gly Cys Gin His Asn Thr Ala Gly Arg His Cys 
375 380 385 

gag ttc tgc egg ccc ttc ttc tac cgt gac ccc acc aag gac atg egg 
Glu Phe Cys Arg Pro Phe Phe Tyr Arg Asp Pro Thr Lys Asp Met Arg 
390 " 395 400 405 

gac cca get gtg tgc cgt cct tgt gac tgt gac cct atg ggt tct caa 
Asp Pro Ala Val Cys Arg Pro Cys Asp Cys Asp Pro Met Gly Ser Gin 
410 415 420 

gat ggt ggt cgc tgt gat tct cat gat gac cct gtg eta gga ctg gtc 
Asp Gly Gly Arg Cys Asp Ser His Asp Asp Pro Val Leu Gly Leu Val 
425 430 435 

tea ggc cag tgt cgc tgc aaa gaa cac gtg gtt ggc act cgc tgc cag 
Ser Gly Gin Cys Arg Cys Lys Glu His Val Val Gly Thr Arg Cys Gin 
440 445 450 



872 



920 



968 



1016 



1064 



1112 



1160 



1208 



1256 



1304 



1352 



1400 



1448 



caa tgc cgt gat ggc ttc ttt gga ctt agt gee agt gac cct cga ggg 
Gin Cys Arg Asp Gly Phe Phe Gly Leu Ser Ala Ser Asp Pro Arg Gly 
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tgc cag cgt tgc cag tgt aat tea egg ggc aca gtg cct ggg age tec 1496 
Cys Gin Arg Cys Gin Cys Asn Ser Arg Gly Thr Val Pro Gly Ser Ser 
470 ~ " 475 480 485 

cct tgt gac tec agt agt gga ace tgt ttc tgc aag cgt ctg gtg acc 
Pro Cys Asp Ser Ser Ser Gly Thr Cys Phe Cys Lys Arg Leu Val Thr 
490 495 500 

gga cat ggc tgt gac cgc tgt ctg cct ggc cac tgg ggc ctg age cat 
Gly His Gly Cys Asp Arg Cys Leu Pro Gly His Trp Gly Leu Ser His 
505 510 515 

gac ctg ctg ggc tgc cgt ccc tgt gac tgt gat gtg ggc ggt gee ttg 
Asp Leu Leu Gly Cys Arg Pro Cys Asp Cys Asp Val Gly Gly Ala Leu 
520 525 530 

gat cct cag tgt gat gag gee acc ggt cag tgc cgc tgc cgc caa cac 
Asp Pro Gin Cys Asp Glu Ala Thr Gly Gin Cys Arg Cys Arg Gin His 
535 540 545 

atg att ggg egg cgc tgc gaa caa gtg cag cct ggc tac ttc egg cct 
Met He Gly Arg Arg Cys Glu Gin Val Gin Pro Gly Tyr Phe Arg Pro 
550 ' ~ 555 560 565 

ttt ctg gac cat tta acc tgg gag get gag get gee caa ggg cag ggg 1784 
Phe Leu Asp His Leu Thr Trp Glu Ala Glu Ala Ala Gin Gly Gin Gly 
570 575 580 



ctt gag gtg gta gag egg ctg gtg acc aac cga gag act ccg tec tgg 
Leu Glu Val Val Glu Arg Leu Val Thr Asn Arg Glu Thr Pro Ser Trp 
585 590 595 

act ggc cca ggc ttt gtg egg ctg cga gaa ggt cag gaa gtg gag ttc 
Thr Gly Pro Gly Phe Val Arg Leu Arg Glu Gly Gin Glu Val Glu Phe 
600 605 610 

ctg gtg acc tct ttg cct agg gee atg gac tat gac ctg eta ctg cgc 
Leu Val Thr Ser Leu Pro Arg Ala Met Asp Tyr Asp Leu Leu Leu Arg 
615 620 625 

tgg gag ccc cag gtc cct gag caa tgg gca gag ctg gaa ctg atg gtg 
Trp Glu Pro Gin Val Pro Glu Gin Trp Ala Glu Leu Glu Leu Met Val 
630 635 640 645 

cag cgt ccg ggg cct gtg tct get cac agt ccg tgc ggg cat gtg ctg 
Gin Arg Pro Gly Pro Val Ser Ala His Ser Pro Cys Gly His Val Leu 
650 655 660 



1544 



1592 



1640 



1688 



1736 



1832 



1880 



1928 



1976 



2024 
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cct aag gat gac cgc att cag ggg atg ctt cac cca aac acc agg ttt 
Pro Lys Asp Asp Arg He Gin Gly Met Leu His Pro Asn Thr Arg Phe 
665 670 675 

ttg gtg ttt ccc aga cct gtc tgc ctt gag cct ggc ate tec tac aag 
Leu Val Phe Pro Arg Pro Val Cys Leu Glu Pro Gly He Ser Tyr Lys 
680 685 690 

ctg aag ctg aaa ctg ate gga aca ggg gga cga gec cag cct gaa acc 
Leu Lys Leu Lys Leu He Gly Thr Gly Gly Arg Ala Gin Pro Glu Thr 
695 700 705 

tec tac tct gga tta etc att gac teg ctg gtc ctg cag ccc cac gtc 
Ser Tyr Ser Gly Leu Leu He Asp Ser Leu Val Leu Gin Pro His Val 
710 715 720 725 

ttg gtg eta gag atg ttt agt ggg ggc gat get get get ctg gag cgc 
Leu Val Leu Glu Met Phe Ser Gly Gly Asp Ala Ala Ala Leu Glu Arg 
730 735 740 

cgt acc acc ttt gaa cgc tac cgc tgc cat gag gaa ggt ctg atg ccc 
Arg Thr Thr Phe Glu Arg Tyr Arg Cys His Glu Glu Gly Leu Met Pro 
745 750 755 

age aag gee cct eta tct gag acc tgt gee ccc etc etc ate age gtg 
Ser Lys Ala Pro Leu Ser Glu Thr Cys Ala Pro Leu Leu He Ser Val 
760 765 770 

tec gee ttg ate tac aat ggc gec ttg cca tgt cag tgt gac cct caa 
Ser Ala Leu He Tyr Asn Gly Ala Leu Pro Cys Gin Cys Asp Pro Gin 
775 780 785 

ggc tea ctg agt tct gaa tgc agt cct cac ggt ggc cag tgc egg tgc 
Gly Ser Leu Ser Ser Glu Cys Ser Pro His Gly Gly Gin Cys Arg Cys 
790 795 800 805 

aaa cct gga gtg gtt gga cgc cgt tgt gat gtc tgt get act ggc tac 
Lys Pro Gly Val Val Gly Arg Arg Cys Asp Val Cys Ala Thr Gly Tyr 
810 815 820 

tat ggc ttt ggc cct gca ggc tgt caa gec tgc cag tgt agt cct gat 
Tyr Gly Phe Gly Pro Ala Gly Cys Gin Ala Cys Gin Cys Ser Pro Asp 
825 830 835 

gga gca etc agt gec etc tgt gaa ggg act agt gga cag tgc ccc tgc 
Gly Ala Leu Ser Ala Leu Cys Glu Gly Thr Ser Gly Gin Cys Pro Cys 
840 845 850 



2072 



2120 



2168 



2216 



2264 



2312 



2360 



2408 



2456 



2504 



2552 



2600 



2648 



cga cct ggt gee ttt ggt ctt cgc tgt gac cac tgt caa cgt ggc cag 
Arg Pro Gly Ala Phe Gly Leu Arg Cys Asp His Cys Gin Arg Gly Gin 
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855 860 865 



tgg gga ttc cct aat tgc egg ccg tgt gtc tgc aat ggg cgt gcg gat 
Trp Gly Phe Pro Asn Cys Arg Pro Cys Val Cys Asn Gly Arg Ala Asp 
870 875 880 885 

gag tgt gat acc cac aca ggc get tgc ctg ggc tgc cgt gat tac acg 
Glu Cys Asp Thr His Thr Gly Ala Cys Leu Gly Cys Arg Asp Tyr Thr 
890 895 900 

ggg ggc gag cac tgt gaa agg tgc att get ggt ttt cat ggg gac cca 
Gly Gly Glu His Cys Glu Arg Cys He Ala Gly Phe His Gly Asp Pro 
905 910 915 

egg ctg cca tat ggg ggc cag tgc egg cct tgt ccc tgc cct gaa ggc 
Arg Leu Pro Tyr Gly Gly Gin Cys Arg Pro Cys Pro Cys Pro Glu Gly 
920 925 930 

cct ggg age cag cga cac ttt get act tct tgc cac egg gat gga tat 
Pro Gly Ser Gin Arg His Phe Ala Thr Ser Cys His Arg Asp Gly Tyr 
935 940 945 

tec cag caa att gtg tgc cag tgt cga gaa ggc tac aca ggg ctt egg 
Ser Gin Gin He Val Cys Gin Cys Arg Glu Gly Tyr Thr Gly Leu Arg 
950 955 960 965 

tgt gaa get tgt gee ccc ggg cac ttt ggg gac cca tea aag cca ggt 
Cys Glu Ala Cys Ala Pro Gly His Phe Gly Asp Pro Ser Lys Pro Gly 
970 975 980 

ggc agg tgc caa ctg tgt gag tgc agt gga aac att gat ccc atg gac 
Gly Arg Cys Gin Leu Cys Glu Cys Ser Gly Asn He Asp Pro Met Asp 
985 990 995 



2696 



2744 



2792 



2840 



2888 



2936 



2984 



3032 



cct gat gee tgt gat ccc cac acg ggg caa tgc ttg cgt tgt tta 3077 
Pro Asp Ala Cys Asp Pro His Thr Gly Gin Cys Leu Arg Cys Leu 
1000 1005 1010 

cac aac aca gag ggg ccc cac tgt ggc tat tgc aag cct ggc ttc 3122 
His Asn Thr Glu Gly Pro His Cys Gly Tyr Cys Lys Pro Gly Phe 
1015 1020 1025 

cat ggg caa get gec cga cag age tgt cac cgc tgt acc tgc aac 3167 
His Gly Gin Ala Ala Arg Gin Ser Cys His Arg Cys Thr Cys Asn 
1030 1035 1040 

ctt ctg ggc aca gat ccc agg egg tgc cca tct acc gac ctg tgc 3212 
Leu Leu Gly Thr Asp Pro Arg Arg Cys Pro Ser Thr Asp Leu Cys 
1045 1050 1° 55 
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cat tgt gac cca age act ggg cag tgc cca tgc ctt ccc cat gtc 
His Cys Asp Pro Ser Thr Gly Gin Cys Pro Cys Leu Pro His Val 
1060 1065 1070 

caa ggc etc aac tgt gac cat tgt gec ccc aac ttt tgg aac ttc 
Gin Gly Leu Asn Cys Asp His Cys Ala Pro Asn Phe Trp Asn Phe 
1075 1080 1085 

acc agt ggc cgt ggc tgc cag cct tgt get tgt cac cca age egg 
Thr Ser Gly Arg Gly Cys Gin Pro Cys Ala Cys His Pro Ser Arg 
1090 1095 1100 

gee aga ggc cct acc tgc aat gag ttc aca ggg cag tgt cac tgt 
Ala Arg Gly Pro Thr Cys Asn Glu Phe Thr Gly Gin Cys His Cys 
1105 1110 HI 5 

cat get ggc ttt ggt ggg agg act tgt tct gag tgc caa gag etc 
His Ala Gly Phe Gly Gly Arg Thr Cys Ser Glu Cys Gin Glu Leu 
1120 1125 1130 

tac tgg gga gac cct ggt ctg cag tgc cgt gee tgt gac tgt gat 
Tyr Trp Gly Asp Pro Gly Leu Gin Cys Arg Ala Cys Asp Cys Asp 
1135 H40 H45 

cct aga gga ata gac aaa cct cag tgt cat cgt tec aca ggc cac 
Pro Arg Gly He Asp Lys Pro Gin Cys His Arg Ser Thr Gly His 
1150 1155 H60 

tgt age tgc cgc cca ggc gtg tct ggt gtg cgc tgt gac cag tgt 
Cys Ser Cys Arg Pro Gly Val Ser Gly Val Arg Cys Asp Gin Cys 
1165 1170 H75 

get cgt ggc ttc tea ggg gtt ttt cct get tgt cac ccc tgc cac 
Ala Arg Gly Phe Ser Gly Val Phe Pro Ala Cys His Pro Cys His 
1180 H85 H90 

get tgc ttt gga gac tgg gat cgt gtg gta cag gac ctg get get 
Ala Cys Phe Gly Asp Trp Asp Arg Val Val Gin Asp Leu Ala Ala 
1195 1200 1205 

egg acg egg cgc ctg gag cag tgg get cag gag ttg cag caa aca 
Am Thr Arg Arg Leu Glu Gin Trp Ala Gin Glu Leu Gin Gin Thr 
1210 1215 1220 

gga gtg ctg ggt gee ttt gag age age ttt ttg aac atg cag ggg 
Gly Val Leu Gly Ala Phe Glu Ser Ser Phe Leu Asn Met Gin Gly 
1225 1230 1235 



3257 



3302 



3347 



3392 



3437 



3482 



3527 



3572 



3617 



3662 



3707 



3752 



3797 



aag eta ggc atg gtg cag gee att atg agt gee cgc aat gee tea 
Lys Leu Gly Met Val Gin Ala He Met Ser Ala Arg Asn Ala Ser 
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1240 



1245 



1250 



gcc gcc tct acg gcg aag ctt gta gag gcc aca gag gga eta cgt 
Ala Ala Ser Thr Ala Lys Leu Val Glu Ala Thr Glu Gly Leu Arg 
1255 1260 1265 

cat gaa ate ggg aag ace ace gag cgc ctg act cag tta gaa gca 
His Glu He Gly Lys Thr Thr Glu. Arg Leu Thr Gin Leu Glu Ala 
1270 1275 1280 

gag eta aca get gtg cag gat gag aac ttc aat gcc aac cat gca 
Glu Leu Thr Ala Val Gin Asp Glu Asn Phe Asn Ala Asn His Ala 
1285 1290 1295 

etc agt ggt ctg gag aga gac ggg ctt gcg ctt aat etc acc ctg 
Leu Ser Gly Leu Glu Arg Asp Gly Leu Ala Leu Asn Leu Thr Leu 
1300 1305 1310 

agg cag ctg gat cag cat ctg gag ate etc aaa cat tea aat ttc 
Arg Gin Leu Asp Gin His Leu Glu He Leu Lys His Ser Asn Phe 
1315 ' 1320 1325 

tta ggt gcc tat gac age ate cga cat gcc cac age cag tec aca 
Leu Gly Ala Tyr Asp Ser He Arg His Ala His Ser Gin Ser Thr 
1330 1335 1340 

gag gca gag cgc cgt gcc aac gcc tec acc ttt gca gta ccc age 
Glu Ala Glu Arg Arg Ala Asn Ala Ser Thr Phe Ala Val Pro Ser 
1345 1350 1355 

cct gtg age aac tea gca gat acc egg cgt egg acg gaa gtg eta 
Pro Val Ser Asn Ser Ala Asp Thr Arg Arg Arg Thr Glu Val Leu 
1360 1365 1370 

atg ggt gcc caa aaa gaa aac ttc aac cgc caa cat ttg gcc aac 
Met Gly Ala Gin Lys Glu Asn Phe Asn Arg Gin His Leu Ala Asn 
1375 1380 1385 

cag cag gca ctg gga egg etc tct gca cat gcc cac acc ctg age 
Gin Gin Ala Leu Gly Arg Leu Ser Ala His Ala His Thr Leu Ser 
1390 1395 1400 

ctg acg ggc ata aat gag ttg gtg tgt ggg gca cca ggg gac gca 
Leu Thr Gly He Asn Glu Leu Val Cys Gly Ala Pro Gly Asp Ala 
1405 1410 1415 



ccc tgt gcc acc age cct tgt ggg 
Pro Cys Ala Thr Ser Pro Cys Gly 
1420 1425 



ggt gcc gga tgt egg gat gaa 
Gly Ala Gly Cys Arg Asp Glu 
1430 



3842 



3887 



3932 



3977 



4022 



4067 



4112 



4157 



4202 



4247 



4292 



4337 
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gat ggg cag ccc cgt tgt ggt ggc etc ggt tgc agt ggg gca gca 
Asp Gly Gin Pro Arg Cys Gly Gly Leu Gly Cys Ser Gly Ala Ala 
1435 1440 1445 

gee acg gca gat eta gcg ctg ggc egg get egg cac acg cag gca 
Ala Thr Ala Asp Leu Ala Leu Gly Arg Ala Arg His Thr Gin Ala 
1450 1455 1460 

gag ctg cag egg gca ctg gta gaa ggt ggc ggc ate etc age egg 
Glu Leu Gin Arg Ala Leu Val Glu Gly Gly Gly He Leu Ser Arg 
1465 1470 1475 

gtg tct gag act cgt egg cag gca gaa gag gca cag cag cga gca 
Val Ser Glu Thr Arg Arg Gin Ala Glu Glu Ala Gin Gin Arg Ala 
1480 1485 1490 

cag gca gee ctg gac aag get aat get tec agg ggc cag gtg gaa 
Gin Ala Ala Leu Asp Lys Ala Asn Ala Ser Arg Gly Gin Val Glu 
1495 1500 1505 

cag gee aat cag gag ctt cga gaa ctt ate cag aat gtg aaa gac 
Gin Ala Asn Gin Glu Leu Arg Glu Leu He Gin Asn Val Lys Asp 
1510 1515 1520 



ttc etc age 
Phe Leu Ser 
1525 



cag gag gga gec gat cct gac agt att gaa atg gta 
Gin Glu Gly Ala Asp Pro Asp Ser He Glu Met Val 
1530 1535 



gcg act egg gtg eta gac ate tec ate ccg gee tea ccc gag cag 
Ala Thr Arg Val Leu Asp He Ser He Pro Ala Ser Pro Glu Gin 
1540 1545 1550 

ate cag cgc eta gee agt gag att gca gaa cgc gtc cga age ctg 
He Gin Arg Leu Ala Ser Glu He Ala Glu Arg Val Arg Ser Leu 
1555 1560 1565 

gec gac gtg gac aca ate ctg gee cat ace atg ggc gac gtg cgt 
Ala Asp Val Asp Thr He Leu Ala His Thr Met Gly Asp Val Arg 
1570 1575 1580 

egg get gaa cag eta ctg caa gat gcg cac egg gca egg age egg 
Arg Ala Glu Gin Leu Leu Gin Asp Ala His Arg Ala Arg Ser Arg 
1585 1590 1595 



gec gag ggt 
Ala Glu Gly 
1600 

gag gag get 
Glu Glu Ala 



gag aga cag aag gca gag aca gtc caa gcg gca ctg 
Glu Arg Gin Lys Ala Glu Thr Val Gin Ala Ala Leu 
1605 1610 



cag agg gca caa gga 
Gin Arg Ala Gin Gly 



get get cag ggt gee ate tgg 
Ala Ala Gin Gly Ala He Trp 

ffiiE# 2 0 0 5- 



4382 

4427 

4472 

4517 

4562 

4607 

4652 

4697 

4742 

4787 

4832 

4877 

4922 
3 0 2 3 6 6 0 
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1615 1620 1625 

gga gca gtg gtt gac aca caa aac aca gag cag acc ctg cag egg 4967 
Gly Ala Val Val Asp Thr Gin Asn Thr Glu Gin Thr Leu Gin Arg 
1630 1635 1640 

gtc cag gag agg atg gca ggt gca gag aag tct ctg aac tct gec 5012 
Val Gin Glu Arg Met Ala Gly Ala Glu Lys Ser Leu Asn Ser Ala 
1645 1650 1655 

ggt gag egg get egg caa tta gac gee etc ctg gag gee ctg aaa 5057 
Gly Glu Arg Ala Arg Gin Leu Asp Ala Leu Leu Glu Ala Leu Lys 
1660 1665 1670 

ctg aaa egg gca gga aat age ctg gca gca tct aca gcg gaa gaa 5102 
Leu Lys Arg Ala Gly Asn Ser Leu Ala Ala Ser Thr Ala Glu Glu 
1675 1680 1685 

aca gca ggc agt gee cag age cgt gee agg gag get gag aaa caa 5147 
Thr Ala Gly Ser Ala Gin Ser Arg Ala Arg Glu Ala Glu Lys Gin 
1690 1695 1700 

eta egg gaa caa gta ggt gac caa tac caa aca gtg agg gcg ttg 5192 
Leu Arg Glu Gin Val Gly Asp Gin Tyr Gin Thr Val Arg Ala Leu 
1705 1710 1715 

gca gag egg aag get gaa ggt gtt ctg get gca caa gee agg gca 5237 
Ala Glu Arg Lys Ala Glu Gly Val Leu Ala Ala Gin Ala Arg Ala 
1720 1725 1730 

gaa caa ctg egg gat gag get egg gac ctg ttg cag gee get cag 5282 
Glu Gin Leu Arg Asp Glu Ala Arg Asp Leu Leu Gin Ala Ala Gin 
1735 1740 1745 

gat aag ctg cag egg eta cag gag ctg gag ggc aca tat gag gag 5327 
Asp Lys Leu Gin Arg Leu Gin Glu Leu Glu Gly Thr Tyr Glu Glu 
1750 1755 1760 

aac gag cgt gca ctg gag ggc aaa gcg gee cag ctg gat ggg ctg 5372 
Asn Glu Arg Ala Leu Glu Gly Lys Ala Ala Gin Leu Asp Gly Leu 
1765 1770 1775 

gaa gee agg atg cgc agt gtg etc cag gee ate aac ttg cag gtc 5417 
Glu Ala Arg Met Arg Ser Val Leu Gin Ala He Asn Leu Gin Val 
1780 1785 1790 

cag ate tac aac acc tgc cag tga ccactcccta gggcctagcc ttgtcgccaa 5471 
Gin He Tyr Asn Thr Cys Gin 



1795 



2005-3023660 
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gcactgttct gcacacgatc gtccgcacat taaagagctc ctggctagca agagctttca 5531 
ataaacctgt gtgaacctca aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 5583 



<210> 8 

<211> 1799 

<212> PRT 

<213> Mus musculus 

<400> 8 

Met Glu Trp Ala Ser Gly Glu Pro Gly Arg Gly Arg Gin Gly Gin Pro 
15 10 15 

Leu Pro Trp Glu Leu Arg Leu Gly Leu Leu Leu Ser Val Leu Ala Ala 
20 25 30 

Thr Leu Ala Gin Ala Pro Ser Leu Asp Val Pro Gly Cys Ser Arg Gly 
35 40 45 

Ser Cys Tyr Pro Ala Thr Gly Asp Leu Leu Val Gly Arg Ala Asp Arg 
50 55 60 

Leu Thr Ala Ser Ser Thr Cys Gly Leu His Ser Pro Gin Pro Tyr Cys 
65 70 75 80 

He Val Ser His Leu Gin Asp Glu Lys Lys Cys Phe Leu Cys Asp Ser 
85 90 95 

Arg Arg Pro Phe Ser Ala Arg Asp Asn Pro Asn Ser His Arg He Gin 
100 105 HO 

Asn Val Val Thr Ser Phe Ala Pro Gin Arg Arg Thr Ala Trp Trp Gin 
115 120 125 

Ser Glu Asn Gly Val Pro Met Val Thr He Gin Leu Asp Leu Glu Ala 
130 135 140 

Glu Phe His Phe Thr His Leu He Met Thr Phe Lys Thr Phe Arg Pro 
145 150 155 160 
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Ala Ala Met Leu Val Glu Arg Ser Ala Asp Phe Gly Arg Thr Trp His 
165 170 175 



Val Tyr Arg Tyr Phe Ser Tyr Asp Cys Gly Ala Asp Phe Pro Gly He 
180 185 190 



Pro Leu Ala Pro Pro Arg Arg Trp Asp Asp Val Val Cys Glu Ser Arg 
195 200 205 



Tyr Ser Glu He Glu Pro Ser Thr Glu Gly Glu Val He Tyr Arg Val 
210 215 220 



Leu Asp Pro Ala He Pro He Pro Asp Pro Tyr Ser Ser Arg He Gin 
225 230 235 240 



Asn Leu Leu Lys He Thr Asn Leu Arg Val Asn Leu Thr Arg Leu His 
245 250 255 



Thr Leu Gly Asp Asn Leu Leu Asp Pro Arg Arg Glu He Arg Glu Lys 
260 265 270 



Tyr Tyr Tyr Ala Leu Tyr Glu Leu Val He Arg Gly Asn Cys Phe Cys 
275 280 285 



Tyr Gly His Ala Ser Gin Cys Ala Pro Ala Pro Gly Ala Pro Ala His 
290 295 300 



Ala Glu Gly Met Val His Gly Ala Cys He Cys Lys His Asn Thr Arg 
305 310 315 320 



Gly Leu Asn Cys Glu Gin Cys Gin Asp Phe Tyr Gin Asp Leu Pro Trp 
325 330 335 



His Pro Ala Glu Asp Gly His Thr His Ala Cys Arg Lys Cys Glu Cys 
340 345 350 
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Asn Gly His Thr His Ser Cys His Phe Asp Met Ala Val Tyr Leu Ala 
355 360 365 

Ser Gly Asn Val Ser Gly Gly Val Cys Asp Gly Cys Gin His Asn Thr 
370 375 380 



Ala Gly Arg His Cys Glu Phe Cys Arg Pro Phe Phe Tyr Arg Asp Pro 
385 390 395 400 



Thr Lys Asp Met Arg Asp Pro Ala Val Cys Arg Pro Cys Asp Cys Asp 
405 410 415 



Pro Met Gly Ser Gin Asp Gly Gly Arg Cys Asp Ser His Asp Asp Pro 
420 425 430 

Val Leu Gly Leu Val Ser Gly Gin Cys Arg Cys Lys Glu His Val Val 
435 440 445 

Gly Thr Arg Cys Gin Gin Cys Arg Asp Gly Phe Phe Gly Leu Ser Ala 
450 455 460 



Ser Asp Pro Arg Gly Cys Gin Arg Cys Gin Cys Asn Ser Arg Gly Thr 
465 ~ 470 475 480 



Val Pro Gly Ser Ser Pro Cys Asp Ser Ser Ser Gly Thr Cys Phe Cys 
485 490 495 



Lys Arg Leu Val Thr Gly His Gly Cys Asp Arg Cys Leu Pro Gly His 
500 505 510 

Trp Gly Leu Ser His Asp Leu Leu Gly Cys Arg Pro Cys Asp Cys Asp 
515 520 525 

Val Gly Gly Ala Leu Asp Pro Gin Cys Asp Glu Ala Thr Gly Gin Cys 
530 " 535 540 



Arg Cys Arg Gin His Met He Gly Arg Arg Cys Glu Gin Val Gin Pro 
545 ~ 550 555 560 
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Gly Tyr Phe Arg Pro Phe Leu Asp His Leu Thr Trp Glu Ala Glu Ala 
565 570 575 



Ala Gin Gly Gin Gly Leu Glu Val Val Glu Arg Leu Val Thr Asn Arg 
580 585 590 

Glu Thr Pro Ser Trp Thr Gly Pro Gly Phe Val Arg Leu Arg Glu Gly 
595 600 605 

Gin Glu Val Glu Phe Leu Val Thr Ser Leu Pro Arg Ala Met Asp Tyr 
610 615 620 

Asp Leu Leu Leu Arg Trp Glu Pro Gin Val Pro Glu Gin Trp Ala Glu 
625 630 635 640 

Leu Glu Leu Met Val Gin Arg Pro Gly Pro Val Ser Ala His Ser Pro 
645 650 655 



Cys Gly His Val Leu Pro Lys Asp Asp Arg He Gin Gly Met Leu His 
660 665 670 



Pro Asn Thr Arg Phe Leu Val Phe Pro Arg Pro Val Cys Leu Glu Pro 
675 680 685 

Gly He Ser Tyr Lys Leu Lys Leu Lys Leu He Gly Thr Gly Gly Arg 
690 695 700 

Ala Gin Pro Glu Thr Ser Tyr Ser Gly Leu Leu He Asp Ser Leu Val 
705 710 715 720 

Leu Gin Pro His Val Leu Val Leu Glu Met Phe Ser Gly Gly Asp Ala 
725 730 735 



Ala Ala Leu Glu Arg Arg Thr Thr Phe Glu Arg Tyr Arg Cys His Glu 
740 745 750 
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Glu Gly Leu Met Pro Ser Lys Ala Pro Leu Ser Glu Thr Cys Ala Pro 
755 760 765 

Leu Leu He Ser Val Ser Ala Leu He Tyr Asn Gly Ala Leu Pro Cys 
770 775 780 

Gin Cys Asp Pro Gin Gly Ser Leu Ser Ser Glu Cys Ser Pro His Gly 
785 790 795 800 

Gly Gin Cys Arg Cys Lys Pro Gly Val Val Gly Arg Arg Cys Asp Val 
805 810 815 

Cys Ala Thr Gly Tyr Tyr Gly Phe Gly Pro Ala Gly Cys Gin Ala Cys 
820 825 830 

Gin Cys Ser Pro Asp Gly Ala Leu Ser Ala Leu Cys Glu Gly Thr Ser 
835 840 845 

Gly Gin Cys Pro Cys Arg Pro Gly Ala Phe Gly Leu Arg Cys Asp His 
850 855 860 

Cys Gin Arg Gly Gin Trp Gly Phe Pro Asn Cys Arg Pro Cys Val Cys 
865 870 875 880 

Asn Gly Arg Ala Asp Glu Cys Asp Thr His Thr Gly Ala Cys Leu Gly 
885 890 895 

Cys Arg Asp Tyr Thr Gly Gly Glu His Cys Glu Arg Cys He Ala Gly 
900 905 910 

Phe His Gly Asp Pro Arg Leu Pro Tyr Gly Gly Gin Cys Arg Pro Cys 
915 920 925 

Pro Cys Pro Glu Gly Pro Gly Ser Gin Arg His Phe Ala Thr Ser Cys 
930 935 940 

His Arg Asp Gly Tyr Ser Gin Gin He Val Cys Gin Cys Arg Glu Gly 
945 " 950 955 960 
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Tvr Thr Gly Leu Arg Cys Glu Ala Cys Ala Pro Gly His Phe Gly Asp 
965 970 975 



Pro Ser Lys Pro Gly Gly Arg Cys Gin Leu Cys Glu Cys Ser Gly Asn 
980 985 990 



He Asp Pro Met Asp Pro Asp Ala Cys Asp Pro His Thr Gly Gin Cys 
995 1000 1005 



Leu Arg Cys Leu His Asn Thr Glu Gly Pro His Cys Gly Tyr Cys 
1010 1015 1020 



Lys Pro Gly Phe His Gly Gin Ala Ala Arg Gin Ser Cys His Arg 
1025 1030 1035 



Cys Thr Cys Asn Leu Leu Gly Thr Asp Pro Arg Arg Cys Pro Ser 
1040 1045 1050 



Thr Asp Leu Cys His Cys Asp Pro Ser Thr Gly Gin Cys Pro Cys 
1055 1060 1065 



Leu Pro His Val Gin Gly Leu Asn Cys Asp His Cys Ala Pro Asn 
1070 1075 1080 



Phe Trp Asn Phe Thr Ser Gly Arg Gly Cys Gin Pro Cys Ala Cys 
1085 1090 1095 



His Pro Ser Arg Ala Arg Gly Pro Thr Cys Asn Glu Phe Thr Gly 
1100 1105 IHO 



Gin Cys His Cys His Ala Gly Phe Gly Gly Arg Thr Cys Ser Glu 
1115 1120 H25 



Cys Gin Glu Leu Tyr Trp Gly Asp Pro Gly Leu Gin Cys Arg Ala 
1130 H35 II 40 
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Cys Asp Cys Asp Pro Arg Gly He Asp Lys Pro Gin Cys His Arg 
1145 1150 1155 
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Ser Thr Gly His Cys Ser Cys Arg Pro Gly Val Ser Gly Val Arg 
1160 H65 H70 

Cys Asp Gin Cys Ala Arg Gly Phe Ser Gly Val Phe Pro Ala Cys 
1175 1180 1185 

His Pro Cys His Ala Cys Phe Gly Asp Trp Asp Arg Val Val Gin 
1190 1195 1200 

Asp Leu Ala Ala Arg Thr Arg Arg Leu Glu Gin Trp Ala Gin Glu 
1205 1210 1215 

Leu Gin Gin Thr Gly Val Leu Gly Ala Phe Glu Ser Ser Phe Leu 
1220 1225 1230 

Asn Met Gin Gly Lys Leu Gly Met Val Gin Ala He Met Ser Ala 
1235 1240 1245 

Arg Asn Ala Ser Ala Ala Ser Thr Ala Lys Leu Val Glu Ala Thr 
1250 1255 1260 

Glu Gly Leu Arg His Glu He Gly Lys Thr Thr Glu Arg Leu Thr 
1265 1270 1275 



Gin Leu Glu Ala Glu Leu Thr Ala Val Gin Asp Glu Asn Phe Asn 
1280 1285 1290 



Ala Asn His Ala Leu Ser Gly Leu Glu Arg Asp Gly Leu Ala Leu 
1295 1300 1305 



Asn Leu Thr Leu Arg Gin Leu Asp Gin His Leu Glu He Leu Lys 
1310 1315 1320 



His Ser Asn Phe Leu Gly Ala Tyr Asp Ser He Arg His Ala His 
1325 1330 1335 
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Ser Gin Ser Thr Glu Ala Glu Arg Arg Ala Asn Ala Ser Thr Phe 
1340 1345 1350 

Ala Val Pro Ser Pro Val Ser Asn Ser Ala Asp Thr Arg Arg Arg 
1355 1360 1365 

Thr Glu Val Leu Met Gly Ala Gin Lys Glu Asn Phe Asn Arg Gin 
1370 1375 1380 

His Leu Ala Asn Gin Gin Ala Leu Gly Arg Leu Ser Ala His Ala 
1385 1390 1395 

His Thr Leu Ser Leu Thr Gly He Asn Glu Leu Val Cys Gly Ala 
1400 1405 1410 

Pro Gly Asp Ala Pro Cys Ala Thr Ser Pro Cys Gly Gly Ala Gly 
1415 1420 1425 

Cys Arg Asp Glu Asp Gly Gin Pro Arg Cys Gly Gly Leu Gly Cys 
1430 1435 1440 

Ser Gly Ala Ala Ala Thr Ala Asp Leu Ala Leu Gly Arg Ala Arg 
1445 1450 1455 

His Thr Gin Ala Glu Leu Gin Arg Ala Leu Val Glu Gly Gly Gly 
1460 1465 1470 

He Leu Ser Arg Val Ser Glu Thr Arg Arg Gin Ala Glu Glu Ala 
1475 ~ 1480 1485 



Gin Gin Arg Ala Gin Ala Ala Leu Asp Lys Ala Asn Ala Ser Arg 
1490 1495 1500 



Gly Gin Val Glu Gin Ala Asn Gin Glu Leu Arg Glu Leu He Gin 
1505 1510 1515 
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Asn Val Lys Asp Phe Leu Ser Gin Glu Gly Ala Asp Pro Asp Ser 
1520 1525 1530 
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He Glu Met Val Ala Thr Arg Val Leu Asp He Ser He Pro Ala 
1535 1540 1545 

Ser Pro Glu Gin He Gin Arg Leu Ala Ser Glu He Ala Glu Arg 
1550 1555 1560 

Val Arg Ser Leu Ala Asp Val Asp Thr He Leu Ala His Thr Met 
1565 1570 1575 

Gly Asp Val Arg Arg Ala Glu Gin Leu Leu Gin Asp Ala His Arg 
1580 1585 1590 

Ala Arg Ser Arg Ala Glu Gly Glu Arg Gin Lys Ala Glu Thr Val 
1595 1600 1605 

Gin Ala Ala Leu Glu Glu Ala Gin Arg Ala Gin Gly Ala Ala Gin 
1610 1615 1620 

Gly Ala He Trp Gly Ala Val Val Asp Thr Gin Asn Thr Glu Gin 
1625 1630 1635 

Thr Leu Gin Arg Val Gin Glu Arg Met Ala Gly Ala Glu Lys Ser 
1640 1645 1650 

Leu Asn Ser Ala Gly Glu Arg Ala Arg Gin Leu Asp Ala Leu Leu 
1655 1660 1665 

Glu Ala Leu Lys Leu Lys Arg Ala Gly Asn Ser Leu Ala Ala Ser 
1670 1675 1680 



Thr Ala Glu Glu Thr Ala Gly Ser Ala Gin Ser Arg Ala Arg Glu 
1685 1690 1695 



Ala Glu Lys Gin Leu Arg Glu Gin Val Gly Asp Gin Tyr Gin Thr 
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Val Arg Ala Leu Ala Glu Arg Lys Ala Glu Gly Val Leu Ala Ala 
1715 1720 1725 



Gin Ala Arg Ala Glu Gin Leu Arg Asp Glu Ala Arg Asp Leu Leu 
1730 1735 1740 



Gin Ala Ala Gin Asp Lys Leu Gin Arg Leu Gin Glu Leu Glu Gly 
1745 1750 1755 



Thr Tyr Glu Glu Asn Glu Arg Ala Leu Glu Gly Lys Ala Ala Gin 
1760 1765 1770 



Leu Asp Gly Leu Glu Ala Arg Met Arg Ser Val Leu Gin Ala He 
1775 1780 1785 



Asn Leu Gin Val Gin He Tyr Asn Thr Cys Gin 
1790 1795 



<210> 9 

<211> 5153 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1) . . (1476) 

<223> laminin 12 gamma 3 chain 



<400> 9 

atg get gta tec agg gtc ctg tec etc ctg gca acg gtg gca teg atg 

Met Ala Val Ser Arg Val Leu Ser Leu Leu Ala Thr Val Ala Ser Met 
15 10 15 

gcg ctg gtg att cag gag aca cac ttc gcg gca ggc gcg gac atg ggc 
Ala Leu Val He Gin Glu Thr His Phe Ala Ala Gly Ala Asp Met Gly 
20 25 30 



48 



96 



tct tgc tac gac ggt gtg gga cgc gca cag cgc tgt ctg cct gag ttc 144 
Ser Cys Tyr Asp Gly Val Gly Arg Ala Gin Arg Cys Leu Pro Glu Phe 
35 40 45 
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gag aac gcg gcg ttc ggc cga cgc gcc gag gcc tec cac acg tgc gga 
Glu Asn Ala Ala Phe Gly Arg Arg Ala Glu Ala Ser His Thr Cys Gly 
50 55 60 

egg ccc ccg gag gac ttc tgt cca cac gtg ggg gca cca ggg get ggg 
Arg Pro Pro Glu Asp Phe Cys Pro His Val Gly Ala Pro Gly Ala Gly 
65 70 75 80 

eta cag tgc cag cgc tgc gac gat get gac ccc gga cga cgc cac gac 
Leu Gin Cys Gin Arg Cys Asp Asp Ala Asp Pro Gly Arg Arg His Asp 
85 90 95 

gcc tec tac etc aca gac ttc cac age ccc gat gac age acc tgg tgg 
Ala Ser Tyr Leu Thr Asp Phe His Ser Pro Asp Asp Ser Thr Trp Trp 
100 105 110 

cag age cca tec atg gcc ttc ggg gtg cag tac ccc acc teg gtt aac 
Gin Ser Pro Ser Met Ala Phe Gly Val Gin Tyr Pro Thr Ser Val Asn 
115 120 125 

ctg acc ttg age tta ggg aag gcc tat gag att acc tat gtg agg ctg 
Leu Thr Leu Ser Leu Gly Lys Ala Tyr Glu He Thr Tyr Val Arg Leu 
130 135 140 

aag ttc cac acc agt cgc cct gag agt ttt gcc ate tac aag cgc acg 
Lys Phe His Thr Ser Arg Pro Glu Ser Phe Ala He Tyr Lys Arg Thr 
145 150 155 160 

tac gcc agt ggc ccc tgg gag ccc tac caa tac tac agt gcc tec tgc 
Tyr Ala Ser Gly Pro Trp Glu Pro Tyr Gin Tyr Tyr Ser Ala Ser Cys 
165 170 175 

cag aaa acc tat ggc cgt cct gag ggc cac tac ctg cga ccg ggc gag 
Gin Lys Thr Tyr Gly Arg Pro Glu Gly His Tyr Leu Arg Pro Gly Glu 
180 185 190 

gat gag agg gtg gcc ttc tgc acc tct gag ttc agt gac ate tec ccc 
Asp Glu Arg Val Ala Phe Cys Thr Ser Glu Phe Ser Asp He Ser Pro 
195 200 205 

ttg aac ggg ggc aac gtg gcc ttc tec acc ctg gaa ggc cgt ccc agt 
Leu Asn Gly Gly Asn Val Ala Phe Ser Thr Leu Glu Gly Arg Pro Ser 
210 215 220 

gcc tac aac ttt gag gag age cct gtg ctg cag gag tgg gtc acc age 
Ala Tyr Asn Phe Glu Glu Ser Pro Val Leu Gin Glu Trp Val Thr Ser 
225 230 235 240 

act gac ate ctg ate tct eta gat egg etc aac acg ttt ggg gat gac 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 
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Thr Asp He Leu He Ser Leu Asp Arg Leu Asn Thr Phe Gly Asp Asp 
245 250 255 



ate ttc aag gac ccc aga gtg etc cag tct tac tac tac get gtg tct 
He Phe Lys Asp Pro Arg Val Leu Gin Ser Tyr Tyr Tyr Ala Val Ser 
260 265 270 

gac ttc tct gtg ggt ggc agg tgc aaa tgc aat ggt cac gec agt gaa 
Asp Phe Ser Val Gly Gly Arg Cys Lys Cys Asn Gly His Ala Ser Glu 
275 280 285 

tgc gaa ccc aat gcg get ggt cag ctg get tgc cgc tgt cag cac aac 
Cys Glu Pro Asn Ala Ala Gly Gin Leu Ala Cys Arg Cys Gin His Asn 
290 295 300 

acc aca gga gtg gac tgc gag cgt tgt ctg ccc ttc ttc cag gac cgt 
Thr Thr Gly Val Asp Cys Glu Arg Cys Leu Pro Phe Phe Gin Asp Arg 
305 310 315 320 

ccg tgg gec cga ggc acc gec gag gat gec aac gag tgt ctg ccc tgc 
Pro Trp Ala Arg Gly Thr Ala Glu Asp Ala Asn Glu Cys Leu Pro Cys 
325 330 335 

aac tgc agt ggg cac tct gag gag tgc acg ttt gac agg gag etc tat 
Asn Cys Ser Gly His Ser Glu Glu Cys Thr Phe Asp Arg Glu Leu Tyr 
340 345 350 

egg age aca ggc cat ggt ggg cac tgt cag egg tgc cgt gac cac aca 
Arg Ser Thr Gly His Gly Gly His Cys Gin Arg Cys Arg Asp His Thr 
355 360 365 



ccg aag aca cca tgc caa ccc tgt gac tgc cac cca gca ggc tct ctg 
Pro Lys Thr Pro Cys Gin Pro Cys Asp Cys His Pro Ala Gly Ser Leu 

390 395 400 



385 



agt etc cag tgt gac aac tea ggc gtc tgt ccc tgc aag ccc aca gtg 
Ser Leu Gin Cys Asp Asn Ser Gly Val Cys Pro Cys Lys Pro Thr Val 
405 410 415 

act ggc tgg aag tgt gac cgc tgc ctg cct gga ttc cac tea etc agt 
Thr Gly Trp Lys Cys Asp Arg Cys Leu Pro Gly Phe His Ser Leu Ser 
420 * 425 430 



816 



864 



912 



960 



1008 



1056 



1104 



act ggg cca cac tgt gag cgc tgt gag aag aac tac tac aga tgg tec 1152 
Thr Gly Pro His Cys Glu Arg Cys Glu Lys Asn Tyr Tyr Arg Trp Ser 
370 375 380 



1200 



1248 



1296 



1344 



gag ggc ggc tgc aga ccc tgt gec tgc aat gtc gec ggc age ttg ggc 
Glu Gly Gly Cys Arg Pro Cys Ala Cys Asn Val Ala Gly Ser Leu Gly 
435 440 445 
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1392 



1440 



1486 



acc tgt gac ccc cgc agt ggg aac tgt ccc tgc aaa gag aat gta gaa 
Thr Cys Asp Pro Arg Ser Gly Asn Cys Pro Cys Lys Glu Asn Val Glu 
450 455 460 

ggc age ctg tgt gac aga tgc cgc cct ggg aca ttt aac ctg cag ccc 
Gly Ser Leu Cys Asp Arg Cys Arg Pro Gly Thr Phe Asn Leu Gin Pro 
465 " 470 475 480 

cac aat cca gtg ggc tgc age age tgc ttc tgt tat ggccactcca 
His Asn Pro Val Gly Cys Ser Ser Cys Phe Cys Tyr 
485 490 

aggtgtgttc tcctgctgcc gggttccagg aacaccacat ccgctcagac ttccgccatg 1546 

gagctggtgg ctggcagatc agaagcatgg gagtgtccaa gcgtcctctg caatggagee 1606 

agagtgggct cctcctgggc ctgegaggag gggaggaact ctcagcccca aagaagttcc 1666 

tgggagacca gagactcagc tatggacagc cagtcatact gaccctccaa gtaccccctg 1726 

gaggctcccc acctcctatt cagctgagac tggagggagc aggcttggct ctgtctctga 1786 

ggccctccag tctacccagc cctcaggaca ccaggcagcc aagacgagtt cagctccagt 1846 

tcctcttgca ggagacttct gaggaggcag agtccccact gcccaccttc cacttccagc 

gcctgctttc caatctgact gctctgagca tctggaccag tggccaagga ccgggccatt 

ctggccaagt gctcttgtgt gaagttcagc tcacatcggc ctggccccag cgtgagcttg 

cccctccagc ctcttgggtg gagacctget tatgtcccca gggatacaca ggccagttct 

gtgaattctg tgctctggga tacaagagag aaatacctca tgggggtccc tatgecaact 2146 

gcattccctg cacctgcaac cagcatggca cctgtgaccc caacacaggg atetgectgt 2206 

gtggccacca caccgagggt ccatcctgtg ageggtgeat gecaggttte tacggtaacg 2266 

ccttctcagg ccgtgctgat gattgecage cctgtccgtg ccctggccaa tcagcctgtg 

caaccatccc agagagtgga gatgtggtgt gcacacactg ccctcctggt cagagaggac 

gaegatgega gagctgegaa gatggctttt ttggggatcc tctagggctc tctggagctc 2446 

cccagccctg ccgccgatgc cagtgcagcg ggaacgtgga tetcaatget gtgggcaact 2506 

gtgatcctca ttctggccac tgettgeget gtctgtacaa cacgacaggg gcccactgcg 2566 

agcactgtcg ggagggtttc tacgggagtg ccgtggccac aaggcccgtg gacaaatgtg 



1906 
1966 
2026 
2086 



2326 
2386 



2626 
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ctccctgcag ctgtgacctg aggggctcag tcagtgagaa gacctgcaac cctgtgactg 2686 

gccagtgtgt ctgcctgcct tatgtctccg ggagggactg cagccgctgc agccctggct 2746 

tctatgacct ccagtctggg aggggctgcc agagctgcaa atgtcaccca cttggatcct 2806 

tggagaataa gtgccacccc aagactggcc agtgtccctg ccgacctggt gtcactggcc 2866 

aagcctgtga cagatgccag ctaggtttct ttggcttctc catcaagggc tgccgagact 2926 

gtaggtgctc cccattgggt gctgcctcat ctcagtgcca tgagaacagc acctgtgtgt 2986 

gccggcccgg ctttgtgggc tataaatgcg accgctgcca ggacaatttc ttcctcgcgg 3046 

atggcgacac aggctgccaa gagtgtccca cttgctatgc cctagtgaag gaagaggcag 3106 

ccaagctgaa ggccaggttg atgctgatgg aggggtggct tcaaaggtct gactgtggta 3166 

gcccctgggg accactagac attctgcagg gagaagcccc tctgggggat gtctaccaag 3226 

gtcaccacct acttcaagag acccggggga ccttcctgca gcagatggtg ggcctggagg 3286 

attctgtgaa ggccacttgg gagcagttgc aggtgctgag agggcatgta cactgtgccc 3346 

aggctggagc tcagaagacc tgcatccagc tggcagagct ggaggagaca ttgcagtcct 3406 

cagaggagga ggtccttcgt gcagcctcag ctctctcatt tctggcaagt cttcagaaag 3466 

gatccagcac acccaccaat tggagtcacc tggcatcaga ggcccagatc cttgccagaa 3526 

gccacaggga cacggccacc aagatcgaag ctacctcgga aagggccctg ctcgcctcca 3586 

acgccagcta tgagctcctg aagctgatgg aaggcagagt ggcctcggaa gcccagcagg 3646 

aactggagga caggtaccag gaggtgcagg cagctcagac tgccctgggc atagctgtgg 3706 

cagaggcgct gcccaaagct gaaaaggcac tggccacggt gaagcaagtc attggtgacg 3766 

cagccccaca tctaggcttg ctggtcaccc ctgaagcaat gaacttccaa gccaggggcc 3826 

tgagctggaa agtgaaggcc ctggagcaga agctggagca gaaggagccc gaggtgggcc 3886 

agtctgtggg agccctgcag gtggaggctg gaagagcctt ggagaagatg gagcccttta 3946 

tgcagctacg caataagacc acagctgcct tcacacgggc ttcctcagct gtgcaagctg 4006 

ccaaggtgac cgtcatagga gcagagaccc tgctagctga cctagaggga atgaagctga 4066 

ggtctcctct acccaaggag caggcagcgc tgaagaagaa agcaggcagc atcaggacca 4126 
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ggctcctgga ggacacaaag aggaagacca agcatgcaga gaggatgctg ggaaatgctg 4186 

cctctctctc ctccagcacc aagaagaaaa gcaaagaagc agaactgatg tctaaggaca 4246 

atgccaagct ctccagagct ttgctgaggg aaggcaagca gggctaccgt catgccagcc 4306 

gactcgccag ccagacccag gccacactcc gtcgggcctc tcgcctgctg ctgacctcag 4366 

aagcacacaa gcaggagctg gaggaagcta aacaggtgac ctctgggctg agcactgtgg 4426 

agcgccaggt ccgagagtct cggatctcct tggagaagga caccaaggtc ctgtcagagc 4486 

tgcttgtgaa gctggggtcc ctgggtgtcc accaagcccc tgctcagacc ctgaacgaga 4546 

cccagcgggc actagaaagc ttgaggctgc agctggattc ccacggagcc ctgcatcaca 4606 

aactgaggca gctggaggaa gagtctgctc gacaggagct gcagattcag agctttgagg 4666 

acgaccttgc tgagatccgc gctgacaagc acaacttgga gaccattctg agcagtctgc 4726 

cagagaactg tgccagctag accctggtac accctcccca ccctgccgtt tcctgtccac 4786 

tccctgtagg tgtcccaggt ctgcctgtcg tatgttcacg tgaatgcttg tttgctggtg 4846 

catcttcggt ctgagcagga gtgaatacat gctcacacct ccacagatga ccctgtatgt 4906 

agtcctcagt gtgtactctc taaacgtgca tcagcataca caccccagta tttgcacata 4966 

tgtgtatgtg atgcactgat gtgttaagac cacctgtgtg catgcacaca tatgagagtc 5026 
tagagctgtg gagagcagtc ctgagcttgg cacatccaca ttctggtggg ttcctgctat 5086 
gaatatcctg caggatgaca catctacacc tcctcagaat cagggccaac aggtgtactc 5146 
gagctga 



<210> 10 

<211> 492 

<212> PRT 

<213> Mus musculus 

<400> 10 

Met Ala Val Ser Arg Val Leu Ser Leu Leu Ala Thr Val Ala Ser Met 
15 10 15 



5153 



Ala Leu Val He Gin Glu Thr His Phe Ala Ala Gly Ala Asp Met Gly 

mm2 005-3023660 



20 
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25 



30 
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Ser Cys Tyr Asp Gly Val Gly Arg Ala Gin Arg Cys Leu Pro Glu Phe 
35 40 45 



Glu Asn Ala Ala Phe Gly Arg Arg Ala Glu Ala Ser His Thr Cys Gly 
50 55 60 



Arg Pro Pro Glu Asp Phe Cys Pro His Val Gly Ala Pro Gly Ala Gly 
65 70 75 80 



Leu Gin Cys Gin Arg Cys Asp Asp Ala Asp Pro Gly Arg Arg His Asp 
85 90 95 



Ala Ser Tyr Leu Thr Asp Phe His Ser Pro Asp Asp Ser Thr Trp Trp 
100 105 HO 



Gin Ser Pro Ser Met Ala Phe Gly Val Gin Tyr Pro Thr Ser Val Asn 
115 120 125 



Leu Thr Leu Ser Leu Gly Lys Ala Tyr Glu He Thr Tyr Val Arg Leu 
130 135 140 



Lys Phe His Thr Ser Arg Pro Glu Ser Phe Ala He Tyr Lys Arg Thr 
145 150 155 160 



Tyr Ala Ser Gly Pro Trp Glu Pro Tyr Gin Tyr Tyr Ser Ala Ser Cys 
165 170 175 



Gin Lys Thr Tyr Gly Arg Pro Glu Gly His Tyr Leu Arg Pro Gly Glu 
180 185 190 



Asp Glu Arg Val Ala Phe Cys Thr Ser Glu Phe Ser Asp He Ser Pro 
195 200 205 

Leu Asn Gly Gly Asn Val Ala Phe Ser Thr Leu Glu Gly Arg Pro Ser 
210 215 220 
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Ala Tyr Asn Phe Glu Glu Ser Pro Val Leu Gin Glu Trp Val Thr Ser 
225 230 235 240 



Thr Asp He Leu He Ser Leu Asp Arg Leu Asn Thr Phe Gly Asp Asp 
245 250 255 

He Phe Lys Asp Pro Arg Val Leu Gin Ser Tyr Tyr Tyr Ala Val Ser 
260 265 270 

Asp Phe Ser Val Gly Gly Arg Cys Lys Cys Asn Gly His Ala Ser Glu 
275 280 285 

Cys Glu Pro Asn Ala Ala Gly Gin Leu Ala Cys Arg Cys Gin His Asn 
290 295 300 



Thr Thr Gly Val Asp Cys Glu Arg Cys Leu Pro Phe Phe Gin Asp Arg 
305 310 315 320 



Pro Trp Ala Arg Gly Thr Ala Glu Asp Ala Asn Glu Cys Leu Pro Cys 
325 330 335 



Asn Cys Ser Gly His Ser Glu Glu Cys Thr Phe Asp Arg Glu Leu Tyr 
340 345 350 



Arg Ser Thr Gly His Gly Gly His Cys Gin Arg Cys Arg Asp His Thr 
355 360 365 



Thr Gly Pro His Cys Glu Arg Cys Glu Lys Asn Tyr Tyr Arg Trp Ser 
370 375 380 



Pro Lys Thr Pro Cys Gin Pro Cys Asp Cys His Pro Ala Gly Ser Leu 
385 390 395 400 



Ser Leu Gin Cys Asp Asn Ser Gly Val Cys Pro Cys Lys Pro Thr Val 
405 410 415 
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Thr Gly Trp Lys Cys Asp Arg Cys Leu Pro Gly Phe His Ser Leu Ser 
420 425 430 



Glu Gly Gly Cys Arg Pro Cys Ala Cys Asn Val Ala Gly Ser Leu Gly 
435 440 445 



Thr Cys Asp Pro Arg Ser Gly Asn Cys Pro Cys Lys Glu Asn Val Glu 
450 455 460 



Gly Ser Leu Cys Asp Arg Cys Arg Pro Gly Thr Phe Asn Leu Gin Pro 
465 470 475 480 



His Asn Pro Val Gly Cys Ser Ser Cys Phe Cys Tyr 
485 490 



<210> 11 

<211> 2265 

<212> PRT 

<213> Bos taurus 

<400> 11 

Gin Ala Gin Gin He Val Gin Pro Gin Ser Pro Leu Thr Val Ser Gin 
15 10 15 



Ser Lys Pro Gly Cys Tyr Asp Asn Gly Lys His Tyr Gin He Asn Gin 
20 25 30 



Gin Trp Glu Arg Thr Tyr Leu Gly Ser Ala Leu Val Cys Thr Cys Tyr 
35 40 45 



Gly Gly Ser Arg Gly Phe Asn Cys Glu Ser Lys Pro Glu Pro Glu Glu 
50 55 60 

Thr Cys Phe Asp Lys Tyr Thr Gly Asn Thr Tyr Arg Val Gly Asp Thr 
65 " 70 75 80 



Tvr Glu Arg Pro Lys Asp Ser Met He Trp Asp Cys Thr Cys He Gly 
85 90 95 



^-v: 73/ 
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Ala Gly Arg Gly Arg He Ser Cys Thr He Ala Asn Arg Cys His Glu 
100 105 HO 

Gly Gly Gin Ser Tyr Lys He Gly Asp Thr Trp Arg Arg Pro His Glu 
115 120 125 

Thr Gly Gly Tyr Met Leu Glu Cys Val Cys Leu Gly Asn Gly Lys Gly 
130 135 140 



Glu Trp Thr Cys Lys Pro He Ala Glu Lys Cys Phe Asp Gin Ala Ala 
145 " 150 155 160 



Gly Thr Ser Tyr Val Val Gly Glu Thr Trp Glu Lys Pro Tyr Gin Gly 
165 170 175 



Trp Met Met Val Asp Cys Thr Cys Leu Gly Glu Gly Ser Gly Arg He 
180 185 190 



Thr Cys Thr Ser Arg Asn Arg Cys Asn Asp Gin Asp Thr Arg Thr Ser 
195 200 205 

Tyr Arg He Gly Asp Thr Trp Ser Lys Lys Asp Asn Arg Gly Asn Leu 
210 215 220 



Leu Gin Cys He Cys Thr Gly Asn Gly Arg Gly Glu Trp Lys Cys Glu 
225 230 235 240 



Arg His Thr Ser Leu Gin Thr Thr Ser Ala Gly Ser Gly Ser Phe Thr 
245 250 255 



Asp Val Arg Thr Ala He Tyr Gin Pro Gin Pro His Pro Gin Pro Pro 
260 265 270 



Pro Tyr Gly His Cys Val Thr Asp Ser Gly Val Val Tyr Ser Val Gly 
275 280 285 
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Met Gin Trp Leu Lys Thr Gin Gly Asn Lys Gin Met Leu Cys Thr Cys 
290 295 300 



^-v: 75/ 



Leu Gly Asn Gly Val Ser Cys Gin Glu Thr Ala Val Thr Gin Thr Tyr 
305 ' 310 315 320 

Gly Gly Asn Ser Asn Gly Glu Pro Cys Val Leu Pro Phe Thr Tyr Asn 
325 330 335 

Gly Lys Thr Phe Tyr Ser Cys Thr Thr Glu Gly Arg Gin Asp Gly His 
340 345 350 

Leu Trp Cys Ser Thr Thr Ser Asn Tyr Glu Gin Asp Gin Lys Tyr Ser 
355 360 365 

Phe Cys Thr Asp His Thr Val Leu Val Gin Thr Arg Gly Gly Asn Ser 
370 375 380 



Asn Gly Ala Leu Cys His Phe Pro Phe Leu Tyr Asn Asn His Asn Tyr 
385 390 395 400 



Thr Asp Cys Thr Ser Glu Gly Arg Arg Asp Asn Met Lys Trp Cys Gly 
405 410 415 



Thr Thr Gin Asn Tyr Asp Ala Asp Gin Lys Phe Gly Phe Cys Pro Met 
420 425 430 

Ala Ala His Glu Glu He Cys Thr Thr Asn Glu Gly Val Met Tyr Arg 
435 440 445 

He Gly Asp Gin Trp Asp Lys Gin His Asp Met Gly His Met Met Arg 
450 455 460 



Cys Thr Cys Val Gly Asn Gly Arg Gly Glu Trp Thr Cys Val Ala Tyr 
465 470 475 480 



Ser Gin Leu Arg Asp Gin Cys He Val Asp Gly He Thr Tyr Asn Val 
485 490 495 
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Asn Asp Thr Phe His Lys Arg His Glu Glu Gly His Met Leu Asn Cys 
500 505 510 

Thr Cys Phe Gly Gin Gly Arg Gly Arg Trp Lys Cys Asp Pro Val Asp 
515 520 525 

Gin Cys Gin Asp Ser Glu Thr Arg Thr Phe Tyr Gin He Gly Asp Ser 
530 535 540 

Trp Glu Lys Tyr Leu Gin Gly Val Arg Tyr Gin Cys Tyr Cys Tyr Gly 
545 550 555 560 



Arg Gly He Gly Glu Trp Ala Cys Gin Pro Leu Gin Thr Tyr Pro Asp 
' ' 565 570 • 575 



Thr Ser Gly Pro Val Gin Val He He Thr Glu Thr Pro Ser Gin Pro 
580 585 590 

Asn Ser His Pro He Gin Trp Ser Ala Pro Glu Ser Ser His He Ser 
595 600 605 

Lys Tyr lie Leu Arg Trp Lys Pro Lys Asn Ser Pro Asp Arg Trp Lys 
610 615 620 

Glu Ala Thr He Pro Gly His Leu Asn Ser Tyr Thr He Lys Gly Leu 
625 630 635 640 



Arg Pro Gly Val Val Tyr Glu Gly Gin Leu He Ser Val Gin His Tyr 
645 650 655 



Gly Gin Arg Glu Val Thr Arg Phe Asp Phe Thr Thr Thr Ser Thr Ser 
660 665 670 



Pro Ala Val Thr Ser Asn Thr Val Thr Gly Glu Thr Thr Pro Leu Ser 
675 680 685 
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Pro Val Val Ala Thr Ser Glu Ser Val Thr Glu He Thr Ala Ser Ser 
690 695 700 

Phe Val Val Ser Trp Val Ser Ala Ser Asp Thr Val Ser Gly Phe Arg 
705 710 715 720 

Val Glu Tyr Glu Leu Ser Glu Glu Gly Asp Glu Pro Gin Tyr Leu Asp 
725 730 735 

Leu Pro Ser Thr Ala Thr Ser Val Asn He Pro Asp Leu Leu Pro Gly 
740 745 750 

Arg Lys Tyr Thr Val Asn Val Tyr Glu He Ser Glu Glu Gly Glu Gin 
755 760 765 

Asn Leu He Leu Ser Thr Ser Gin Thr Thr Ala Pro Asp Ala Pro Pro 
770 775 780 



Asp Pro Thr Val Asp Gin Val Asp Asp Thr Ser He Val Val Arg Trp 
785 790 795 800 



Ser Arg Pro Arg Ala Pro He Thr Gly Tyr Arg He Val Tyr Ser Pro 
805 810 815 



Ser Val Glu Gly Ser Ser Thr Glu Leu Asn Leu Pro Glu Thr Ala Asn 
820 825 830 

Ser Val Thr Leu Ser Asp Leu Gin Pro Gly Val Gin Tyr Asn He Thr 
835 840 845 

He Tyr Ala Val Glu Glu Asn Gin Glu Ser Thr Pro Val Phe He Gin 
850 855 860 



Gin Glu Thr Thr Gly Val Pro Arg Ser Asp Lys Val Pro Pro Pro Arg 
865 870 875 880 



Asp Leu Gin Phe Val Glu Val Thr Asp Val Lys He Thr He Met Trp 

ffi|E# 2005-3023660 
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885 890 



895 
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Thr Pro Pro Glu Ser Pro Val Thr Gly Tyr Arg Val Asp Val He Pro 
900 905 910 

Val Asn Leu Pro Gly Glu His Gly Gin Arg Leu Pro Val Ser Arg Asn 
915 920 925 

Thr Phe Ala Glu Val Thr Gly Leu Ser Pro Gly Val Thr Tyr His Phe 
930 935 940 



Lys Val Phe Ala Val Asn Gin Gly Arg Glu Ser Lys Pro Leu Thr Ala 
945 950 955 960 



Gin Gin Ala Thr Lys Leu Asp Ala Pro Thr Asn Leu Gin Phe He Asn 
965 970 975 

Glu Thr Asp Thr Thr Val He Val Thr Trp Thr Pro Pro Arg Ala Arg 
980 985 990 

He Val Gly Tyr Arg Leu Thr Val Gly Leu Thr Arg Gly Gly Gin Pro 
995 1000 1005 

Lys Gin Tyr Asn Val Gly Pro Ala Ala Ser Gin Tyr Pro Leu Arg 
1010 1015 1020 

Asn Leu Gin Pro Gly Ser Glu Tyr Ala Val Ser Leu Val Ala Val 
1025 1030 1035 

Lys Gly Asn Gin Gin Ser Pro Arg Val Thr Gly Val Phe Thr Thr 
1040 1045 1050 

Leu Gin Pro Leu Gly Ser He Pro His Tyr Asn Thr Glu Val Thr 
1055 1060 1065 



Glu Thr Thr He Val He Thr Trp Thr Pro Ala Pro Arg He Gly 
1070 1075 1080 
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Phe Lys Leu Gly Val Arg Pro Ser Gin Gly Gly Glu Ala Pro Arg 
1085 1090 1095 

Glu Val Thr Ser Glu Ser Gly Ser He Val Val Ser Gly Leu Thr 
1100 1105 IHO 

Pro Gly Val Glu Tyr Val Tyr Thr He Ser Val Leu Arg Asp Gly 
1115 1120 1125 

Gin Glu Arg Asp Ala Pro He Val Lys Lys Val Val Thr Pro Leu 
1130 H35 H40 

Ser Pro Pro Thr Asn Leu His Leu Glu Ala Asn Pro Asp Thr Gly 
1145 1150 1155 

Val Leu Thr Val Ser Trp Glu Arg Ser Thr Thr Pro Asp He Thr 
1160 H65 H70 

Gly Tyr Arg He Thr Thr Thr Pro Thr Asn Gly Gin Gin Gly Tyr 
1175 1180 1185 

Ser Leu Glu Glu Val Val His Ala Asp Gin Ser Ser Cys Thr Phe 
1190 1195 1200 

Glu Asn Leu Ser Pro Gly Leu Glu Tyr Asn Val Ser Val Tyr Thr 
1205 1210 1215 

Val Lys Asp Asp Lys Glu Ser Val Pro He Ser Asp Thr He He 
1220 1225 1230 

Pro Ala Val Pro Pro Pro Thr Asp Leu Arg Phe Thr Asn Val Gly 
1235 1240 1245 



Pro Asp Thr Met Arg Val Thr Trp Ala Pro Pro Ser Ser He Glu 
1250 1255 1260 



Leu Thr Asn Leu Leu Val Arg Tyr Ser Pro Val Lys Asn Glu Glu 

ffif£# 2005-3023660 
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Asp Val Ala Glu Leu Ser He Ser Pro Ser Asp Asn Ala Val Val 
1280 1285 1290 



Leu Thr Asn Leu Leu Pro Gly Thr Glu Tyr Leu Val Ser Val Ser 
1295 1300 1305 



Ser Val Tyr Glu Gin His Glu Ser He Pro Leu Arg Gly Arg Gin 
1310 1315 1320 



Lys Thr Ala Leu Asp Ser Pro Ser Gly He Asp Phe Ser Asp He 
1325 1330 1335 



Thr Ala Asn Ser Phe Thr Val His Trp He Ala Pro Arg Ala Thr 
1340 1345 1350 



He Thr Gly Tyr Arg He Arg His His Pro Glu Asn Met Gly Gly 
1355 1360 1365 



Arg Pro Arg Glu Asp Arg Val Pro Pro Ser Arg Asn Ser He Thr 
1370 ' 1375 1380 



Leu Thr Asn Leu Asn Pro Gly Thr Glu Tyr Val Val Ser He Val 
1385 1390 1395 



Ala Leu Asn Ser Lys Glu Glu Ser Leu Pro Leu Val Gly Gin Gin 
1400 1405 1410 



Ser Thr Val Ser Asp Val Pro Arg Asp Leu Glu Val He Ala Ala 
1415 1420 1425 



Thr Pro Thr Ser Leu Leu He Ser Trp Asp Ala Pro Ala Val Thr 
1430 1435 1440 



Val Arg Tyr Tyr Arg He Thr Tyr Gly Glu Thr Gly Gly Ser Ser 
1445 ' 1450 1455 
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Pro Val Gin Glu Phe Thr Val Pro Gly Ser Lys Ser Thr Ala Thr 
1460 1465 1470 

He Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr He Thr Val Tyr 
1475 1480 1485 

Ala Val Thr Gly Arg Gly Asp Ser Pro Ala Ser Ser Lys Pro Val 
1490 1495 1500 

Ser He Asn Tyr Arg Thr Glu He Asp Lys Pro Ser Gin Met Gin 
1505 1510 1515 

Val Thr Asp Val Gin Asp Asn Ser He Ser Val Arg Trp Leu Pro 
1520 1525 1530 

Ser Ser Ser Pro Val Thr Gly Tyr Arg Val Thr Thr Ala Pro Lys 
1535 1540 1545 

Asn Gly Pro Gly Pro Ser Lys Thr Lys Thr Val Gly Pro Asp Gin 
1550 1555 1560 

Thr Glu Met Thr He Glu Gly Leu Gin Pro Thr Val Glu Tyr Val 
1565 1570 1575 

Val Ser Val Tyr Ala Gin Asn Gin Asn Gly Glu Ser Gin Pro Leu 
1580 1585 1590 

Val Gin Thr Ala Val Thr Thr He Pro Ala Pro Thr Asn Leu Lys 
1595 1600 1605 

Phe Thr Gin Val Thr Pro Thr Ser Leu Thr Ala Gin Trp Thr Ala 
1610 1615 1620 



Pro Asn Val Gin Leu Thr Gly Tyr Arg Val Arg Val Thr Pro Lys 
1625 1630 1635 



Glu Lys Thr Gly Pro Met Lys Glu He Asn Leu Ala Pro Asp Ser 
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1640 



1645 



1650 



Ser Ser Val Val Val Ser Gly Leu Met Val Ala Thr Lys Tyr Glu 
1655 1660 1665 

Val Ser Val Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg Pro Ala 
1670 1675 1680 

Gin Gly Val Val Thr Thr Leu Glu Asn Val Ser Pro Pro Arg Arg 
1685 1690 1695 

Ala Arg Val Thr Asp Ala Thr Glu Thr Thr He Thr He Ser Trp 
1700 1705 1710 

Arg Thr Lys Thr Glu Thr He Thr Gly Phe Gin Val Asp Ala He 
1715 1720 1725 

Pro Ala Asn Gly Gin Thr Pro He Gin Arg Thr He Arg Pro Asp 
1730 1735 1740 

Val Arg Ser Tyr Thr He Thr Gly Leu Gin Pro Gly Thr Asp Tyr 
1745 1750 1755 

Lys He His Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser Ser Pro 
1760 1765 1770 

Val Val He Asp Ala Ser Thr Ala He Asp Ala Pro Ser Asn Leu 
1775 1780 1785 

Arg Phe Leu Ala Thr Thr Pro Asn Ser Leu Leu Val Ser Trp Gin 
1790 1795 1800 

Pro Pro Arg Ala Arg He Thr Gly Tyr He He Lys Tyr Glu Lys 
1805 1810 1815 



Pro Gly Ser Pro Pro Arg Glu Val Val Pro Arg Pro Arg Pro Gly 
1820 1825 1830 
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Val Thr Glu Ala Thr He Thr Gly Leu Glu Pro Gly Thr Glu Tyr 
1835 1840 1845 

Thr He Gin Val He Ala Leu Lys Asn Asn Gin Lys Ser Glu Pro 
1850 1855 I860 

Leu He Gly Arg Lys Lys Thr Asp Glu Leu Pro Gin Leu Val Thr 
1865 1870 1875 

Leu Pro His Pro Asn Leu His Gly Pro Glu He Leu Asp Val Pro 
1880 1885 1890 

Ser Thr Val Gin Lys Thr Pro Phe He Thr Asn Pro Gly Tyr Asp 
1895 1900 1905 

Thr Gly Asn Gly He Gin Leu Pro Gly Thr Ser Gly Gin Gin Pro 
1910 1915 1920 

Ser Leu Gly Gin Gin Met He Phe Glu Glu His Gly Phe Arg Arg 
1925 1930 1935 



Thr Thr Pro Pro Thr Thr Ala Thr Pro Val Arg His Arg Pro Arg 
1940 1945 1950 



Pro Tyr Pro Pro Asn Val Asn Glu Glu He Gin He Gly His Val 
1955 I960 1965 

Pro Arg Gly Asp Val Asp His His Leu Tyr Pro His Val Val Gly 
1970 1975 1980 

Leu Asn Pro Asn Ala Ser Thr Gly Gin Glu Ala Leu Ser Gin Thr 
1985 1990 1995 



Thr He Ser Trp Thr Pro Phe Gin Glu Ser Ser Glu Tyr He He 
2000 2005 2 °1° 
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Ser Cys His Pro Val Gly He Asp Glu Glu Pro Leu Gin Phe Arg 
2015 2020 2025 

Val Pro Gly Thr Ser Ala Ser Ala Thr Leu Thr Gly Leu Thr Arg 
2030 2035 2040 

Gly Ala Thr Tyr Asn He He Val Glu Ala Val Lys Asp Gin Gin 
2045 2050 2055 

Arg Gin Lys Val Arg Glu Glu Val Val Thr Val Gly Asn Ser Val 
2060 2065 2070 

Asp Gin Gly Leu Ser Gin Pro Thr Asp Asp Ser Cys Phe Asp Pro 
2075 2080 2085 

Tyr Thr Val Ser His Tyr Ala He Gly Glu Glu Trp Glu Arg Leu 
2090 2095 2100 

Ser Asp Ser Gly Phe Lys Leu Ser Cys Gin Cys Leu Gly Phe Gly 
2105 2110 2115 

Ser Gly His Phe Arg Cys Asp Ser Ser Lys Trp Cys His Asp Asn 
2120 2125 2130 

Gly Val Asn Tyr Lys He Gly Glu Lys Trp Asp Arg Gin Gly Glu 
2135 2140 2145 

Asn Gly Gin Met Met Ser Cys Thr Cys Leu Gly Asn Gly Lys Gly 
2150 2155 2160 

Glu Phe Lys Cys Asp Pro His Glu Ala Thr Cys Tyr Asp Asp Gly 
2165 2170 2175 



^-v: 84/ 



Lys Thr Tyr His Val Gly Glu Gin Trp Gin Lys Glu Tyr Leu Gly 
2180 2185 2190 



Ala lie Cys Ser Cys Thr Cys Phe Gly Gly Gin Arg Gly Trp Arg 
2195 2200 2205 
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Cys Asp Asn Cys Arg Arg Pro Gly Ala Glu Pro Gly Asn Glu Gly 
2210 2215 2220 



Ser Thr Ala His Ser Tyr Asn Gin Tyr Ser Gin Arg Tyr His Gin 
2225 2230 2235 



Arg Thr Asn Thr Asn Val Asn Cys Pro He Glu Cys Phe Met Pro 
2240 2245 2250 



Leu Asp Val Gin Ala Asp Arg Glu Asp Ser Arg Glu 
2255 2260 2265 

<210> 12 

<211> 21 

<212> RNA 

<213> Artificial 

<400> 12 

AAGCAGCAGG ACUUCUUCAA G Zi 

<210> 13 

<211> 984 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF106007 

<309> 1999-02-08 

<313> (1)..(984) 



<220> 

<221> CDS 
<222> (1). . (984) 



<400> 13 

atg gag cga agg aac cac act ggg aga gtg agt gaa ttt gtg ttg ctg 

Met Glu Arg Arg Asn His Thr Gly Arg Val Ser Glu Phe Val Leu Leu 
1 ^ 5 10 15 

ggt ttc cca get cct gec cca ctg egg gca eta eta ttt ttc ctt tct 
Glv Phe Pro Ala Pro Ala Pro Leu Arg Ala Leu Leu Phe Phe Leu Ser 
20 25 30 



48 



96 



ctg ttg gec tac gtg ttg gtg ctg act gaa aac ata etc ate att aca 144 
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Leu Leu Ala Tyr Val Leu Val Leu Thr Glu Asn He Leu He He Thr 
35 40 45 



gca att agg aac cac ccc acc etc cac aaa ccc atg tat ttt ttc ttg 
Ala He Arg Asn His Pro Thr Leu His Lys Pro Met Tyr Phe Phe Leu 
50 55 60 

get aat atg tea ttc ctg gag att tgg tat gtc act gtt acg att cct 
Ala Asn Met Ser Phe Leu Glu He Trp Tyr Val Thr Val Thr He Pro 
65 70 75 80 

aag atg ctt get ggc ttc att ggt tec gag gag aat cat gga cag ctg 
Lys Met Leu Ala Gly Phe He Gly Ser Glu Glu Asn His Gly Gin Leu 
85 90 95 

ate tec ttt gag gca tgc atg aca cag etc tac ttt ttc eta ggc ttg 
He Ser Phe Glu Ala Cys Met Thr Gin Leu Tyr Phe Phe Leu Gly Leu 
100 105 HO 

ggt tgc aca gag tgt gtc ctt ctt get gtc atg gec tat gac cgc tat 
Gly Cys Thr Glu Cys Val Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr 
115 120 125 

gtg gee ate tgt cac cca etc cac tat cct gtc att gtc agt age egg 
Val Ala He Cys His Pro Leu His Tyr Pro Val He Val Ser Ser Arg 
130 135 140 

eta tgt gtg cag atg gca get gga tec tgg get gga ggt ttt ggt ate 
Leu Cys Val Gin Met Ala Ala Gly Ser Trp Ala Gly Gly Phe Gly He 
145 150 155 160 

tec atg gtt aaa gtt ttc etc att tct cgc ctg tct tac tgt ggc ccc 
Ser Met Val Lys Val Phe Leu He Ser Arg Leu Ser Tyr Cys Gly Pro 
165 170 175 

aac acc ate aac cac ttt ttc tgt gat gtt tct cca ttg etc aac ttg 
Asn Thr He Asn His Phe Phe Cys Asp Val Ser Pro Leu Leu Asn Leu 
180 185 190 

tea tgc act gac atg tec aca gca gag ctt aca gac ttt ate ctg gec 
Ser Cys Thr Asp Met Ser Thr Ala Glu Leu Thr Asp Phe He Leu Ala 
195 200 205 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



att ttt att ctg ctg ggg cca etc tct gtc act ggg get tec tat atg 672 
He Phe He Leu Leu Gly Pro Leu Ser Val Thr Gly Ala Ser Tyr Met 
210 215 220 



720 



gec ate aca ggt gca gtg atg cgc ate ccc tea get get ggc cgc cat 
Ala He Thr Gly Ala Val Met Arg He Pro Ser Ala Ala Gly Arg His 
225 230 235 240 
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aag gcc ttt tea acc tgt gec tec cac etc act gtt gtg att ate ttc 
Lys Ala Phe Ser Thr Cys Ala Ser His Leu Thr Val Val He He Phe 
245 250 255 

tat gca gcc agt att ttc ate tat gcc agg cct aag gca etc tea get 
Tyr Ala Ala Ser He Phe He Tyr Ala Arg Pro Lys Ala Leu Ser Ala 
260 265 270 

ttt gac acc aac aag ctg gtc tct gta etc tac get gtc att gta cca 
Phe Asp Thr Asn Lys Leu Val Ser Val Leu Tyr Ala Val He Val Pro 
275 280 285 

ttg etc aat ccc ate ate tac tgc ttg cgc aat caa gaa gtc aaa aaa 
Leu Leu Asn Pro He He Tyr Cys Leu Arg Asn Gin Glu Val Lys Lys 
290 295 300 

gcc eta cgt cgc act ctg cac ctg gcc caa ggc cag gac gcc aat acc 
Ala Leu Arg Arg Thr Leu His Leu Ala Gin Gly Gin Asp Ala Asn Thr 
305 " 310 315 320 

aag aaa tec age aga gat ggt tag 
Lys Lys Ser Ser Arg Asp Gly 
325 



768 



816 



864 



912 



960 



984 



<210> 14 

<211> 327 

<212> PRT 

<213> Mus musculus 

<400> 14 

Met Glu Arg Arg Asn His Thr Gly Arg Val Ser Glu Phe Val Leu Leu 
15 10 15 



Phe Pro Ala Pro Ala Pro Leu Arg Ala Leu Leu Phe Phe Leu Ser 
20 25 30 



Leu Leu Ala Tyr Val Leu Val Leu Thr Glu Asn He Leu He He Thr 
35 40 45 



Ala He Arg Asn His Pro Thr Leu His Lys Pro Met Tyr Phe Phe Leu 
50 55 60 



Ala Asn Met Ser Phe Leu Glu He Trp Tyr Val Thr Val Thr He Pro 
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65 



70 



75 



80 



Lys Met Leu Ala Gly Phe He Gly Ser Glu Glu Asn His Gly Gin Leu 
85 90 95 



He Ser Phe Glu Ala Cys Met Thr Gin Leu Tyr Phe Phe Leu Gly Leu 
100 105 HO 

Gly Cys Thr Glu Cys Val Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr 
115 120 125 

Val Ala He Cys His Pro Leu His Tyr Pro Val He Val Ser Ser Arg 
130 135 140 



Leu Cys Val Gin Met Ala Ala Gly Ser Trp Ala Gly Gly Phe Gly He 
145 150 155 160 



Ser Met Val Lys Val Phe Leu He Ser Arg Leu Ser Tyr Cys Gly Pro 
165 170 175 



Asn Thr He Asn His Phe Phe Cys Asp Val Ser Pro Leu Leu Asn Leu 
180 185 190 

Ser Cys Thr Asp Met Ser Thr Ala Glu Leu Thr Asp Phe He Leu Ala 
195 200 205 

He Phe He Leu Leu Gly Pro Leu Ser Val Thr Gly Ala Ser Tyr Met 
210 215 220 



Ala He Thr Gly Ala Val Met Arg He Pro Ser Ala Ala Gly Arg His 
225 " 230 235 240 



Lys Ala Phe Ser Thr Cys Ala Ser His Leu Thr Val Val He He Phe 
245 250 255 



Tyr Ala Ala Ser He Phe He Tyr Ala Arg Pro Lys Ala Leu Ser Ala 
260 265 270 
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Phe Asp Thr Asn Lys Leu Val Ser Val Leu Tyr Ala Val He Val Pro 
275 280 285 



Leu Leu Asn Pro He He Tyr Cys Leu Arg Asn Gin Glu Val Lys Lys 
290 295 300 



Ala Leu Arg Arg Thr Leu His Leu Ala Gin Gly Gin Asp Ala Asn Thr 
305 ° " 310 315 320 



Lys Lys Ser Ser Arg Asp Gly 
325 



<210> 15 

<211> 1325 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF121972 

<309> 1999-04-25 

<313> (1). . (1325) 



<220> 

<221> CDS 

<222> (138).. (1112) 

<400> 15 CA 
aacacactca aatcaaaata atattggatt ggttccatct ggtttcagaa tactcttgtg bO 

tttccttgta gaacttaagt ttgacactca taaaaacctt cagacatatt gaaagtaagg 120 

gaattgggat taaactc atg tct ctt ttt ccc caa aga aat tta gat gcc 170 

Met Ser Leu Phe Pro Gin Arg Asn Leu Asp Ala 
1 5 10 

atg aac aga tea gca gca cat gta acc gaa ttt gtt etc ttg gga ttt 
Met Asn Arg Ser Ala Ala His Val Thr Glu Phe Val Leu Leu Gly Phe 
15 20 25 

cct ggt tec tgg aag ata cag att ttc etc ttc gtg ttg ttt ttg gtg 
Pro Gly Ser Trp Lys He Gin He Phe Leu Phe Val Leu Phe Leu Val 
30 35 40 

ttt tat gtc ttg aca ttg ttg gga aat gga gcc ate ate tgt gca gta 314 
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mm 2 0 0 4 - 0 2 4 9 2 3 v : 90/ 

Phe Tyr Val Leu Thr Leu Leu Gly Asn Gly Ala He He Cys Ala Val 
45 50 55 



aga tgt gac tea cgt eta cat ace ccc atg tac ttc etc ctg gga aat 
Arg Cys Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu Gly Asn 
60 65 70 75 

ttt tec ttc ctt gaa ate tgg tat gtt tec tec act att cct aac ata 
Phe Ser Phe Leu Glu He Trp Tyr Val Ser Ser Thr He Pro Asn He 
80 85 90 

eta gec aac att ctg tct aag acc aag gec ate tea ttt tea ggg tgc 
Leu Ala Asn He Leu Ser Lys Thr Lys Ala He Ser Phe Ser Gly Cys 
95 100 105 

ttc ctg cag ttc tat ttc ttc ttt tea ctg ggt aca act gaa tgt etc 
Phe Leu Gin Phe Tyr Phe Phe Phe Ser Leu Gly Thr Thr Glu Cys Leu 
110 115 120 

ttc ctg gca gta atg get tat gat agg tac ctg gec att tgc cgc cca 
Phe Leu Ala Val Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Arg Pro 
125 130 135 

tta cat tac cct act ate atg act agg agg ctg tgt tgc att ctg gta 
Leu His Tyr Pro Thr He Met Thr Arg Arg Leu Cys Cys He Leu Val 
140 145 150 155 

tec tea tgc tgg etc att gga ttt ctt ggg tac cca ate cct ate ttc 
Ser Ser Cys Trp Leu He Gly Phe Leu Gly Tyr Pro He Pro He Phe 
160 165 170 

tec att tec cag ctt ccc ttc tgt ggt tct aat ate att gat cac ttc 
Ser He Ser Gin Leu Pro Phe Cys Gly Ser Asn He He Asp His Phe 
175 180 185 

etc tgt gac atg gac cca ttg atg get ttg tec tgt gec cca get cct 
Leu Cys Asp Met Asp Pro Leu Met Ala Leu Ser Cys Ala Pro Ala Pro 
190 195 200 

att act gaa ttt att ttt tat gec caa agt tec ttt gtc etc ttt ttc 
He Thr Glu Phe He Phe Tyr Ala Gin Ser Ser Phe Val Leu Phe Phe 
205 210 215 

act att gca tac att ctt egg tec tat att ttg ttg etc agg get gtt 
Thr He Ala Tyr He Leu Arg Ser Tyr He Leu Leu Leu Arg Ala Val 
220 225 230 235 



362 



410 



458 



506 



554 



602 



650 



698 



746 



794 



842 



890 



ttt cag gtt cct tct gca get ggc cga cga aaa gee ttc tct acc tgt 
Phe Gin Val Pro Ser Ala Ala Gly Arg Arg Lys Ala Phe Ser Thr Cys 
240 245 250 

ffifE# 2005-3023660 



#M2 004-024923 



^-v: 91/ 



1034 



1082 



ggt tec cat tta gtt gtg gtg tea etc ttc tat ggt aca gta atg gta 938 
Gly Ser His Leu Val Val Val Ser Leu Phe Tyr Gly Thr Val Met Val 
255 260 265 

atg tat gtg agt cct aca tat ggc att cca att ttg atg cag aag ate 986 
Met Tyr Val Ser Pro Thr Tyr Gly He Pro He Leu Met Gin Lys He 
270 275 280 

ctt aca ctt gta tac tct gta atg act cct etc ttt aat cct ctg att 
Leu Thr Leu Val Tyr Ser Val Met Thr Pro Leu Phe Asn Pro Leu He 
285 290 295 

tat age ctt cgt aac aag gac atg aaa ctt get ctg aga aat gtt ttg 
Tyr Ser Leu Arg Asn Lys Asp Met Lys Leu Ala Leu Arg Asn Val Leu 
300 305 310 315 

tta gga atg aga att gtc aaa aat atg taa ttcaaagctg tttcatactc 1132 
Leu Gly Met Arg He Val Lys Asn Met 
320 

acatgttcta ataaagaaaa aactggagat gaatcaattc attcagttgt ctttaccctt 1192 
tgttctatgt ttttgagaca ctgtctcatg tggccctggc tagectcaaa ctcattctct 1252 
agecaaggat gaecttgeaa agatcactta tgtatactct catatcatct gecaatagtg 1312 
ataccttgac etc 



<210> 16 

<211> 324 

<212> PRT 

<213> Mus musculus 

<400> 16 

Met Ser Leu Phe Pro Gin Arg Asn Leu Asp Ala Met Asn Arg Ser Ala 
15 10 15 



Ala His Val Thr Glu Phe Val Leu Leu Gly Phe Pro Gly Ser Trp Lys 
20 25 30 



He Gin He Phe Leu Phe Val Leu Phe Leu Val Phe Tyr Val Leu Thr 
35 40 45 



1325 



Leu Leu Gly Asn Gly Ala He He Cys Ala Val Arg Cys Asp Ser Arg 

ffi!E#2 005-3023660 



#11 2004-024923 



^--J : 92/ 



50 



55 



60 



Leu His Thr Pro Met Tyr Phe Leu Leu Gly Asn Phe Ser Phe Leu Glu 
65 70 75 80 

He Trp Tyr Val Ser Ser Thr He Pro Asn He Leu Ala Asn He Leu 
" ' 85 90 95 

Ser Lys Thr Lys Ala He Ser Phe Ser Gly Cys Phe Leu Gin Phe Tyr 
100 105 HO 

Phe Phe Phe Ser Leu Gly Thr Thr Glu Cys Leu Phe Leu Ala Val Met 
115 120 125 

Ala Tyr Asp Arg Tyr Leu Ala He Cys Arg Pro Leu His Tyr Pro Thr 
130 135 140 



He Met Thr Arg Arg Leu Cys Cys He Leu Val Ser Ser Cys Trp Leu 
145 150 155 160 



He Gly Phe Leu Gly Tyr Pro He Pro He Phe Ser He Ser Gin Leu 
165 170 175 



Pro Phe Cys Gly Ser Asn He He Asp His Phe Leu Cys Asp Met Asp 
180 185 190 



Pro Leu Met Ala Leu Ser Cys Ala Pro Ala Pro He Thr Glu Phe He 
195 200 205 

Phe Tyr Ala Gin Ser Ser Phe Val Leu Phe Phe Thr He Ala Tyr He 
210 215 220 

Leu Arg Ser Tyr He Leu Leu Leu Arg Ala Val Phe Gin Val Pro Ser 
225 230 235 240 



Ala Ala Gly Arg Arg Lys Ala Phe Ser Thr Cys Gly Ser His Leu Val 
245 250 255 



mtm 2005-3023660 



mi 2004-024923 



Val Val Ser Leu Phe Tyr Gly Thr Val Met Val Met Tyr Val Ser Pro 
260 265 270 



Thr Tyr Gly He Pro He Leu Met Gin Lys He Leu Thr Leu Val Tyr 
275 280 285 



Ser Val Met Thr Pro Leu Phe Asn Pro Leu He Tyr Ser Leu Arg Asn 
290 295 300 



Lvs Asp Met Lys Leu Ala Leu Arg Asn Val Leu Leu Gly Met Arg He 
305 310 315 320 



Val Lys Asn Met 



<210> 17 

<211> 1134 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF121980 

<309> 1999-04-25 

<313> (1)..(1134) 



<220> 

<221> misc_feature 

<222> (99) . . (99) 

<223> n is a, c, g, or t 

<220> 

<221> CDS 

<222> (106). . (1056) 

<400> 17 

ccagtccagc ctggtaggct gggcaggtcc tacaggtctt tcagggactg aacccggcat 



^-v: 93/ 



1 



60 



cctgcccctc ccctctccct ggagcctccc tagccctcng gcgtc atg ttg ggt tgg 117 

Met Leu Gly Trp 



165 



age aat ggc acc tac aat gag tec tac acc age ttc etc etc atg ggc 
Ser Asn Gly Thr Tyr Asn Glu Ser Tyr Thr Ser Phe Leu Leu Met Gly 

ffiSE#2 005-3023660 
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94/ 



10 



15 



20 



ttc cca ggg atg cag gaa gcc aga gcc etc ctg gtg ctg ccc ttc etc 
Phe Pro Gly Met Gin Glu Ala Arg Ala Leu Leu Val Leu Pro Phe Leu 
25 30 35 

age etc tac ctg gtg ate etc ttc acc aat gcc ctg gtc ate cac acg 
Ser Leu Tyr Leu Val He Leu Phe Thr Asn Ala Leu Val He His Thr 
40 45 50 

gtg gca tec cag cgc age ctg cac cag ccc atg tac ctg etc att gcc 
Val Ala Ser Gin Arg Ser Leu His Gin Pro Met Tyr Leu Leu He Ala 
55 60 65 

ctg etc ctg get gtc aat ate tgt get gcc acc acg gtg ctg ccc ccc 
Leu Leu Leu Ala Val Asn He Cys Ala Ala Thr Thr Val Leu Pro Pro 
70 75 80 

atg etc ttc age ttc tec aca cgc ttc aac cgc ate tec etc cct cga 
Met Leu Phe Ser Phe Ser Thr Arg Phe Asn Arg He Ser Leu Pro Arg 
85 90 95 100 

tgc ttg gga cag atg ttc tgc ate tac ttt ctg gtt tct atg gac tgc 
Cys Leu Gly Gin Met Phe Cys He Tyr Phe Leu Val Ser Met Asp Cys 
105 HO 115 

aac ate etc ctg gtc atg get eta gat cgc tat gtg get ate tgc tac 
Asn He Leu Leu Val Met Ala Leu Asp Arg Tyr Val Ala He Cys Tyr 
120 125 130 

cct etc cgc tac cca gaa ata gtg aca gga cag tta ctg get ggt ctg 
Pro Leu Arg Tyr Pro Glu He Val Thr Gly Gin Leu Leu Ala Gly Leu 
135 140 145 

gtg gtg ttg gca gtc acc agg age aca age att gtt get cca gtg gtg 
Val Val Leu Ala Val Thr Arg Ser Thr Ser He Val Ala Pro Val Val 
150 155 160 

gtg ctg gcc teg egg gtt cgc ttc tgc cgc tea gat gtg ate cgc cac 
Val Leu Ala Ser Arg Val Arg Phe Cys Arg Ser Asp Val He Arg His 
165 170 175 180 

ttt gcc tgt gag cac atg gcc ctg atg aag etc tec tgt gga gac ate 
Phe Ala Cys Glu His Met Ala Leu Met Lys Leu Ser Cys Gly Asp He 
185 190 195 

teg ctg aat aaa acg gcg gga etc att att cga acc ttt aat aga gtc 
Ser Leu Asn Lys Thr Ala Gly Leu He He Arg Thr Phe Asn Arg Val 
200 205 210 



213 



261 



309 



357 



405 



453 



501 



549 



597 



645 



693 



741 



miiE# 2005-3023660 
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ctg gat atg etc ctt eta ggc ace tec tac tec cgc ate ate cat get 789 
Leu Asp Met Leu Leu Leu Gly Thr Ser Tyr Ser Arg He He His Ala 
215 220 225 

gec ttc agg ate tea tea ggt gga gca egg tec aaa gee ctg aac acc 
Ala Phe Arg He Ser Ser Gly Gly Ala Arg Ser Lys Ala Leu Asn Thr 
230 235 240 

tgt ggt tec cac ctg ctg gtc ate ttc acc gtc tac tec tec acc atg 
Cys Gly Ser His Leu Leu Val He Phe Thr Val Tyr Ser Ser Thr Met 
245 250 255 260 

tec tea tec att gtc tac cgt gtg get cgc act gec tec caa gat gtg 
Ser Ser Ser He Val Tyr Arg Val Ala Arg Thr Ala Ser Gin Asp Val 
265 270 275 

cac aac ctg etc agt get ttc tat ctg ttg etc ccg tgt ctg gtc aac 
His Asn Leu Leu Ser Ala Phe Tyr Leu Leu Leu Pro Cys Leu Val Asn 
280 285 290 

ccc ate ate tac ggg gee aga acc aag gaa ate agg cag cac ctg gta 
Pro He He Tyr Gly Ala Arg Thr Lys Glu He Arg Gin His Leu Val 
295 300 305 

agg tea ttc ctg agt gca ggc ccc tga ctctcctatg ateagtcegt 
Arg Ser Phe Leu Ser Ala Gly Pro 
310 315 

gttggcccct cagtattcct ggtgaaactg aggaaggaag aaatggagtc agagggac 1134 



<210> 18 

<211> 316 

<212> PRT 

<213> Mus musculus 

<400> 18 

Met Leu Gly Trp Ser Asn Gly Thr Tyr Asn Glu Ser Tyr Thr Ser Phe 
15 10 15 



Leu Leu Met Gly Phe Pro Gly Met Gin Glu Ala Arg Ala Leu Leu Val 
20 25 30 



Leu Pro Phe Leu Ser Leu Tyr Leu Val He Leu Phe Thr Asn Ala Leu 
35 40 45 



837 



885 



933 



981 



1029 



1076 



mtE# 2005-3023660 
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Val He His Thr Val Ala Ser Gin Arg Ser Leu His Gin Pro Met Tyr 
50 55 60 

Leu Leu He Ala Leu Leu Leu Ala Val Asn He Cys Ala Ala Thr Thr 
65 70 75 80 

Val Leu Pro Pro Met Leu Phe Ser Phe Ser Thr Arg Phe Asn Arg He 
85 90 95 

Ser Leu Pro Arg Cys Leu Gly Gin Met Phe Cys He Tyr Phe Leu Val 
100 105 110 

Ser Met Asp Cys Asn He Leu Leu Val Met Ala Leu Asp Arg Tyr Val 
115 120 125 

Ala He Cys Tyr Pro Leu Arg Tyr Pro Glu He Val Thr Gly Gin Leu 
130 135 140 

Leu Ala Gly Leu Val Val Leu Ala Val Thr Arg Ser Thr Ser He Val 
145 J 150 155 160 

Ala Pro Val Val Val Leu Ala Ser Arg Val Arg Phe Cys Arg Ser Asp 
165 170 175 

Val He Arg His Phe Ala Cys Glu His Met Ala Leu Met Lys Leu Ser 
180 185 190 

Cys Gly Asp He Ser Leu Asn Lys Thr Ala Gly Leu He He Arg Thr 
195 200 205 

Phe Asn Arg Val Leu Asp Met Leu Leu Leu Gly Thr Ser Tyr Ser Arg 
210 ~ 215 220 

He He His Ala Ala Phe Arg He Ser Ser Gly Gly Ala Arg Ser Lys 
225 230 235 240 

Ala Leu Asn Thr Cys Gly Ser His Leu Leu Val He Phe Thr Val Tyr 
245 250 255 

ffiliE# 2005-3023660 
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Ser Ser Thr Met Ser Ser Ser He Val Tyr Arg Val Ala Arg Thr Ala 
260 265 270 



Ser Gin Asp Val His Asn Leu Leu Ser Ala Phe Tyr Leu Leu Leu Pro 
275 280 285 



Cys Leu Val Asn Pro He He Tyr Gly Ala Arg Thr Lys Glu He Arg 
290 295 300 



Gin His Leu Val Arg Ser Phe Leu Ser Ala Gly Pro 
305 310 315 



<210> 19 

<211> 1421 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF121976 

<309> 1999-12-25 

<313> (1)..(1421) 



<220> 

<221> CDS 
<222> (291).. (1310) 

<400> 19 

agaaagattt caggagtcct taaagacggc acagaaaacc ggtacagact gcaccattca 

gctgaaagcc agacgtaaca gcaccacggt ggtggtgaac acggtgggct cagagaatcc 120 

ggataagcct gcttttttat actaagttgg cattataaaa aagcattgct tatcaatttg 180 

ttgcaacgaa caggtcacta tcagtcaaaa taaaatcatt atttgatttc aattttgtcc 240 

cactccctgc ctctgtcatc acgatactgt gatgccatgg tgtccgactt atg ccc 

Met Pro 



1 



gag aag atg ttg age aaa ctt ate get tat ctg ctt etc ata gag tct 
Glu Lys Met Leu Ser Lys Leu He Ala Tyr Leu Leu Leu He Glu Ser 
5 10 15 



60 



296 



344 



•miE#2 005-3023660 
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tgc aga caa act gcg caa etc gtg aaa ggt agg egg ate tgg gtc gac 
Cys Arg Gin Thr Ala Gin Leu Val Lys Gly Arg Arg He Trp Val Asp 
20 25 30 

tct agg cct cac tgg cct aat acg act cac tat agg gag etc gag gat 
Ser Arg Pro His Trp Pro Asn Thr Thr His Tyr Arg Glu Leu Glu Asp 
35 40 45 50 

cag cat gtt tgg att get att ccc ttc tgc tec atg tac ate ctt get 
Gin His Val Trp He Ala He Pro Phe Cys Ser Met Tyr He Leu Ala 
55 60 65 

ctg gtt gga aat ggt ace ate etc tat ate att ata aca gac agg get 
Leu Val Gly Asn Gly Thr He Leu Tyr He He He Thr Asp Arg Ala 
70 75 80 

etc cat gag cca atg tac etc ttc ttg tgt ctg ctt tct ate act gat 
Leu His Glu Pro Met Tyr Leu Phe Leu Cys Leu Leu Ser He Thr Asp 
85 90 95 

ctg gtt etc tgt tea aca aca ttg cct aaa atg ctg gca ata ttc tgg 
Leu Val Leu Cys Ser Thr Thr Leu Pro Lys Met Leu Ala He Phe Trp 
100 105 HO 

etc aga tec cat gtc att tec tac cat ggc tgc etc act cag atg ttt 
Leu Arg Ser His Val He Ser Tyr His Gly Cys Leu Thr Gin Met Phe 
115 120 125 130 

ttt gta cat gca gtc ttt gee aca gag tea get gtt ctg ctg gee atg 
Phe Val His Ala Val Phe Ala Thr Glu Ser Ala Val Leu Leu Ala Met 
135 140 145 

get ttt gat cga tat gtt get ate tgc aga cca etc cac tat aca tec 
Ala Phe Asp Arg Tyr Val Ala He Cys Arg Pro Leu His Tyr Thr Ser 
150 155 160 

ate etc aat get gtt gta att ggg aag att ggc ctg gca tgc gtg act 
He Leu Asn Ala Val Val He Gly Lys He Gly Leu Ala Cys Val Thr 
165 170 175 

cgt ggc ctt etc ttt gtc ttc ccc ttt gtc att etc att gaa cgt tta 
Arg Gly Leu Leu Phe Val Phe Pro Phe Val He Leu He Glu Arg Leu 
180 185 190 

ccc ttc tgt gga cat cat ata ate cct cac act tac tgt gag cac atg 
Pro Phe Cys Gly His His He He Pro His Thr Tyr Cys Glu His Met 
195 200 205 210 



392 



440 



488 



536 



584 



632 



680 



728 



776 



824 



872 



920 



968 



ggc ata gec aag etc gee tgt gec age ate aag cct aac acc ate tat 
Gly He Ala Lys Leu Ala Cys Ala Ser He Lys Pro Asn Thr lie Tyr 

ffiSE# 2005-3023660 
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99/ 



215 220 225 

ggt ctt act gta gca ctt tea gtc act ggc atg gat gtg gtc etc att 
Gly Leu Thr Val Ala Leu Ser Val Thr Gly Met Asp Val Val Leu He 
230 235 240 

gca acc tec tac ate ctg att ctg cag gee gtg ctg cga ctg ccc tea 
Ala Thr Ser Tyr He Leu He Leu Gin Ala Val Leu Arg Leu Pro Ser 
245 " 250 255 



aag gat gec cag ttc cga gca ttc age aca tgt gga gee cac att 
Lys Asp Ala Gin Phe Arg Ala Phe Ser Thr Cys Gly Ala His He Cys 
260 265 270 

gta att ctt gtc ttc tat ate ccc gca ttc ttt tea ttt ttc act cac 
Val He Leu Val Phe Tyr He Pro Ala Phe Phe Ser Phe Phe Thr His 
275 280 285 290 

cgc ttt ggt cac cac gtg cct cct cag gta cac ate ata ctt gca aat 
Arg Phe Gly His His Val Pro Pro Gin Val His He He Leu Ala Asn 
295 300 305 

ctt tat etc ctt gtg cct cct gtt etc aac ccc eta gtc tat ggc ate 
Leu Tyr Leu Leu Val Pro Pro Val Leu Asn Pro Leu Val Tyr Gly He 
310 315 320 

aat acc aaa caa ate cgc ctg aga ata ctt gac ttt ttt gta aag aga 
Asn Thr Lys Gin He Arg Leu Arg He Leu Asp Phe Phe Val Lys Arg 
325 330 335 

agg tga caataatctc cacatatacc aaaggctaat gagttcctgg ctttagtttg 
Arg 



1016 



1064 



tgt 1112 



<210> 20 

<211> 339 

<212> PRT 

<213> Mus musculus 

<400> 20 



Met Pro Glu Lys Met Leu Ser Lys Leu He Ala Tyr Leu Leu Leu He 
15 10 15 



1160 



1208 



1256 



1304 



1360 



tgcttctgc tgatctcagt aagtcagtgt atgtacattt aagattttga gatctagagc 1420 

1421 



ffiSE# 2005-3023660 
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Glu Ser Cys Arg Gin Thr Ala Gin Leu Val Lys Gly Arg Arg He Trp 
20 25 30 



: 100/ 



Val Asp Ser Arg Pro His Trp Pro Asn Thr Thr His Tyr Arg Glu Leu 
35 40 45 



Glu Asp Gin His Val Trp He Ala He Pro Phe Cys Ser Met Tyr lie 
50 55 60 



Leu Ala Leu Val Gly Asn Gly Thr He Leu Tyr He He lie Thr Asp 
65 70 75 80 



Arg Ala Leu His Glu Pro Met Tyr Leu Phe Leu Cys Leu Leu Ser He 
85 90 95 



Thr Asp Leu Val Leu Cys Ser Thr Thr Leu Pro Lys Met Leu Ala He 
100 105 HO 

Phe Trp Leu Arg Ser His Val He Ser Tyr His Gly Cys Leu Thr Gin 
115 120 125 

Met Phe Phe Val His Ala Val Phe Ala Thr Glu Ser Ala Val Leu Leu 
130 135 140 



Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys Arg Pro Leu His Tyr 
145 150 155 160 

Thr Ser He Leu Asn Ala Val Val He Gly Lys He Gly Leu Ala Cys 
165 170 175 



Val Thr Arg Gly Leu Leu Phe Val Phe Pro Phe Val He Leu He Glu 
180 185 190 

Arg Leu Pro Phe Cys Gly His His He He Pro His Thr Tyr Cys Glu 
195 200 205 



His Met Gly He Ala Lys Leu Ala Cys Ala Ser He Lys Pro Asn Thr 
2io 215 220 

£BIE# 2005-3023660 
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He Tyr Gly Leu Thr Val Ala Leu Ser Val Thr Gly Met Asp Val Val 
225 " 230 235 240 



Leu He Ala Thr Ser Tyr He Leu He Leu Gin Ala Val Leu Arg Leu 
245 250 255 



Pro Ser Lys Asp Ala Gin Phe Arg Ala Phe Ser Thr Cys Gly Ala His 
260 265 270 



He Cys Val He Leu Val Phe Tyr He Pro Ala Phe Phe Ser Phe Phe 
275 280 285 



Thr His Arg Phe Gly His His Val Pro Pro Gin Val His He He Leu 
290 " 295 300 



Ala Asn Leu Tyr Leu Leu Val Pro Pro Val Leu Asn Pro Leu Val Tyr 
305 " 310 315 320 



Gly He Asn Thr Lys Gin He Arg Leu Arg He Leu Asp Phe Phe Val 
325 330 335 



Lys Arg Arg 



<210> 21 

<211> 930 

<212> DNA 

<213> M. musculus 

<300> 

<308> X92969 

<309> 1996-07-01 

<313> (1)..(930) 



<220> 

<221> CDS 
<222> (1)..(930) 

<400> 21 

2005-3023660 



mm 2004-024923 
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atg cag aga aat aac ttc act gaa gtg ata gag ttc gtc ttc ctg gga 
Met Gin Arg Asn Asn Phe Thr Glu Val He Glu Phe Val Phe Leu Gly 
1 5 10 15 

ttc tec age ttt gga aag cat cag ata acc etc ttt gtg gtt ttc eta 
Phe Ser Ser Phe Gly Lys His Gin He Thr Leu Phe Val Val Phe Leu 
20 25 30 

acc ate tac att tta act ctg get ggc aac ate att ata gtg aca ate 
Thr He Tyr He Leu Thr Leu Ala Gly Asn He He He Val Thr He 
35 40 45 

aca cac ata gac cac cac ctt cac act ccc atg tac ttc ttt ctg age 
Thr His He Asp His His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

atg ttg gca age tea gag act gtg tac aca ctg gtc att gtc cca cga 
Met Leu Ala Ser Ser Glu Thr Val Tyr Thr Leu Val He Val Pro Arg 
65 70 75 80 

atg ctt tec age ctg att ttt tac aac ctt ccc ata tec ttg gca ggc 
Met Leu Ser Ser Leu He Phe Tyr Asn Leu Pro He Ser Leu Ala Gly 
85 90 95 

tgc gca acc caa atg ttc ttt ttt gtc act ttg gec acc aac aac tgc 
Cys Ala Thr Gin Met Phe Phe Phe Val Thr Leu Ala Thr Asn Asn Cys 
100 105 HO 

ttt ctg etc aca gca atg ggt tat gat cgt tat gtg get att tgt aat 
Phe Leu Leu Thr Ala Met Gly Tyr Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

cct ctg aga tat aca ate ate atg age aag gga atg tgt gee ttg ttg 
Pro Leu Arg Tyr Thr He He Met Ser Lys Gly Met Cys Ala Leu Leu 
130 ' 135 140 

gtc tgt ggg tct tta ggc act ggc ctg gtt atg gca gtt ctt cat gtg 
Val Cys Gly Ser Leu Gly Thr Gly Leu Val Met Ala Val Leu His Val 
145 150 155 160 

cca gec atg ttc cat ttg ccc ttt tgt ggc acg gtg gtg gag cac ttt 
Pro Ala Met Phe His Leu Pro Phe Cys Gly Thr Val Val Glu His Phe 
165 170 175 

ttc tgt gac ata tac cca gta atg aag ctt tct tgt gtt gat acc act 
Phe Cys Asp He Tyr Pro Val Met Lys Leu Ser Cys Val Asp Thr Thr 
180 185 190 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



gtc aat gag ata ate aat tat ggt gta agt tea ttt gta att ctt gtg 624 
Val Asn Glu He He Asn Tyr Gly Val Ser Ser Phe Val He Leu Val 

mm 2005-3023660 



#11 2004-024923 
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195 



200 205 



ccc ata ggg ctg ata ttt ate tec tat gtg etc att gtc tct tec ate 
Pro He Gly Leu He Phe He Ser Tyr Val Leu He Val Ser Ser He 

215 220 



210 



ctt aaa att gtg tec act gaa ggc cag aag aaa gec ttt gec acc tgt 
Leu Lys He Val Ser Thr Glu Gly Gin Lys Lys Ala Phe Ala Thr Cys 

230 235 240 



225 



gee tct cat etc act gtg gtc att gtc cac tat ggc tgt gec tec att 
Ala Ser His Leu Thr Val Val He Val His Tyr Gly Cys Ala Ser He 
245 250 255 

gec tac etc aaa ccc aaa tea gaa agt tea gta gaa aaa gac ctt ctt 
Ala Tyr Leu Lys Pro Lys Ser Glu Ser Ser Val Glu Lys Asp Leu Leu 
260 265 270 

etc tct gtg acc tac act ate ate act ccc ttg ctg aac cct gtt gtc 
Leu Ser Val Thr Tyr Thr He He Thr Pro Leu Leu Asn Pro Val Val 
275 280 285 

tac age etc agg aac aaa gaa gtc aaa gat get eta tgc aga get gtg 
Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ala Leu Cys Arg Ala Val 
290 295 300 

ggc aga aac act tct taa 
Gly Arg Asn Thr Ser 
305 



<210> 22 

<211> 309 

<212> PRT 

<213> M.musculus 

<400> 22 

Met Gin Arg Asn Asn Phe Thr Glu Val He Glu Phe Val Phe Leu Gly 
1 5 10 15 



Phe Ser Ser Phe Gly Lys His Gin He Thr Leu Phe Val Val Phe Leu 
20 25 30 



Thr He Tyr He Leu Thr Leu Ala Gly Asn He He He Val Thr He 
35 40 45 



672 



720 



768 



816 



864 



912 



930 



ffifE# 2005-3023660 
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Thr His He Asp His His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

Met Leu Ala Ser Ser Glu Thr Val Tyr Thr Leu Val He Val Pro Arg 
65 70 75 80 

Met Leu Ser Ser Leu He Phe Tyr Asn Leu Pro He Ser Leu Ala Gly 
85 90 95 

Cys Ala Thr Gin Met Phe Phe Phe Val Thr Leu Ala Thr Asn Asn Cys 
100 105 HO 

Phe Leu Leu Thr Ala Met Gly Tyr Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

Pro Leu Arg Tyr Thr He He Met Ser Lys Gly Met Cys Ala Leu Leu 
130 135 140 

Val Cys Gly Ser Leu Gly Thr Gly Leu Val Met Ala Val Leu His Val 
145 " 150 155 160 

Pro Ala Met Phe His Leu Pro Phe Cys Gly Thr Val Val Glu His Phe 
165 170 175 

Phe Cys Asp He Tyr Pro Val Met Lys Leu Ser Cys Val Asp Thr Thr 
180 185 190 

Val Asn Glu He He Asn Tyr Gly Val Ser Ser Phe Val He Leu Val 
195 200 205 

Pro He Gly Leu He Phe He Ser Tyr Val Leu He Val Ser Ser He 
210 215 220 

Leu Lys He Val Ser Thr Glu Gly Gin Lys Lys Ala Phe Ala Thr Cys 
225 230 235 240 

Ala Ser His Leu Thr Val Val He Val His Tyr Gly Cys Ala Ser He 
245 250 255 

mtE#2 005-3023660 
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Ala Tyr Leu Lys Pro Lys Ser Glu Ser Ser Val Glu Lys Asp Leu Leu 
260 265 270 

Leu Ser Val Thr Tyr Thr He He Thr Pro Leu Leu Asn Pro Val Val 
275 280 285 

Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ala Leu Cys Arg Ala Val 
290 295 300 



Gly Arg Asn Thr Ser 
305 



<210> 23 

<211> 957 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AB061229 

<309> 2001-09-07 

<313> (1)..(957) 



<220> 

<221> CDS 
<222> (1) . . (957) 

<400> 23 

atg ata ctg tct gaa aaa aac aat agt ggg att att ttc acc etc ttg 

Met He Leu Ser Glu Lys Asn Asn Ser Gly He He Phe Thr Leu Leu 
15 10 15 

ggc ttc tea gat tat cct gac ctt aaa gtc cct etc ttc ttg gtg ttt 
Gly Phe Ser Asp Tyr Pro Asp Leu Lys Val Pro Leu Phe Leu Val Phe 
20 25 30 

etc gtc att tac age ate act gtg gta gga aat att ggt atg ate etc 
Leu Val He Tyr Ser lie Thr Val Val Gly Asn He Gly Met He Leu 
35 40 45 

gtg ate aga att aat ccc caa ctg cac tec cct atg tac ttc ttc etc 
Val He Arg He Asn Pro Gin Leu His Ser Pro Met Tyr Phe Phe Leu 
50 55 60 



48 



96 



144 



192 



fcB®E# 2005-3023660 
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age cac etc tec ttt gtg gat ttc tgc tat tct teg ate att get ccc 
Ser His Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser He He Ala Pro 
65 70 75 80 

aag atg ctg gtg aac ctt gtt gca aaa gac ata ace att tea ttt gta 
Lys Met Leu Val Asn Leu Val Ala Lys Asp He Thr He Ser Phe Val 
85 90 95 

gaa tgc ata gta caa tat ttt tta ttt tgt gtc ttt gta gta act gaa 
Glu Cys He Val Gin Tyr Phe Leu Phe Cys Val Phe Val Val Thr Glu 
100 105 HO 

gec ttt tta tta gtg gtt atg gca tat gac cga ttt gtg get ate tgt 
Ala Phe Leu Leu Val Val Met Ala Tyr Asp Arg Phe Val Ala He Cys 
115 120 125 

aac cct ctg etc tac aca gta gec atg tec cag aaa etc tgt ate aca 
Asn Pro Leu Leu Tyr Thr Val Ala Met Ser Gin Lys Leu Cys He Thr 
130 135 140 

ctg gtg gtg gga tec tac gca tgg ggg ttc aca tgt tec ttg aca ctg 
Leu Val Val Gly Ser Tyr Ala Trp Gly Phe Thr Cys Ser Leu Thr Leu 
145 150 155 160 

acg tgt tct act gtg caa tta tct ttt cat ggt gtc aat agg ate gat 
Thr Cys Ser Thr Val Gin Leu Ser Phe His Gly Val Asn Arg He Asp 
165 170 175 

cac ttc ttc tgt gaa etc tct tea ctg eta gec ctt tct tec tct gat 
His Phe Phe Cys Glu Leu Ser Ser Leu Leu Ala Leu Ser Ser Ser Asp 
180 185 190 

act etc ate agt caa tta ctg ctg ttt gtc ttt gec aca ttt aat get 
Thr Leu He Ser Gin Leu Leu Leu Phe Val Phe Ala Thr Phe Asn Ala 
195 200 205 

gtc age aca tta etc ctt att ctg ttg tct tac ctg ttc att gtt gtc 
Val Ser Thr Leu Leu Leu He Leu Leu Ser Tyr Leu Phe He Val Val 
210 215 220 

act gtt ctt aag atg cgt tea gec agt ggg cgt cgt aag get ttc tec 
Thr Val Leu Lys Met Arg Ser Ala Ser Gly Arg Arg Lys Ala Phe Ser 
225 230 235 240 

acc tgt gca tec cat ctg gca gec ate act ate ttc cat ggt ace att 
Thr Cys Ala Ser His Leu Ala Ala He Thr He Phe His Gly Thr He 
245 250 255 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



tta ttc ctt ttt tgt gtt ccc aac tct aag aat tec agg etc aca gtc 816 
Leu Phe Leu Phe Cys Val Pro Asn Ser Lys Asn Ser Arg Leu Thr Val 

miE#2 005-3023660 
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260 265 270 

aaa gtg ggc tct gtg ttt tac aca gtg gtg ate ccc atg ctt aac ccc 
Lys Val Gly Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro 
275 280 285 

ata ate tat agt ctg aga aat aag gat gtc caa gat act att aga aaa 
He He Tyr Ser Leu Arg Asn Lys Asp Val Gin Asp Thr He Arg Lys 
290 295 300 

ata atg ace ctt ate tea tgt gtt aag aat gat aga cac aat taa 
He Met Thr Leu He Ser Cys Val Lys Asn Asp Arg His Asn 
305 310 315 



<210> 24 

<211> 318 

<212> PRT 

<213> Mus musculus 

<400> 24 

Met He Leu Ser Glu Lys Asn Asn Ser Gly He He Phe Thr Leu Leu 
15 10 15 



Gly Phe Ser Asp Tyr Pro Asp Leu Lys Val Pro Leu Phe Leu Val Phe 
20 25 30 



Leu Val He Tyr Ser He Thr Val Val Gly Asn He Gly Met He Leu 
35 40 45 



Val He Arg He Asn Pro Gin Leu His Ser Pro Met Tyr Phe Phe Leu 
50 55 60 



Ser His Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser He He Ala Pro 
65 70 75 80 



Lys Met Leu Val Asn Leu Val Ala Lys Asp He Thr He Ser Phe Val 
85 90 95 



Glu Cys He Val Gin Tyr Phe Leu Phe Cys Val Phe Val Val Thr Glu 
100 105 HO 



864 



912 



957 
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Ala Phe Leu Leu Val Val Met Ala Tyr Asp Arg Phe Val Ala He Cys 
115 120 125 

Asn Pro Leu Leu Tyr Thr Val Ala Met Ser Gin Lys Leu Cys He Thr 
130 135 140 



Leu Val Val Gly Ser Tyr Ala Trp Gly Phe Thr Cys Ser Leu Thr Leu 
145 ' 150 155 160 

Thr Cys Ser Thr Val Gin Leu Ser Phe His Gly Val Asn Arg He Asp 
165 170 175 



His Phe Phe Cys Glu Leu Ser Ser Leu Leu Ala Leu Ser Ser Ser Asp 
180 185 190 

Thr Leu lie Ser Gin Leu Leu Leu Phe Val Phe Ala Thr Phe Asn Ala 
195 200 205 

Val Ser Thr Leu Leu Leu He Leu Leu Ser Tyr Leu Phe He Val Val 
210 215 220 



Thr Val Leu Lys Met Arg Ser Ala Ser Gly Arg Arg Lys Ala Phe Ser 
225 230 235 240 



Thr Cys Ala Ser His Leu Ala Ala He Thr He Phe His Gly Thr He 
245 250 255 



Leu Phe Leu Phe Cys Val Pro Asn Ser Lys Asn Ser Arg Leu Thr Val 
260 265 270 



Lys Val Gly Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro 
275 280 285 



He He Tyr Ser Leu Arg Asn Lys Asp Val Gin Asp Thr He Arg Lys 
290 295 300 



He Met Thr Leu He Ser Cys Val Lys Asn Asp Arg His Asn 
305 310 315 

ffiiiE# 2005-3023660 
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<210> 25 

<211> 1344 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AJ 133424 

<309> 2003-02-01 

<313> (1)..(1344) 



<220> 

<221> CDS 

<222> (61) . . (1020) 

<400> 25 

ggaggaagac aatgttgatg ctgattgctg agttcctgca ggtttcaaac cgaatgtacc 

atg gac aga tec aat gag acc gec ccc ctg tec ggc ttc att etc ctg 
Met Asp Arg Ser Asn Glu Thr Ala Pro Leu Ser Gly Phe He Leu Leu 
1 " 5 10 15 

ggc etc tct gee cac cca aag ctg gag aaa acc ttc ttc gtg etc ate 
Gly Leu Ser Ala His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu He 
20 25 30 

ctg atg atg tac ctg gtg ate ctg ctg ggc aac ggc gtc etc ate ctg 
Leu Met Met Tyr Leu Val He Leu Leu Gly Asn Gly Val Leu He Leu 
35 40 45 

gtg age ate etc gac tec cac ctg cac acg ccc atg tac ttc ttc ctg 
Val Ser He Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

ggg aac etc tec ttc ctg gac ate tgc tac act acc tec tct gtc ccc 
Gly Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Ser Ser Val Pro 
65 70 75 80 

etc att ctg gac age ttt ctg act ccc agg aag acc ate tec ttc teg 
Leu He Leu Asp Ser Phe Leu Thr Pro Arg Lys Thr He Ser Phe Ser 
85 90 95 

ggc tgt gec gtg cag atg ttt etc tec ttc gee atg gga gec acg gag 
Gly Cys Ala Val Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu 
100 105 HO 



60 
108 

156 

204 

252 

300 

348 

396 

444 



tgt gtg etc ctg agt atg atg gcg ttt gat cgt tat gtg gee ate tgc 
Cys Val Leu Leu Ser Met Met Ala Phe Asp Arg Tyr Val Ala He Cys 

ffi!E# 2005-3023660 
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115 120 125 



aac ccc ctt aga tat cct gtg gtc atg aac aag get gec tat gtg ccc 
Asn Pro Leu Arg Tyr Pro Val Val Met Asn Lys Ala Ala Tyr Val Pro 
130 135 140 

atg get gee agt tec tgg gca ggt ggt ate act aat tct gta gtg cag 
Met Ala Ala Ser Ser Trp Ala Gly Gly He Thr Asn Ser Val Val Gin 
145 150 155 160 

aca tct ttg gca atg egg ctg ccc ttc tgt ggg gac aat gtc ate aat 
Thr Ser Leu Ala Met Arg Leu Pro Phe Cys Gly Asp Asn Val He Asn 
165 HO H5 

cac ttc ace tgt gag ate ctg gca gtc ctg aaa ctg gee tgt get gac 
His Phe Thr Cys Glu He Leu Ala Val Leu Lys Leu Ala Cys Ala Asp 
180 185 190 

ate tec ate aat gtc ate age atg gtt gtg gec aac atg ate ttc ttg 
He Ser He Asn Val He Ser Met Val Val Ala Asn Met He Phe Leu 
195 200 205 

gca gtc cca gtc etc ttc ate ttt gtc tec tat gtc ttc ate ctt gtg 
Ala Val Pro Val Leu Phe He Phe Val Ser Tyr Val Phe He Leu Val 
210 215 220 

aca ate ctg agg ate ccc tct get gag ggg agg aag aag gec ttc tec 
Thr He Leu Arg He Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser 
225 ' 230 235 240 

acc tgc tct gee cac etc acc gtg gta ctt gtc ttc tat gga acc ate 
Thr Cys Ser Ala His Leu Thr Val Val Leu Val Phe Tyr Gly Thr He 
245 250 255 

etc ttc atg tac ggg aag ccc aag tec aag gac cca ctg ggg gca gac 
Leu Phe Met Tyr Gly Lys Pro Lys Ser Lys Asp Pro Leu Gly Ala Asp 
260 265 270 

aag cag gac ctt gca gac aag etc ate tec etc ttc tat gga gtg gtg 
Lys Gin Asp Leu Ala Asp Lys Leu He Ser Leu Phe Tyr Gly Val Val 
275 280 285 

acc ccc atg eta aac ccc ate ate tac age ttg aga aac aag gac gtg 
Thr Pro Met Leu Asn Pro He He Tyr Ser Leu Arg Asn Lys Asp Val 
290 295 300 

agg get get gtg agg aac ctg gtg ggc cag aaa cac eta act gag tga 
Arg Ala Ala Val Arg Asn Leu Val Gly Gin Lys His Leu Thr Glu 
305 " 310 315 



492 



540 



588 



636 



684 



732 



780 



828 



876 



924 



972 



1020 
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ctgtcacagt gcagaacttc caacctcttc attgtgtttg tgagggaaga gtggtgcaat 1080 

gaagaggagc cacttcccca aggtccaagt aatgaactca gaactaagac tataaacaaa 1140 

ctatcaacgt tccttaagca ccaatgcttc tagttaacag gctggaagga caagccttta 1200 

cacctttgga gagaatggct ggttgtcagc tttgtgttca accttagtgg cgtcgtagaa 1260 

ctactctttc atgaccagag gctggcacag atctctggaa agatgctgac atgcataact 1320 
aggagacaga tgcaaagcct ggtt 



1344 



<210> 26 

<211> 319 

<212> PRT 

<213> Mus musculus 

<400> 26 

Met Asp Arg Ser Asn Glu Thr Ala Pro Leu Ser Gly Phe He Leu Leu 
1 ' 5 10 15 

Gly Leu Ser Ala His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu He 
20 25 30 

Leu Met Met Tyr Leu Val He Leu Leu Gly Asn Gly Val Leu He Leu 
35 40 45 

Val Ser He Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

Gly Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Ser Ser Val Pro 
65 70 75 80 

Leu He Leu Asp Ser Phe Leu Thr Pro Arg Lys Thr lie Ser Phe Ser 
85 90 95 

Gly Cys Ala Val Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu 
100 105 HO 

Cys Val Leu Leu Ser Met Met Ala Phe Asp Arg Tyr Val Ala lie Cys 
115 120 125 

mm 2005-3023660 
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Asn Pro Leu Arg Tyr Pro Val Val Met Asn Lys Ala Ala Tyr Val Pro 
130 135 140 



Met Ala Ala Ser Ser Trp Ala Gly Gly He Thr Asn Ser Val Val Gin 
145 150 155 160 



Thr Ser Leu Ala Met Arg Leu Pro Phe Cys Gly Asp Asn Val He Asn 
165 170 175 

His Phe Thr Cys Glu He Leu Ala Val Leu Lys Leu Ala Cys Ala Asp 
180 185 190 

He Ser He Asn Val He Ser Met Val Val Ala Asn Met He Phe Leu 
195 200 205 

Ala Val Pro Val Leu Phe lie Phe Val Ser Tyr Val Phe He Leu Val 
210 215 220 



Thr He Leu Arg He Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser 
225 230 235 240 



Thr Cys Ser Ala His Leu Thr Val Val Leu Val Phe Tyr Gly Thr He 
245 250 255 



Leu Phe Met Tyr Gly Lys Pro Lys Ser Lys Asp Pro Leu Gly Ala Asp 
260 265 270 

Lys Gin Asp Leu Ala Asp Lys Leu He Ser Leu Phe Tyr Gly Val Val 
275 280 285 

Thr Pro Met Leu Asn Pro He He Tyr Ser Leu Arg Asn Lys Asp Val 
290 295 300 



Arg Ala Ala Val Arg Asn Leu Val Gly Gin Lys His Leu Thr Glu 
305 310 315 



ffifiE#2 005-3023660 
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<210> 27 

<211> 942 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF102523 

<309> 1999-02-08 

<313> (1) . • (942) 



<220> 

<221> CDS 
<222> (1) . . (942) 

<400> 27 

atg gcg aac age act act gtt act gag ttt att ttg ctg ggg ctg tea 

Met Ala Asn Ser Thr Thr Val Thr Glu Phe He Leu Leu Gly Leu Ser 
15 10 15 

gat gec tgt gag ctg cag gtg etc ata ttc ctg ggc ttt etc ctg ace 
Asp Ala Cys Glu Leu Gin Val Leu He Phe Leu Gly Phe Leu Leu Thr 
20 25 30 

tac ttc etc att ctg ctg gga aac ttc etc ate ate ttc ate acc ctt 
Tyr Phe Leu He Leu Leu Gly Asn Phe Leu He He Phe He Thr Leu 
35 40 45 

gtg gac agg cgc ctt tac acc ccc atg tat tac ttc etc cgc aac ttt 
Val Asp Arg Arg Leu Tyr Thr Pro Met Tyr Tyr Phe Leu Arg Asn Phe 
50 ° 55 60 

gee atg ctg gag ate tgg ttc acc tct gtc ate ttc ccc aag atg eta 
Ala Met Leu Glu He Trp Phe Thr Ser Val He Phe Pro Lys Met Leu 
65 70 75 80 

acc aac ate ate aca gga cat aag acc ate tec eta eta ggt tgt ttc 

Thr Asn He He Thr Gly His Lys Thr He Ser Leu Leu Gly Cys Phe 
85 90 95 

etc caa gca ttc etc tat ttc ttc ctt ggc acc act gag ttc ttt eta 
Leu Gin Ala Phe Leu Tyr Phe Phe Leu Gly Thr Thr Glu Phe Phe Leu 
100 105 110 

ctg gca gtg atg tec ttt gac agg tat gtg gec att tgt aac cct ttg 
Leu Ala Val Met Ser Phe Asp Arg Tyr Val Ala He Cys Asn Pro Leu 
115 120 125 

cgt tat gee acc att atg age aaa aga gtc tgt gtc cag ctt gtg ttt 432 

mSE# 2005-3023660 



48 



96 



144 



192 



240 



288 



336 



384 



#11 2004-024923 



114/ 



Arg Tyr Ala Thr He Met Ser Lys Arg Val Cys Val Gin Leu Val Phe 
130 135 140 

tgc tea tgg atg tct gga ttg ctt etc ate ata gtt cct agt tea att 
Cys Ser Trp Met Ser Gly Leu Leu Leu He He Val Pro Ser Ser He 
145 150 155 160 

gta ttt cag cag cca ttc tgt ggc cca aac ate att aat cat ttc ttc 
Val Phe Gin Gin Pro Phe Cys Gly Pro Asn He He Asn His Phe Phe 
165 170 175 

tgt gac aac ttt cca ctt atg gaa etc ata tgt gca gat act age ctg 
Cys Asp Asn Phe Pro Leu Met Glu Leu He Cys Ala Asp Thr Ser Leu 
180 185 190 

gta gag ttc ctg ggt ttt gtt att gec aat ttc age etc ctg ggc act 
Val Glu Phe Leu Gly Phe Val He Ala Asn Phe Ser Leu Leu Gly Thr 
195 200 205 

ctg get gtg act gec acc tgc tat ggc cac att etc tat acc att eta 
Leu Ala Val Thr Ala Thr Cys Tyr Gly His He Leu Tyr Thr He Leu 
210 215 220 

cac att cct tea gec aag gag agg aag aaa gec ttc tea act tgc tec 
His He Pro Ser Ala Lys Glu Arg Lys Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 

tct cat att att gtg gtg tct etc ttc tac ggc age tgt ate ttc atg 
Ser His He He Val Val Ser Leu Phe Tyr Gly Ser Cys He Phe Met 
245 250 255 

tat gtc egg tct ggc aag aat gga cag ggg gag gat cat aac aag gtg 
Tvr Val Arg Ser Gly Lys Asn Gly Gin Gly Glu Asp His Asn Lys Val 
260 " 265 270 

gtg gca ttg etc aac act gta gtg aca ccc aca etc aac ccc ttc ate 
Val Ala Leu Leu Asn Thr Val Val Thr Pro Thr Leu Asn Pro Phe He 
275 280 285 

tac act ctg agg aac aag cag gtg aag cag gta ttt agg gaa cac gta 
Tyr Thr Leu Arg Asn Lys Gin Val Lys Gin Val Phe Arg Glu His Val 
290 295 300 

age aag ttc caa aag ttc age cag acg tga 
Ser Lys Phe Gin Lys Phe Ser Gin Thr 
305 310 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



942 



<210> 28 
<211> 313 



ffifiE# 2005-3023660 



S&m 2004-024923 
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<212> PRT 

<213> Mus musculus 

<400> 28 

Met Ala Asn Ser Thr Thr Val Thr Glu Phe He Leu Leu Gly Leu Ser 
15 10 15 



Asp Ala Cys Glu Leu Gin Val Leu He Phe Leu Gly Phe Leu Leu Thr 
20 25 30 



Tyr Phe Leu He Leu Leu Gly Asn Phe Leu He He Phe He Thr Leu 
35 40 45 



Val Asp Arg Arg Leu Tyr Thr Pro Met Tyr Tyr Phe Leu Arg Asn Phe 
50 55 60 



Ala Met Leu Glu He Trp Phe Thr Ser Val He Phe Pro Lys Met Leu 
65 70 75 80 



Thr Asn He He Thr Gly His Lys Thr He Ser Leu Leu Gly Cys Phe 
85 90 95 



Leu Gin Ala Phe Leu Tyr Phe Phe Leu Gly Thr Thr Glu Phe Phe Leu 
100 105 HO 



Leu Ala Val Met Ser Phe Asp Arg Tyr Val Ala He Cys Asn Pro Leu 
115 120 125 



Arg Tyr Ala Thr He Met Ser Lys Arg Val Cys Val Gin Leu Val Phe 
130 135 140 



Cys Ser Trp Met Ser Gly Leu Leu Leu He He Val Pro Ser Ser He 
145 ' 150 155 160 



Val Phe Gin Gin Pro Phe Cys Gly Pro Asn He He Asn His Phe Phe 
165 170 175 



Cys Asp Asn Phe Pro Leu Met Glu Leu He Cys Ala Asp Thr Ser Leu 

ffifE#2 005-3023660 



180 



mm 2004-024923 
185 



190 
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Val Glu Phe Leu Gly Phe Val He Ala Asn Phe Ser Leu Leu Gly Thr 
195 200 205 



Leu Ala Val Thr Ala Thr Cys Tyr Gly His He Leu Tyr Thr He Leu 
210 215 220 



His He Pro Ser Ala Lys Glu Arg Lys Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 



Ser His He He Val Val Ser Leu Phe Tyr Gly Ser Cys He Phe Met 
245 250 255 



Tyr Val Arg Ser Gly Lys Asn Gly Gin Gly Glu Asp His Asn Lys Val 
260 265 270 



Val Ala Leu Leu Asn Thr Val Val Thr Pro Thr Leu Asn Pro Phe He 

275 280 285 



Tyr Thr Leu Arg Asn Lys Gin Val Lys Gin Val Phe Arg Glu His Val 
290 ~ 295 300 



Ser Lys Phe Gin Lys Phe Ser Gin Thr 
305 310 



<210> 29 

<211> 669 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF102531 

<309> 1999-02-08 

<313> (1). • (669) 



<220> 

<221> CDS 
<222> (1). . (669) 



ffifE# 2005-3023660 
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<400> 29 

tgc aac tta gcg acc atg gat att ate tgc acc tec tct gta ctg ccc 
Cys Asn Leu Ala Thr Met Asp He He Cys Thr Ser Ser Val Leu Pro 
1 5 10 15 

aag gcg ctg gtt ggt eta ctg tct gag gaa aac acc acc tec ttc aaa 
Lys Ala Leu Val Gly Leu Leu Ser Glu Glu Asn Thr Thr Ser Phe Lys 
20 25 30 

ggg tgc atg act cag etc ttc ttt ctt gtg tgg tct gga tec tct gag 
Gly Cys Met Thr Gin Leu Phe Phe Leu Val Trp Ser Gly Ser Ser Glu 
35 40 45 

ctg ctg ctg etc aca gtc atg gee tat gac cgc tat gtg gec ate tgt 
Leu Leu Leu Leu Thr Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys 
50 55 60 

ttg ccc ctg cat tac age tct agg atg agt cca cag etc tgt ggg acc 
Leu Pro Leu His Tyr Ser Ser Arg Met Ser Pro Gin Leu Cys Gly Thr 
65 70 75 80 

ttt gee gtg ggt gta tgg tec ate tgc gca eta aat gca tct ate aac 
Phe Ala Val Gly Val Trp Ser He Cys Ala Leu Asn Ala Ser He Asn 
85 90 95 

act ggt ctg atg aca egg ctg tea ttc tgt ggc ccc aag gtc ate acc 
Thr Gly Leu Met Thr Arg Leu Ser Phe Cys Gly Pro Lys Val He Thr 
100 105 HO 

cac ttc ttc tgt gag att ccc cca etc etc ctg etc tec tgt agt cct 
His Phe Phe Cys Glu He Pro Pro Leu Leu Leu Leu Ser Cys Ser Pro 
115 120 125 

aca tat ata aat age gtt atg act ctt gtg gca gat gee ttt tat gga 
Thr Tyr He Asn Ser Val Met Thr Leu Val Ala Asp Ala Phe Tyr Gly 
130 135 140 

ggc ate aat ttt tta ctt acc ttg eta tec tat ggc tgc ate att gee 
Gly He Asn Phe Leu Leu Thr Leu Leu Ser Tyr Gly Cys He He Ala 
145 150 155 160 

age ate ctg cgc atg cgt tct get gag ggc aag agg aag gec ttt tct 
Ser He Leu Arg Met Arg Ser Ala Glu Gly Lys Arg Lys Ala Phe Ser 
165 170 175 

acc tgc tea tec cac etc att gtg gtc tct gtg tac tac tea tct gtg 
Thr Cys Ser Ser His Leu He Val Val Ser Val Tyr Tyr Ser Ser Val 
180 185 190 

ttc tgt gec tat gtc age cct get tct age tac age cca gaa aga age 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 
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Phe Cys Ala Tyr Val Ser Pro Ala Ser Ser Tyr Ser Pro Glu Arg Ser 
195 200 205 

aaa gtt tec tea gtg ctg tac tea gtc etc age cca acc etc aac 
Lys Val Ser Ser Val Leu Tyr Ser Val Leu Ser Pro Thr Leu Asn 
210 215 220 



<210> 30 

<211> 223 

<212> PRT 

<213> Mus musculus 

<400> 30 

Cys Asn Leu Ala Thr Met Asp He He Cys Thr Ser Ser Val Leu Pro 
15 10 15 



Lys Ala Leu Val Gly Leu Leu Ser Glu Glu Asn Thr Thr Ser Phe Lys 
20 25 30 



Gly Cys Met Thr Gin Leu Phe Phe Leu Val Trp Ser Gly Ser Ser Glu 
35 40 45 



Leu Leu Leu Leu Thr Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys 
50 55 60 



Leu Pro Leu His Tyr Ser Ser Arg Met Ser Pro Gin Leu Cys Gly Thr 
65 70 75 80 



Phe Ala Val Gly Val Trp Ser He Cys Ala Leu Asn Ala Ser He Asn 
85 90 95 



Thr Gly Leu Met Thr Arg Leu Ser Phe Cys Gly Pro Lys Val He Thr 
100 105 HO 



His Phe Phe Cys Glu He Pro Pro Leu Leu Leu Leu Ser Cys Ser Pro 
115 120 125 



Thr Tyr He Asn Ser Val Met Thr Leu Val Ala Asp Ala Phe Tyr Gly 
130 135 HO 



669 



ffiSE# 2005-3023660 



#11 2004-024923 



^-v: 119/ 



Gly He Asn Phe Leu Leu Thr Leu Leu Ser Tyr Gly Cys He He Ala 
145 150 155 160 



Ser He Leu Arg Met Arg Ser Ala Glu Gly Lys Arg Lys Ala Phe Ser 
165 HO 175 



Thr Cys Ser Ser His Leu He Val Val Ser Val Tyr Tyr Ser Ser Val 
180 185 190 



Phe Cys Ala Tyr Val Ser Pro Ala Ser Ser Tyr Ser Pro Glu Arg Ser 
195 200 205 



Lys Val Ser Ser Val Leu Tyr Ser Val Leu Ser Pro Thr Leu Asn 
210 215 220 



<210> 31 

<211> 1661 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF121974 

<309> 1999-04-25 
<313> (1). . (1661) 



<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> n is a, c, g, or t 

<220> 

<221> CDS 

<222> (303) . . (1307) 

<400> 31 

gtntacatag tgagttcgag gccagccagg gctacacaga caaaccctgt ctcgaaaaac ou 
caaaaaaaaa aaaaaaaaaa agaattcatt aatgaaaaag aagggggaaa atggagggcc 120 
atggaaagta gctacttcta acatacaact cttcatttcc tccatagaaa tgctgtagtt 180 
aatgtctaca cccagtccag cctggtgagg ctggggcagg tcctagcagg gcctttcagg 240 

ffiaE# 2005-3023660 



12 0 0 4 -0 2 4 9 2 3 ^-v : 120/ 

gactgaaccc cggcatcctg cccctcccct ctccctggag cctccccaag ccctcaggcg 300 

tc atg tea ggg tgg age aat ggc ace tac aat gag tec tac acc age 347 
Met Ser Gly Trp Ser Asn Gly Thr Tyr Asn Glu Ser Tyr Thr Ser 



1 



5 10 15 



ttc etc etc atg ggc ttc cca ggg atg cag gaa gee aga gee etc ctg 
Phe Leu Leu Met Gly Phe Pro Gly Met Gin Glu Ala Arg Ala Leu Leu 
20 25 30 

gtg ctg ccc ttc etc age etc tac ctg gtg ate etc ttc acc aat gec 
Val Leu Pro Phe Leu Ser Leu Tyr Leu Val He Leu Phe Thr Asn Ala 
35 40 45 

ctg gtc ate cac acg gtg gca tec cag cgc age ctg cac cag ccc atg 
Leu Val He His Thr Val Ala Ser Gin Arg Ser Leu His Gin Pro Met 
50 55 60 

tac ctg etc att gec ctg etc ctg get gtc aat ate tgc get gec acc 
Tyr Leu Leu He Ala Leu Leu Leu Ala Val Asn He Cys Ala Ala Thr 
65 70 75 

acc gtg gtg ccc ccc atg etc ttc age ttc tec aca cgc ttc aac cgc 
Thr Val Val Pro Pro Met Leu Phe Ser Phe Ser Thr Arg Phe Asn Arg 
80 85 90 95 



395 



443 



491 



539 



587 



635 



ate tec etc cct cga tgc ttg gga caa atg ttc tgc ate tac ttc ctt 
He Ser Leu Pro Arg Cys Leu Gly Gin Met Phe Cys He Tyr Phe Leu 
100 105 HO 

att gtc ttt gac tgc aac ate etc ctg gtc atg get eta gat cgc tat 
He Val Phe Asp Cys Asn He Leu Leu Val Met Ala Leu Asp Arg Tyr 
115 120 125 

gtg get ate tgc tac cct etc cgc tac cca gaa ata gtg aca gga cag 
Val Ala He Cys Tyr Pro Leu Arg Tyr Pro Glu He Val Thr Gly Gin 
130 135 140 

tta ctg get ggt ctg gtg gtg ctg gca gtc acc agg age aca age att 
Leu Leu Ala Gly Leu Val Val Leu Ala Val Thr Arg Ser Thr Ser He 
145 150 155 

gtt get cca gtg gtg gtg ctg gee teg egg gtt cgc ttc tgt cgc tea 
Val Ala Pro Val Val Val Leu Ala Ser Arg Val Arg Phe Cys Arg Ser 
160 165 170 175 

gat gtg ate cgc cac ttt gec tgt gag cac atg gec ctg atg aag ctt 875 
Asp Val He Arg His Phe Ala Cys Glu His Met Ala Leu Met Lys Leu 
180 185 190 

miE# 2005-3023660 



683 



731 



779 



827 



WM 2004-024923 ^- v : 121/ 



1019 



1067 



tec tgt ggg gac ate teg ctg aat aag acg gtg gga etc act gtt cgc 923 
Ser Cys Gly Asp He Ser Leu Asn Lys Thr Val Gly Leu Thr Val Arg 
195 200 205 

ate ttc aac cga gtc ctg gat atg etc ctg tta ggt gee tec tac tec 971 
He Phe Asn Arg Val Leu Asp Met Leu Leu Leu Gly Ala Ser Tyr Ser 
210 215 220 

cgc ate ate cat get gee ttc agg ate tea tea ggt gga gca egg tec 
Arg He He His Ala Ala Phe Arg He Ser Ser Gly Gly Ala Arg Ser 
225 230 235 

aaa gee ctg aac acc tgt ggc tec cac ctg ctg gtc ate ttc ace gtc 
Lys Ala Leu Asn Thr Cys Gly Ser His Leu Leu Val He Phe Thr Val 
240 245 250 255 

tac tec tec acc atg tec tea tec att gtc tac cgt gtg gca cgc act 1115 
Tyr Ser Ser Thr Met Ser Ser Ser He Val Tyr Arg Val Ala Arg Thr 
260 265 270 

gee tec caa gat gtg cac aac ttg ctt agt get ttc tat ctg ttg etc 1163 
Ala Ser Gin Asp Val His Asn Leu Leu Ser Ala Phe Tyr Leu Leu Leu 
275 280 285 

ccc tgt ctg gtc aac ccc ate ate tac ggg gee aga acc aag gaa ate 1211 
Pro Cys Leu Val Asn Pro He He Tyr Gly Ala Arg Thr Lys Glu He 
290 295 300 

agg cag cac ctg gta get ctg ttc caa agg act cag caa cag gtc ttc 1259 
Arg Gin His Leu Val Ala Leu Phe Gin Arg Thr Gin Gin Gin Val Phe 
305 310 315 

act gag aag ccc cag tec ctg ccc teg aat aga gag ctt cct gga tga 1307 
Thr Glu Lys Pro Gin Ser Leu Pro Ser Asn Arg Glu Leu Pro Gly 
320 325 330 

ttgtccagaa tttgtgggtc tcaaaatcac tttcactatt cagtgaagga ggggcattca 1367 

agtgggcatt cgtctctggt atattttgtc teggctattt tagttcagca tcctatttat 1427 

gagaagggtc tattctatat ctccagctgt ctagaactcc ttaagtggcc caggatgacc 1487 

tggaacccaa acaattctcc tttcttagtt tgccaaatgc tagcattaga ggcatgagtc 1547 

acagtgcctg gettatctge actcatactg gagagectea tgtctgcttt ccaaaaagca 1607 

cctactcact ctgaactagc aactgaaagc aagctctaac cctggcttga agtt 1661 



<210> 32 



2005-3023660 



#11 2004-024923 



^-v: 122/ 



<211> 334 
<212> PRT 
<213> Mus musculus 

<400> 32 

Met Ser Gly Trp Ser Asn Gly Thr Tyr Asn Glu Ser Tyr Thr Ser Phe 
15 10 15 



Leu Leu Met Gly Phe Pro Gly Met Gin Glu Ala Arg Ala Leu Leu Val 
20 25 30 



Leu Pro Phe Leu Ser Leu Tyr Leu Val He Leu Phe Thr Asn Ala Leu 
35 40 45 



Val He His Thr Val Ala Ser Gin Arg Ser Leu His Gin Pro Met Tyr 
50 55 60 



Leu Leu He Ala Leu Leu Leu Ala Val Asn He Cys Ala Ala Thr Thr 
65 70 75 80 



Val Val Pro Pro Met Leu Phe Ser Phe Ser Thr Arg Phe Asn Arg He 
85 90 95 



Ser Leu Pro Arg Cys Leu Gly Gin Met Phe Cys He Tyr Phe Leu He 
100 105 HO 



Val Phe Asp Cys Asn He Leu Leu Val Met Ala Leu Asp Arg Tyr Val 
115 120 125 



Ala He Cys Tyr Pro Leu Arg Tyr Pro Glu He Val Thr Gly Gin Leu 
130 135 140 



Leu Ala Gly Leu Val Val Leu Ala Val Thr Arg Ser Thr Ser He Val 
145 150 155 160 



Ala Pro Val Val Val Leu Ala Ser Arg Val Arg Phe Cys Arg Ser Asp 
165 170 175 



2005-3023660 



#11 2004-024923 



s<-v : 123/ 



Val He Arg His Phe Ala Cys Glu His Met Ala Leu Met Lys Leu Ser 
180 185 190 



Cys Gly Asp He Ser Leu Asn Lys Thr Val Gly Leu Thr Val Arg He 
195 200 205 



Phe Asn Arg Val Leu Asp Met Leu Leu Leu Gly Ala Ser Tyr Ser Arg 
210 215 220 



He He His Ala Ala Phe Arg He Ser Ser Gly Gly Ala Arg Ser Lys 
225 230 235 240 



Ala Leu Asn Thr Cys Gly Ser His Leu Leu Val He Phe Thr Val Tyr 
245 250 255 



Ser Ser Thr Met Ser Ser Ser He Val Tyr Arg Val Ala Arg Thr Ala 
260 265 270 



Ser Gin Asp Val His Asn Leu Leu Ser Ala Phe Tyr Leu Leu Leu Pro 
275 280 285 



Cys Leu Val Asn Pro He He Tyr Gly Ala Arg Thr Lys Glu He Arg 
290 295 300 



Gin His Leu Val Ala Leu Phe Gin Arg Thr Gin Gin Gin Val Phe Thr 
305 310 315 320 



Glu Lys Pro Gin Ser Leu Pro Ser Asn Arg Glu Leu Pro Gly 
325 330 



<210> 33 

<211> 1116 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF121975 

<309> 1999-04-25 

<313> (1). . (1116) 



ffigE# 2005-3023660 
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<220> 

<221> misc_feature 

<222> (15).. (15) 

<223> n is a, c, g, or t 

<220> 

<221> CDS 

<222> (50) . . (1015) 

<400> 33 p-Q 
caagctggct cttcntactg tctctccatt agttttagtc gtcacggga atg aat tea 58 
^ Met Asn Ser 



1 

aaa gca age atg ctt gga act aac ttc act ate ate cat cca act gtg 
Lys Ala Ser Met Leu Gly Thr Asn Phe Thr He He His Pro Thr Val 
5 10 15 

ttc ate ctg ctt gga ate cca ggg ctg gag cag tac cac acc tgg ctt 
Phe He Leu Leu Gly He Pro Gly Leu Glu Gin Tyr His Thr Trp Leu 
20 25 30 35 

tct att cct ttt tgt ctt atg tac att get gca gtc ttg ggg aac gga 
Ser He Pro Phe Cys Leu Met Tyr He Ala Ala Val Leu Gly Asn Gly 
40 45 50 

gee etc ate ctt gtt gtc ctg agt gaa cgc acc etc cat gag ccc atg 
Ala Leu He Leu Val Val Leu Ser Glu Arg Thr Leu His Glu Pro Met 
55 60 65 

tat gtc ttt ctg tec atg ctg get ggc act gat att etc ctg tea acc 
Tyr Val Phe Leu Ser Met Leu Ala Gly Thr Asp He Leu Leu Ser Thr 
70 75 80 

acc act gtg cct aag acc ttg get ate ttt tgg ttc cat get ggg gag 
Thr Thr Val Pro Lys Thr Leu Ala He Phe Trp Phe His Ala Gly Glu 
85 90 95 

ate ccc ttt gat gec tgc att get cag atg ttt ttc ate cac gtt get 
He Pro Phe Asp Ala Cys He Ala Gin Met Phe Phe He His Val Ala 
100 105 110 H5 

ttt gtg get gag teg gga ate ctt ctg gec atg gca ttt gac cga tat 
Phe Val Ala Glu Ser Gly He Leu Leu Ala Met Ala Phe Asp Arg Tyr 
120 125 130 



106 



154 



202 



250 



298 



346 



394 



442 



490 



gtg get att tgt act cct ctg aga tac tea gec gtc tta aca cct atg 
Val Ala He Cys Thr Pro Leu Arg Tyr Ser Ala Val Leu Thr Pro Met 
135 140 145 

tbfHf 2005-3023660 
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125/ 



gca att gga aaa atg acc ctg gcc ate tgg gga egg age att ggg aca 538 
Ala He Gly Lys Met Thr Leu Ala He Trp Gly Arg Ser He Gly Thr 
150 155 160 

att ttc cct ate ata ttt ctg ctg aag agg ctg tea tac tgc agg acc 
He Phe Pro He He Phe Leu Leu Lys Arg Leu Ser Tyr Cys Arg Thr 
165 170 175 

aat gtc ate cca cac tea tat tgt gag cat att ggt gta gcc aga ttg 
Asn Val He Pro His Ser Tyr Cys Glu His He Gly Val Ala Arg Leu 
180 185 190 195 

get tgt get gac ate act gtc aat ate tgg tat ggc ttc teg gtg cca 
Ala Cys Ala Asp He Thr Val Asn He Trp Tyr Gly Phe Ser Val Pro 
200 205 210 

atg get tea gtt ttg gta gat gtt gca etc att ggt att tct tat acg 
Met Ala Ser Val Leu Val Asp Val Ala Leu He Gly He Ser Tyr Thr 
215 220 225 

ttg ate etc cag get gtg ttt aga ctt cct tec cag gat get agg cac 
Leu He Leu Gin Ala Val Phe Arg Leu Pro Ser Gin Asp Ala Arg His 
230 235 240 

aag gcc etc aat acc tgt ggt tct cac att ggg gtc att etc etc ttt 
Lys Ala Leu Asn Thr Cys Gly Ser His He Gly Val He Leu Leu Phe 
245 250 255 

ttc ata cca tea ttt ttt act ttc ctt act cat cgc ttt ggc aag aac 
Phe He Pro Ser Phe Phe Thr Phe Leu Thr His Arg Phe Gly Lys Asn 
260 265 270 275 

ate ccc cac cat gtg cac att ctt ctg gca aat etc tat gtg ttg gtt 
He Pro His His Val His He Leu Leu Ala Asn Leu Tyr Val Leu Val 
280 285 290 

ccc ccc atg ctt aac cct ate ate tat ggt get aag acc aag caa att 
Pro Pro Met Leu Asn Pro He He Tyr Gly Ala Lys Thr Lys Gin He 
295 300 305 

agg gac age atg act cgc atg ttg tct gtt gtg tgg aag tct tga 
Arg Asp Ser Met Thr Arg Met Leu Ser Val Val Trp Lys Ser 
310 315 320 

gagcagtcac agttcacaaa gctgtcttag tttctcttac aaacaggaga gagagagaga 1075 



586 



634 



682 



730 



778 



826 



874 



922 



970 



1015 



gagagagaga gagagagaga gagagagaga gagagagaga g 



1116 



mum 2005-3023660 
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<210> 34 

<211> 321 

<212> PRT 

<213> Mus musculus 

<400> 34 

Met Asn Ser Lys Ala Ser Met Leu Gly Thr Asn Phe Thr He He His 
1 5 10 15 

Pro Thr Val Phe He Leu Leu Gly He Pro Gly Leu Glu Gin Tyr His 
20 25 30 



Thr Trp Leu Ser He Pro Phe Cys Leu Met Tyr He Ala Ala Val Leu 
35 40 45 



Gly Asn Gly Ala Leu He Leu Val Val Leu Ser Glu Arg Thr Leu His 
50 55 60 



Glu Pro Met Tyr Val Phe Leu Ser Met Leu Ala Gly Thr Asp He Leu 
65 70 75 80 



Leu Ser Thr Thr Thr Val Pro Lys Thr Leu Ala He Phe Trp Phe His 
85 90 95 



Ala Gly Glu He Pro Phe Asp Ala Cys He Ala Gin Met Phe Phe He 
100 105 HO 



His Val Ala Phe Val Ala Glu Ser Gly He Leu Leu Ala Met Ala Phe 
115 120 125 



Asp Arg Tyr Val Ala He Cys Thr Pro Leu Arg Tyr Ser Ala Val Leu 
130 135 140 



Thr Pro Met Ala He Gly Lys Met Thr Leu Ala He Trp Gly Arg Ser 
145 150 155 160 



He Gly Thr He Phe Pro He He Phe Leu Leu Lys Arg Leu Ser Tyr 
165 170 175 



mSE# 2005-3023660 



#gl 2004-024923 
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Cys Arg Thr Asn Val He Pro His Ser Tyr Cys Glu His He Gly Val 
180 185 190 



Ala Arg Leu Ala Cys Ala Asp He Thr Val Asn He Trp Tyr Gly Phe 
195 200 205 



Ser Val Pro Met Ala Ser Val Leu Val Asp Val Ala Leu He Gly He 
210 215 220 



Ser Tyr Thr Leu He Leu Gin Ala Val Phe Arg Leu Pro Ser Gin Asp 
225 230 235 240 



Ala Arg His Lys Ala Leu Asn Thr Cys Gly Ser His He Gly Val He 
245 250 255 



Leu Leu Phe Phe He Pro Ser Phe Phe Thr Phe Leu Thr His Arg Phe 
260 265 270 



Gly Lys Asn He Pro His His Val His He Leu Leu Ala Asn Leu Tyr 
275 280 285 



Val Leu Val Pro Pro Met Leu Asn Pro He He Tyr Gly Ala Lys Thr 
290 295 300 



Lvs Gin He Arg Asp Ser Met Thr Arg Met Leu Ser Val Val Trp Lys 
305 310 315 320 



Ser 



<210> 35 

<211> 1267 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF121977 

<309> 1999-04-25 

<313> (1)..(1267) 

ffiiE# 2005-3023660 



Sfrffi 2004-024923 



^-v 5 : 128/ 



<220> 

<221> misc_feature 

<222> (108).. (108) 

<223> n is a, c, g, or t 

<220> 

<221> CDS 

<222> (172).. (1200) 



<400> 35 An 
tctattgctc actgaaatat aaactagcaa catgaagaac atatgattga actatatcaa ou 

agaaacaaat ttttctaatc ataaatgacc atgaatcatt gaatttcnta agctgaagtt 120 

ctttcatgag gtaccacaca acagcatgtt cctgtacaca tgtaactacc t atg ttt 177 
~ ~ " Met Phe 

1 

tgt cat tta tat aat gag aac aat atg caa gtg gca ate ctg gat tec 
Cys His Leu Tyr Asn Glu Asn Asn Met Gin Val Ala He Leu Asp Ser 
5 10 15 

att eta ata cct tct tat ttt tct ttc ctg aca gag atg gag cct gga 
He Leu He Pro Ser Tyr Phe Ser Phe Leu Thr Glu Met Glu Pro Gly 
20 25 30 

aac tac aca gtt gta aca gaa ttc att ctt tta ggg tta aca gat gat 
Asn Tyr Thr Val Val Thr Glu Phe He Leu Leu Gly Leu Thr Asp Asp 
35 40 45 50 

att aca gtc agt gtc att tta ttt gtt atg ttt eta ate gtc tat tct 
He Thr Val Ser Val He Leu Phe Val Met Phe Leu He Val Tyr Ser 
55 60 65 



cct cag ctt cac acc ccc atg tac ctt ttc ctt age cat ttg gee ttt 
Pro Gin Leu His Thr Pro Met Tyr Leu Phe Leu Ser His Leu Ala Phe 
85 90 95 

eta gac att ggg tac tec age tea gtt aca ccc ate atg ctg agg ggc 
Leu Asp He Gly Tyr Ser Ser Ser Val Thr Pro He Met Leu Arg Gly 
100 105 HO 



225 



273 



321 



369 



gtt act tta atg ggt aac ttg aac ata att gtg eta ate aga acc age 417 
Val Thr Leu Met Gly Asn Leu Asn He He Val Leu He Arg Thr Ser 
70 75 80 



465 



513 



561 



ttt etc aga aag gga aca ttt ate cct gtg get ggc tgt gtg get caa 
Phe Leu Arg Lys Gly Thr Phe He Pro Val Ala Gly Cys Val Ala Gin 

ffiSE# 2005-3023660 
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115 



120 



125 



130 



etc tgt att gtg gtg gca ttt ggg aca tct gaa tct ttc ttg eta get 
Leu Cys He Val Val Ala Phe Gly Thr Ser Glu Ser Phe Leu Leu Ala 
135 140 145 

tec atg gee tat gac cgc tat gtg gee ate tgc tea cct ttg etc tac 
Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Ser Pro Leu Leu Tyr 
150 155 160 

tea aca cag atg tec tec aca gtc tgc ate etc eta gtt gga act tec 
Ser Thr Gin Met Ser Ser Thr Val Cys He Leu Leu Val Gly Thr Ser 
165 170 175 

tac eta ggt gga tgg gtg aat get tgg ata ttt act ggt tgc tec tta 
Tyr Leu Gly Gly Trp Val Asn Ala Trp He Phe Thr Gly Cys Ser Leu 
180 185 190 

aat ctg tea ttt tgt ggg cca aat aaa att aat cac ttt ttc tgt gac 
Asn Leu Ser Phe Cys Gly Pro Asn Lys He Asn His Phe Phe Cys Asp 
195 200 205 210 

tat tea cca eta ttg aag ctt tct tgt tct cat gac ttt tct ttt gaa 
Tvr Ser Pro Leu Leu Lys Leu Ser Cys Ser His Asp Phe Ser Phe Glu 
215 220 225 

gtc att cca gca ate tct teg gga tec ate att gtg gtc act gtg ttt 
Val He Pro Ala He Ser Ser Gly Ser He He Val Val Thr Val Phe 
230 235 240 

ate att get ctg tct tat gtc tac ate ctt gtg tea ate ctg aag atg 
He He Ala Leu Ser Tyr Val Tyr He Leu Val Ser He Leu Lys Met 
245 250 255 

cgc tct act gaa ggt cgc cag aag gec ttc tec acc tgc act tec cac 
Arg Ser Thr Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys Thr Ser His 
260 265 270 

etc act gca gtc act ctg ttc ttt ggg acc ate aca ttc att tat gtg 
Leu Thr Ala Val Thr Leu Phe Phe Gly Thr He Thr Phe He Tyr Val 
275 280 285 290 

atg ccc cag tec age tac tec aca gac cag aac aaa gtg gtg tct gtg 
Met Pro Gin Ser Ser Tyr Ser Thr Asp Gin Asn Lys Val Val Ser Val 
295 300 305 

ttt tac aca gtg gtg ate ccc atg ttg aat ccc etc ate tac agt ttc 
Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu He Tyr Ser Phe 
310 315 320 



609 



657 



705 



753 



801 



849 



897 



945 



993 



1041 



1089 



1137 



mm 2005-3023660 



$H 2004-024923 : 130/ 



aga aac aaa gag gtt aaa gaa gcc atg aaa aaa ctg att get aaa aca 1185 
Arg Asn Lys Glu Val Lys Glu Ala Met Lys Lys Leu He Ala Lys Thr 
325 330 335 

cat tgg tgg tec tga aatatttgaa tttacaaaca gtaaattctg ctcttacagg 1240 
His Trp Trp Ser 
340 



taaatggcag tatactaagt aaattac 



<210> 36 

<211> 342 

<212> PRT 

<213> Mus musculus 

<400> 36 



Met Phe Cys His Leu Tyr Asn Glu Asn Asn Met Gin Val Ala He Leu 
15 10 15 



Asp Ser He Leu He Pro Ser Tyr Phe Ser Phe Leu Thr Glu Met Glu 
20 25 30 



Pro Gly Asn Tyr Thr Val Val Thr Glu Phe He Leu Leu Gly Leu Thr 
35 40 45 



Asp Asp He Thr Val Ser Val He Leu Phe Val Met Phe Leu He Val 
50 55 60 



Tyr Ser Val Thr Leu Met Gly Asn Leu Asn He He Val Leu He Arg 
65 70 75 80 



Thr Ser Pro Gin Leu His Thr Pro Met Tyr Leu Phe Leu Ser His Leu 
85 90 95 



Ala Phe Leu Asp He Gly Tyr Ser Ser Ser Val Thr Pro He Met Leu 
100 105 HO 



Arg Gly Phe Leu Arg Lys Gly Thr Phe He Pro Val Ala Gly Cys Val 
115 120 125 



1267 



thfjE# 2005-3023660 
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Ala Gin Leu Cys He Val Val Ala Phe Gly Thr Ser Glu Ser Phe Leu 
130 135 140 



Leu Ala Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Ser Pro Leu 
145 150 155 160 



Leu Tyr Ser Thr Gin Met Ser Ser Thr Val Cys He Leu Leu Val Gly 
165 170 175 



Thr Ser Tyr Leu Gly Gly Trp Val Asn Ala Trp He Phe Thr Gly Cys 
180 185 190 

Ser Leu Asn Leu Ser Phe Cys Gly Pro Asn Lys He Asn His Phe Phe 
195 200 205 

Cys Asp Tyr Ser Pro Leu Leu Lys Leu Ser Cys Ser His Asp Phe Ser 
210 215 220 



Phe Glu Val lie Pro Ala He Ser Ser Gly Ser He He Val Val Thr 
225 230 235 240 



Val Phe He He Ala Leu Ser Tyr Val Tyr He Leu Val Ser He Leu 
245 250 255 



Lys Met Arg Ser Thr Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys Thr 
260 265 270 

Ser His Leu Thr Ala Val Thr Leu Phe Phe Gly Thr He Thr Phe He 
275 280 285 

Tyr Val Met Pro Gin Ser Ser Tyr Ser Thr Asp Gin Asn Lys Val Val 
290 295 300 

Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu lie Tyr 
305 310 315 320 



Ser Phe Arg Asn Lys Glu Val Lys Glu Ala Met Lys Lys Leu He Ala 
325 330 335 

■ffiHE#2 005-3023660 
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Lys Thr His Trp Trp Ser 
340 



<210> 37 

<211> 1120 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AF121979 

<309> 1999-04-25 

<313> (1). . (1120) 



<220> 

<221> CDS 

<222> (84) . . (1040) 

<220> 

<221> misc_feature 

<222> (940) . . (940) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1083) . . (1083) 

<223> n is a, c, g, or t 

<400> 37 

tgtcattatt agtgctgata aagtgttgtc aagtcctgtg agattccttc aaatgaatat 

gtccatcaga ggctcctgac aac atg tea cca ggc aac age tea tgg att cat 

Met Ser Pro Gly Asn Ser Ser Trp He His 
1 5 10 

cct tct tec ttc ctg etc ttg gga ate cca gga ctg gaa gag ttg cag 
Pro Ser Ser Phe Leu Leu Leu Gly He Pro Gly Leu Glu Glu Leu Gin 
15 20 25 

ttc tgg ctt ggt ttg cca ttt gga aca gtc tat ctt att get gtc eta 
Phe Trp Leu Gly Leu Pro Phe Gly Thr Val Tyr Leu He Ala Val Leu 
30 35 40 

ggg aat gtc ate att etc ttt gta ate tat eta gag cac age ctt cac 
Gly Asn Val He He Leu Phe Val He Tyr Leu Glu His Ser Leu His 
45 50 55 



60 
113 

161 

209 

257 
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caa cct atg ttc tac tta ctg gcc ata ctg get gtt act gac ttg ggt 
Gin Pro Met Phe Tyr Leu Leu Ala He Leu Ala Val Thr Asp Leu Gly 
60 65 70 

ctg tct aca gca act gtt ccc aga gca etc ggt ata ttc tgg ttt ggc 
Leu Ser Thr Ala Thr Val Pro Arg Ala Leu Gly He Phe Trp Phe Gly 
75 80 85 90 

ttc cat aag att gcc ttt agg gac tgt gta get caa atg ttt ttc ata 
Phe His Lys He Ala Phe Arg Asp Cys Val Ala Gin Met Phe Phe He 
95 100 105 

cat ctg ttt aca ggc ate gaa aca ttc atg ctt gta get atg gcc ttt 
His Leu Phe Thr Gly He Glu Thr Phe Met Leu Val Ala Met Ala Phe 
HO 115 120 

gat cgc tac att gcc ate tgt aac cct etc cga tat aac act ate etc 
Asp Arg Tyr He Ala lie Cys Asn Pro Leu Arg Tyr Asn Thr He Leu 
125 130 135 

acc aac aga aca ate tgc att att gtt gga gtt gga eta ttt aaa aat 
Thr Asn Arg Thr He Cys He He Val Gly Val Gly Leu Phe Lys Asn 
140 145 150 

ttc att ttg gtt ttt cca ctt ata ttt etc att eta agg ctt tea ttc 
Phe He Leu Val Phe Pro Leu He Phe Leu He Leu Arg Leu Ser Phe 
155 160 165 170 

tgt gga cac aat ate ata cca cac aca tac tgt gag cac atg ggc att 
Cvs Gly His Asn He He Pro His Thr Tyr Cys Glu His Met Gly He 
175 180 185 

get cga ctg gca tgc gtc age ate aag gtt aat gta tta ttt gga tta 
Ala Arg Leu Ala Cys Val Ser He Lys Val Asn Val Leu Phe Gly Leu 
190 195 200 

ata etc ata tct atg ata ctt ctg gat gtt gtt ttg agt get ctg tec 
He Leu He Ser Met He Leu Leu Asp Val Val Leu Ser Ala Leu Ser 
205 210 215 

tat gcg aaa att ctt cat get gta ttt aaa etc cca tec tgg gaa gcc 
Tyr Ala Lys He Leu His Ala Val Phe Lys Leu Pro Ser Trp Glu Ala 
220 225 230 

aga etc aaa get ctt aat acc tgt ggt tec cat gtg tgt gtg ate ttg 
Arg Leu Lys Ala Leu Asn Thr Cys Gly Ser His Val Cys Val He Leu 
235 240 245 250 



305 



353 



401 



449 



497 



545 



593 



641 



689 



737 



785 



833 



881 



get ttc ttc act cca gcc ttt ttc tec ttc ttg act cat cga ttt gga 
Ala Phe Phe Thr Pro Ala Phe Phe Ser Phe Leu Thr His Arg Phe Gly 

miiEiff 2 0 0 5 - 3 0 2 3 6 6 0 



#11 2004-024923 
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255 260 265 

cac aat att cca cga tat ate cac ate etc ctt get aac tta tat gtg 
His Asn He Pro Arg Tyr He His He Leu Leu Ala Asn Leu Tyr Val 
270 275 280 

ate att ccc cng get ctt aac cct att att tat ggg gtg aga acc aaa 
He He Pro Xaa Ala Leu Asn Pro He He Tyr Gly Val Arg Thr Lys 
285 290 295 

cag at a caa gat cgt gcg gtg aca at a ttg tgc aac gag gtt gga cag 
Gin He Gin Asp Arg Ala Val Thr He Leu Cys Asn Glu Val Gly Gin 
300 305 310 

ctg gca gac gac tag tatgtcttct aatagtctct ttccttccta agaggactac 
Leu Ala Asp Asp 
315 

tgntttgtaa gettgeatae gtggaacaca ttacacaatg H20 



929 



977 



1025 



1080 



<210> 38 

<211> 318 

<212> PRT 

<213> Mus musculus 

<220> 

<221> misc_feature 

<222> (286) . . (286) 

<223> The 'Xaa' at location 286 stands for Gin, Arg, Pro, or Leu. 

<400> 38 

Met Ser Pro Gly Asn Ser Ser Trp He His Pro Ser Ser Phe Leu Leu 
1 5 10 15 



Leu Gly He Pro Gly Leu Glu Glu Leu Gin Phe Trp Leu Gly Leu Pro 
20 25 30 



Phe Gly Thr Val Tyr Leu He Ala Val Leu Gly Asn Val He He Leu 
35 40 45 



Phe Val He Tyr Leu Glu His Ser Leu His Gin Pro Met Phe Tyr Leu 
50 55 60 



Leu Ala He Leu Ala Val Thr Asp Leu Gly Leu Ser Thr Ala Thr Val 

fflfE# 2005-3023660 
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65 



70 



75 



80 



Pro Are Ala Leu Gly He Phe Trp Phe Gly Phe His Lys He Ala Phe 
85 90 95 

Arg Asp Cys Val Ala Gin Met Phe Phe He His Leu Phe Thr Gly He 
100 105 HO 

Glu Thr Phe Met Leu Val Ala Met Ala Phe Asp Arg Tyr He Ala He 
115 120 125 

Cys Asn Pro Leu Arg Tyr Asn Thr He Leu Thr Asn Arg Thr He Cys 
130 135 140 

He He Val Gly Val Gly Leu Phe Lys Asn Phe He Leu Val Phe Pro 
145 150 155 160 

Leu He Phe Leu He Leu Arg Leu Ser Phe Cys Gly His Asn He He 
165 170 175 

Pro His Thr Tyr Cys Glu His Met Gly He Ala Arg Leu Ala Cys Val 
180 185 190 

Ser He Lys Val Asn Val Leu Phe Gly Leu He Leu He Ser Met He 
195 200 205 

Leu Leu Asp Val Val Leu Ser Ala Leu Ser Tyr Ala Lys He Leu His 
210 " 215 220 



Ala Val Phe Lys Leu Pro Ser Trp Glu Ala Arg Leu Lys Ala Leu Asn 
225 230 235 240 



Thr Cys Gly Ser His Val Cys Val He Leu Ala Phe Phe Thr Pro Ala 
245 250 255 



Phe Phe Ser Phe Leu Thr His Arg Phe Gly His Asn He Pro Arg Tyr 
260 265 270 



mtiE# 2005-3023660 



2004-024923 



136/ 



He His He Leu Leu Ala Asn Leu Tyr Val He He Pro Xaa Ala Leu 
275 280 285 

Asn Pro He He Tyr Gly Val Arg Thr Lys Gin He Gin Asp Arg Ala 
290 295 300 

Val Thr He Leu Cys Asn Glu Val Gly Gin Leu Ala Asp Asp 
305 310 315 

<210> 39 

<211> 2333 

<212> DNA 

<213> Mus musculus 

<300> 

<308> M36778 

<309> 1995-08-22 

<313> (1). . (2333) 



<220> 

<221> CDS 

<222> (24) . . (1088) 

<400> 39 

gctgtggcag ggaaggggcc acc atg gga tgt acg ctg age gca gag gag aga 

& " ~' Met Gly Cys Thr Leu Ser Ala Glu Glu Arg 

15 10 

gec gec etc gag egg age aag gcg att gag aaa aac etc aaa gaa gat 
Ala Ala Leu Glu Arg Ser Lys Ala He Glu Lys Asn Leu Lys Glu Asp 
15 20 25 

ggc ate age gec gec aaa gac gtg aaa tta etc ctg ctg ggg get gga 
Gly He Ser Ala Ala Lys Asp Val Lys Leu Leu Leu Leu Gly Ala Gly 
30 35 40 

gaa tea gga aaa age acc att gtg aag cag atg aag ate ate cat gaa 
Glu Ser Gly Lys Ser Thr He Val Lys Gin Met Lys He He His Glu 
45 50 55 

gat ggc ttc tct ggg gaa gac gtg aag cag tac aag cct gtg gtc tac 
Asp Gly Phe Ser Gly Glu Asp Val Lys Gin Tyr Lys Pro Val Val Tyr 
60 65 70 



53 



101 



149 



197 



245 



293 



age aac acc ate cag tct ctg gcg gec att gtc egg gec atg gac act 
Ser Asn Thr He Gin Ser Leu Ala Ala He Val Arg Ala Met Asp Thr 

ttilE# 2005-3023660 
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75 



80 



85 



90 



ttg ggc gtg gag tat ggt gac aag gag agg aag acg gac tec aag atg 
Leu Gly Val Glu Tyr Gly Asp Lys Glu Arg Lys Thr Asp Ser Lys Met 
95 100 105 

gtg tgt gac gtg gtg agt cgt atg gaa gac act gaa ccg ttc tct gca 
Val Cys Asp Val Val Ser Arg Met Glu Asp Thr Glu Pro Phe Ser Ala 
110 115 120 

gaa ctt ctt tct gec atg atg cga etc tgg ggc gac teg ggg ate cag 
Glu Leu Leu Ser Ala Met Met Arg Leu Trp Gly Asp Ser Gly He Gin 
125 130 135 

gag tgc ttc aac cga tct egg gag tat cag etc aat gac tct gee aaa 
Glu Cys Phe Asn Arg Ser Arg Glu Tyr Gin Leu Asn Asp Ser Ala Lys 
140 145 150 

tac tac ctg gac age ctg gat egg att gga gee ggt gac tac cag ccc 
Tyr Tyr Leu Asp Ser Leu Asp Arg He Gly Ala Gly Asp Tyr Gin Pro 
155 160 165 170 

act gag cag gac ate etc cga ace aga gtc aaa aca act ggc ate gta 
Thr Glu Gin Asp He Leu Arg Thr Arg Val Lys Thr Thr Gly He Val 
175 • 180 185 

gaa acc cac ttc ace ttc aag aac etc cac ttc agg ctg ttt gac gtc 
Glu Thr His Phe Thr Phe Lys Asn Leu His Phe Arg Leu Phe Asp Val 
190 195 200 

ggg ggc cag cga tct gaa cgc aag aag tgg ate cac tgc ttt gag gat 
Gly Gly Gin Arg Ser Glu Arg Lys Lys Trp He His Cys Phe Glu Asp 
205 210 215 

gtc acg gee ate ate ttc tgt gtc gca etc age ggc tat gac cag gtg 
Val Thr Ala He He Phe Cys Val Ala Leu Ser Gly Tyr Asp Gin Val 
220 225 230 

etc cac gag gac gaa acc acg aac cgc atg cac gaa tec ctg aag etc 
Leu His Glu Asp Glu Thr Thr Asn Arg Met His Glu Ser Leu Lys Leu 
235 " 240 245 250 

ttc gac age ate tgc aac aac aag tgg ttc aca gac aca tct att ate 
Phe Asp Ser He Cys Asn Asn Lys Trp Phe Thr Asp Thr Ser He He 
255 260 265 

ctg ttt etc aac aag aag gac ata ttt gag gag aag ate aag aag tec 
Leu Phe Leu Asn Lys Lys Asp He Phe Glu Glu Lys He Lys Lys Ser 
270 275 280 



341 



389 



437 



485 



533 



581 



629 



677 



725 



773 



821 



869 



ffiSE#2 005-3023660 
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cca etc acc ate tgc ttt cct gaa tac aca ggc ccc agt gec ttc aca 
Pro Leu Thr He Cys Phe Pro Glu Tyr Thr Gly Pro Ser Ala Phe Thr 
285 290 295 

gaa get gtg get cac ate caa ggg cag tat gag agt aag aat aag tea 
Glu Ala Val Ala His He Gin Gly Gin Tyr Glu Ser Lys Asn Lys Ser 
300 305 310 

get cac aag gaa gtc tac age cat gtc acc tgt gee acg gac acc aac 
Ala His Lys Glu Val Tyr Ser His Val Thr Cys Ala Thr Asp Thr Asn 
315 320 325 330 

aac ate caa ttc gtc ttt gat gec gtg aca gat gtc ate ate gee aaa 
Asn He Gin Phe Val Phe Asp Ala Val Thr Asp Val He He Ala Lys 
335 340 345 

aac eta egg ggc tgt gga etc tac tga gccctggcct cctacccagc 
Asn Leu Arg Gly Cys Gly Leu Tyr 
350 



917 



965 



1013 



1061 



1108 



ctgccactca ctcctcccct ggacccagag ctctgtcact getcagatge cctgttaact 1168 

gaagaaaacc tggaggctag ccttgggggc aggaggaggc atcctttgag catccccacc 1228 

ccacccaact tcagcctcgt gacacgtggg aacagggttg ggcagaggtg tggaacagca 1288 

caaggecaga gaccacggca tgccacttgg gtgetgetea ctggtcagct gtgtgtctta 1348 

cacagaggcc gagtgggcaa cactgccatc tgattcagaa tgggcatgee ctgtcctctg 1408 

tacctcttgt tcagtgtcct ggtttctctt ccaccttggt gataggatgg ctggcaggaa 1468 

ggccccatgg aaggtgctgc ttgattaggg gatagtcgat ggcatctctc agcagtcctc 1528 

agggtctgtt tggtagaggg tggtttcgtc gaeaaaagee aacatggaat caggccactt 1588 

ttggggcgca aagactcaga ctttggggac gggttccctc ctccttcact ttggatcttg 1648 
gcccctctct ggtcatcttc ccttgccctt gggctcccca ggatactcag ccctgactcc 1708 
catggggttg ggaatattcc ttaagactgg ctgactgcaa aggtcaccga tggagaaaca 1768 
tccctgtgct acagaattgg gggtgggaca gctgaggggg caggcggctc tttcctgata 1828 
gttgatgaca agecctgaga atgccatctg ctggctccac tcacacgggc tcaactgtcc 1888 
tgggtgatag tgacttgeca ggccacaggc tgcaggtcac agacagagca ggcaagcagc 1948 
ettgeaactg cagattactt agggagaagc ateggggect cgtgagccag gccccgtagc 2008 

ffifE# 2005-3023660 



#1M 2004-024923 ^- v : 139/ 

cagtgccctg ctttactcca gccttggtca ggaagtcgaa agcccttggt gtattcctgg 2068 

tctcggagca aataatgagc cagcaccctg aagggtgggc tccaactcag acatgcagcc 2128 

agccccctag gtgggtaaac gccctaggga cctagggaga gcctttgctg cagagattcc 2188 

taagcaaaac ggcgtggtgg agctttggca accctagccc cagctaactt tggacagtca 2248 

gcatatgtcc ctgccatccc tagacatctc cagtcagctg gtatcacagc cagtggttca 2308 
gacaggtttg aatgctcatg tggca 



2333 



<210> 40 

<211> 354 

<212> PRT 

<213> Mus musculus 

<400> 40 

Met Gly Cys Thr Leu Ser Ala Glu Glu Arg Ala Ala Leu Glu Arg Ser 
15 10 15 

Lvs Ala He Glu Lys Asn Leu Lys Glu Asp Gly He Ser Ala Ala Lys 
20 ' 25 30 

Asp Val Lys Leu Leu Leu Leu Gly Ala Gly Glu Ser Gly Lys Ser Thr 
35 40 45 

He Val Lys Gin Met Lys He He His Glu Asp Gly Phe Ser Gly Glu 
50 ' 55 60 

Asd Val Lys Gin Tyr Lys Pro Val Val Tyr Ser Asn Thr He Gin Ser 
65 70 75 80 

Leu Ala Ala He Val Arg Ala Met Asp Thr Leu Gly Val Glu Tyr Gly 
85 90 95 

Asp Lys Glu Arg Lys Thr Asp Ser Lys Met Val Cys Asp Val Val Ser 
100 105 HO 

Are Met Glu Asp Thr Glu Pro Phe Ser Ala Glu Leu Leu Ser Ala Met 
115 120 125 

£BfiE# 2005-3023660 
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Met Arg Leu Trp Gly Asp Ser Gly He Gin Glu Cys Phe Asn Arg Ser 
130 135 140 



Arg Glu Tyr Gin Leu Asn Asp Ser Ala Lys Tyr Tyr Leu Asp Ser Leu 
145 150 155 160 



Asp Arg He Gly Ala Gly Asp Tyr Gin Pro Thr Glu Gin Asp He Leu 
165 170 175 



Arg Thr Arg Val Lys Thr Thr Gly He Val Glu Thr His Phe Thr Phe 
180 185 190 

Lys Asn Leu His Phe Arg Leu Phe Asp Val Gly Gly Gin Arg Ser Glu 
195 200 205 

Arg Lys Lys Trp He His Cys Phe Glu Asp Val Thr Ala He He Phe 
210 215 220 



Cys Val Ala Leu Ser Gly Tyr Asp Gin Val Leu His Glu Asp Glu Thr 
225 230 235 240 



Thr Asn Arg Met His Glu Ser Leu Lys Leu Phe Asp Ser He Cys Asn 
245 250 255 

Asn Lys Trp Phe Thr Asp Thr Ser He He Leu Phe Leu Asn Lys Lys 
260 265 270 

Asp He Phe Glu Glu Lys He Lys Lys Ser Pro Leu Thr He Cys Phe 
275 280 285 

Pro Glu Tyr Thr Gly Pro Ser Ala Phe Thr Glu Ala Val Ala His He 
290 295 300 



Gin Gly Gin Tyr Glu Ser Lys Asn Lys Ser Ala His Lys Glu Val Tyr 
305 " 310 315 320 



tBSE# 2005-3023660 
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Ser His Val Thr Cys Ala Thr Asp Thr Asn Asn He Gin Phe Val Phe 
325 330 335 

Asp Ala Val Thr Asp Val He He Ala Lys Asn Leu Arg Gly Cys Gly 
340 345 350 



Leu Tyr 



<210> 41 

<211> 1135 

<212> DNA 

<213> Mus musculus 



<300> 

<308> M87286 

<309> 1993-04-27 

<313> (1). . (1135) 



<220> 
<221> CDS 
<222> (41) . . (1063) 

<400> 41 

gctcttcact tgagacgcct gagggaaacc accaggcagg atg age gag ctg gag 

Met Ser Glu Leu Glu 
1 5 

cag ctg agg cag gag get gaa cag ctt egg aat cag ate cag gat get 
Gin Leu Arg Gin Glu Ala Glu Gin Leu Arg Asn Gin He Gin Asp Ala 
10 15 20 

egg aag gee tgc aac gat gee acg ctg gtt cag ate acg tct aat atg 151 
Arg Lys Ala Cys Asn Asp Ala Thr Leu Val Gin He Thr Ser Asn Met 
25 30 35 



gac tec gtg ggc cga ata caa atg cga aca agg cgc acg ctg cgt ggc 
Asp Ser Val Gly Arg He Gin Met Arg Thr Arg Arg Thr Leu Arg Gly 
40 45 50 

cac etc get aag ate tac gec atg cac tgg gga tat gat tec agg eta 
His Leu Ala Lys He Tyr Ala Met His Trp Gly Tyr Asp Ser Arg Leu 
55 60 65 



55 



103 



199 



247 



295 



eta gtc agt get teg caa gat gga aaa tta att att tgg gat age tat 
Leu Val Ser Ala Ser Gin Asp Gly Lys Leu He He Trp Asp Ser Tyr 

mm 2005-3023660 
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70 75 80 85 

acg aca aat aag atg cac gcc ate cct ctg agg tec tec tgg gtg atg 343 
Thr Thr Asn Lys Met His Ala He Pro Leu Arg Ser Ser Trp Val Met 
90 95 100 

ace tgt gcc tac gcc ccg tec ggg aac tac gtt gcc tgt gga ggc ttg 
Thr Cys Ala Tyr Ala Pro Ser Gly Asn Tyr Val Ala Cys Gly Gly Leu 
105 110 H5 

gat aac ate tgc tec ata tac aac eta aag acc cga gag gga gat gtg 
Asp Asn He Cys Ser He Tyr Asn Leu Lys Thr Arg Glu Gly Asp Val 
120 125 130 

egg gtg age cga gaa ttg gca gga cac acg ggc tac ttg tec tgc tgc 
Arg Val Ser Arg Glu Leu Ala Gly. His Thr Gly Tyr Leu Ser Cys Cys 
135 140 145 

cga ttc tta gat gat gga caa ate att aca agt teg gga gac acg act 
Arg Phe Leu Asp Asp Gly Gin He He Thr Ser Ser Gly Asp Thr Thr 
150 155 160 165 

tgt get ttg tgg gac att gag acc gga cag cag act acg acc ttc aca 
Cys Ala Leu Trp Asp He Glu Thr Gly Gin Gin Thr Thr Thr Phe Thr 
170 175 180 

gga cac teg ggt gac gtg atg age etc tea ctg agt cct gac ttg aag 
Gly His Ser Gly Asp Val Met Ser Leu Ser Leu Ser Pro Asp Leu Lys 
185 190 195 

acg ttt gtg tct ggt get tgt gat gca tec tea aag ctg tgg gat ate 
Thr Phe Val Ser Gly Ala Cys Asp Ala Ser Ser Lys Leu Trp Asp He 
200 205 210 

cga gat ggg atg tgt aga cag tct ttc acc gga cac ate tea gac ate 
Arg Asp Gly Met Cys Arg Gin Ser Phe Thr Gly His He Ser Asp He 
215 " 220 225 

aac get gtc agt ttc ttc ccg agt gga tat gcc ttt gcc act ggt tct 775 
Asn Ala Val Ser Phe Phe Pro Ser Gly Tyr Ala Phe Ala Thr Gly Ser 
230 235 240 245 



gat gat gcc aca tgc cga etc ttt gac etc cgt gca gac cag gag etc 
Asp Asp Ala Thr Cys Arg Leu Phe Asp Leu Arg Ala Asp Gin Glu Leu 
250 ~ 255 260 



391 



439 



487 



535 



583 



631 



679 



727 



823 



ctg eta tac tct cat gac aat ate ate tgt ggc att act tct gtg gcc 871 
Leu Leu Tyr Ser His Asp Asn He He Cys Gly He Thr Ser Val Ala 
265 270 275 

2005-3023660 
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ttc tea aag agt ggg cgc etc ctg tta gee ggc tat gac gac ttc aac 919 
Phe Ser Lys Ser Gly Arg Leu Leu Leu Ala Gly Tyr Asp Asp Phe Asn 
280 285 290 

tgc agt gtg tgg gac get ctg aaa gga ggc egg tea ggt gtc ctt get 967 
Cys Ser Val Trp Asp Ala Leu Lys Gly Gly Arg Ser Gly Val Leu Ala 
295 300 305 

ggt cat gac aac cgt gtt age tgc tta ggt gtg act gat gac ggc atg 1015 
Gly His Asp Asn Arg Val Ser Cys Leu Gly Val Thr Asp Asp Gly Met 
310 315 320 325 

get gtg gee act ggc tec tgg gac agt ttt ctt aga ate tgg aat tga 1063 
Ala Val Ala Thr Gly Ser Trp Asp Ser Phe Leu Arg He Trp Asn 
330 335 340 

gtgecatatt ttctgttctc caatgatacc tggagaaatc cgtgttacag cctatagctg 1123 

1135 

tgaggaaaaa aa 



<210> 42 

<211> 340 

<212> PRT 

<213> Mus musculus 

<400> 42 

Met Ser Glu Leu Glu Gin Leu Arg Gin Glu Ala Glu Gin Leu Arg Asn 
15 10 15 

Gin He Gin Asp Ala Arg Lys Ala Cys Asn Asp Ala Thr Leu Val Gin 
20 25 30 

He Thr Ser Asn Met Asp Ser Val Gly Arg He Gin Met Arg Thr Arg 
35 40 45 

Arg Thr Leu Arg Gly His Leu Ala Lys He Tyr Ala Met His Trp Gly 
50 55 60 

Tyr Asp Ser Arg Leu Leu Val Ser Ala Ser Gin Asp Gly Lys Leu He 
65 70 75 80 

He Trp Asp Ser Tyr Thr Thr Asn Lys Met His Ala He Pro Leu Arg 
85 90 95 

a*tiE#2 005-3023660 
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Ser Ser Trp Val Met Thr Cys Ala Tyr Ala Pro Ser Gly Asn Tyr Val 
100 105 110 



Ala Cys Gly Gly Leu Asp Asn He Cys Ser He Tyr Asn Leu Lys Thr 
115 120 125 

Arg Glu Gly Asp Val Arg Val Ser Arg Glu Leu Ala Gly His Thr Gly 
130 135 140 

Tyr Leu Ser Cys Cys Arg Phe Leu Asp Asp Gly Gin He He Thr Ser 
145 150 155 160 



Ser Gly Asp Thr Thr Cys Ala Leu Trp Asp He Glu Thr Gly Gin Gin 
165 170 175 



Thr Thr Thr Phe Thr Gly His Ser Gly Asp Val Met Ser Leu Ser Leu 
180 185 190 

Ser Pro Asp Leu Lys Thr Phe Val Ser Gly Ala Cys Asp Ala Ser Ser 
195 200 205 

Lys Leu Trp Asp He Arg Asp Gly Met Cys Arg Gin Ser Phe Thr Gly 
210 215 220 

His He Ser Asp He Asn Ala Val Ser Phe Phe Pro Ser Gly Tyr Ala 
225 230 235 240 



Phe Ala Thr Gly Ser Asp Asp Ala Thr Cys Arg Leu Phe Asp Leu Arg 
245 250 255 



Ala Asp Gin Glu Leu Leu Leu Tyr Ser His Asp Asn He He Cys Gly 
260 265 270 



He Thr Ser Val Ala Phe Ser Lys Ser Gly Arg Leu Leu Leu Ala Gly 
275 280 285 



ffifE# 2005-3023660 
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^ Tyr Asp Asp Phe Asn Cys Ser Val Trp Asp Ala Leu Lys Gly Gly Arg 

290 * 295 300 



Ser Gly Val Leu Ala Gly His Asp Asn Arg Val Ser Cys Leu Gly Val 
305 310 315 320 



Thr Asp Asp Gly Met Ala Val Ala Thr Gly Ser Trp Asp Ser Phe Leu 
325 330 335 



Arg He Trp Asn 
340 



<210> 43 

<211> 307 

<212> DNA 

<213> Mus musculus 

<300> 

<308> U37527 

<309> 1997-12-30 

<313> (1)..(307) 



<220> 

<221> CDS 
<222> (40) . . (267) 

<400> 43 

tccaagctgc tgtaccacct ctcagcaggg agtgcagga atg aag gaa ggc atg 54 

Met Lys Glu Gly Met 
1 5 

tct aat aac age acc acc age ate tec cag gee agg aaa gee gtg gag 102 
Ser Asn Asn Ser Thr Thr Ser He Ser Gin Ala Arg Lys Ala Val Glu 
10 15 20 

cag ctg aag atg gaa gec tgc atg gac agg gtg aag gtc tec cag get 
Gin Leu Lys Met Glu Ala Cys Met Asp Arg Val Lys Val Ser Gin Ala 
25 30 35 

gec tea gac etc ctg gec tac tgt gaa gec cac gtg egg gag gac ccc 
Ala Ser Asp Leu Leu Ala Tyr Cys Glu Ala His Val Arg Glu Asp Pro 
40 45 50 

etc ate ate cca gtg cct gec tea gaa aac ccc ttc egg gag aag aag 246 
Leu He He Pro Val Pro Ala Ser Glu Asn Pro Phe Arg Glu Lys Lys 

•mW8 2005-3023660 



150 



198 



#11 2 0 0 4 - 0 2 4 9 2 3 ^- v : 146/ 

55 60 65 



ttc ttc tgc acc ate etc taa cacccatggc gatgaagegg gccctttcct 

Phe Phe Cys Thr He Leu 
70 75 

gctgtaacag 



<210> 44 

<211> 75 

<212> PRT 

<213> Mus musculus 

<400> 44 

Met Lys Glu Gly Met Ser Asn Asn Ser Thr Thr Ser He Ser Gin Ala 
15 10 15 



Are Lvs Ala Val Glu Gin Leu Lys Met Glu Ala Cys Met Asp Arg Val 
20 25 30 



Lys Val Ser Gin Ala Ala Ser Asp Leu Leu Ala Tyr Cys Glu Ala His 
35 40 45 



Val Arg Glu Asp Pro Leu He He Pro Val Pro Ala Ser Glu Asn Pro 
50 55 60 



Phe Arg Glu Lys Lys Phe Phe Cys Thr He Leu 
65 ~ 70 75 



<210> 45 

<211> 2666 

<212> DNA 

<213> Mus musculus 

<300> 

<308> BC023729 

<309> 2003-04-16 

<313> (1)..(2666) 



297 



307 



<220> 
<221> 
<222> 



CDS 

(252) . . (2219) 



mfE# 2005-3023660 
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<400> 45 

ccacgcgtcc ggccccagcg caacgcgcag cagcctccct cctcttcttc ccgcactgtg bO 

cgctcctcct gggctagggc gtctggatcg agtcccggag gctaccgcct cccagacaga 120 

cgacaggtca cctggacgcg agcctgtgtc cgggtctcgt cgttgccggc gcagtcactg 

ggcacaaccg tgggactccg tctgtctcgg attaatcccg gagagccaga gccaacctct 

cccggtcaga g atg cga ccc tea ggg acc gcg aga acc aca ctg ctg gtg 
Met Arg Pro Ser Gly Thr Ala Arg Thr Thr Leu Leu Val 
1 ~ 5 10 

ttg ctg acc gcg etc tgc gec gca ggt ggg gcg ttg gag gaa aag aaa 
Leu Leu Thr Ala Leu Cys Ala Ala Gly Gly Ala Leu Glu Glu Lys Lys 
15 20 25 

gtc tgc caa ggc aca agt aac agg etc acc caa ctg ggc act ttt gaa 
Val Cys Gin Gly Thr Ser Asn Arg Leu Thr Gin Leu Gly Thr Phe Glu 
30 35 40 45 

gac cac ttt ctg age ctg cag agg atg tac aac aac tgt gaa gtg gtc 
Asp His Phe Leu Ser Leu Gin Arg Met Tyr Asn Asn Cys Glu Val Val 
50 55 60 

ctt ggg aac ttg gaa att acc tat gtg caa agg aat tac gac ctt tec 
Leu Gly Asn Leu Glu He Thr Tyr Val Gin Arg Asn Tyr Asp Leu Ser 
65 70 75 

ttc tta aag acc ate cag gag gtg gee ggc tat gtc etc att gee etc 
Phe Leu Lys Thr He Gin Glu Val Ala Gly Tyr Val Leu He Ala Leu 
80 85 90 

aac acc gtg gag aga ate cct ttg gag aac ctg cag ate ate agg gga 
Asn Thr Val Glu Arg He Pro Leu Glu Asn Leu Gin He He Arg Gly 
95 100 105 

aat get ctt tat gaa aac acc tat gee tta gec ate ctg tec aac tat 
Asn Ala Leu Tyr Glu Asn Thr Tyr Ala Leu Ala He Leu Ser Asn Tyr 
110 115 120 125 

ggg aca aac aga act ggg ctt agg gaa ctg ccc atg egg aac tta cag 
Gly Thr Asn Arg Thr Gly Leu Arg Glu Leu Pro Met Arg Asn Leu Gin 
130 135 140 

gaa ate ctg att ggt get gtg cga ttc age aac aac ccc ate etc tgc 
Glu He Leu He Gly Ala Val Arg Phe Ser Asn Asn Pro He Leu Cys 
145 150 155 



180 
240 
290 

338 

386 

434 

482 

530 

578 

626 

674 

722 
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aat atg gat act ate cag tgg agg gac ate gtc caa aac gtc ttt atg 
Asn Met Asp Thr He Gin Trp Arg Asp He Val Gin Asn Val Phe Met 
160 165 170 

age aac atg tea atg gac tta cag age cat ccg age agt tgc ccc aaa 
Ser Asn Met Ser Met Asp Leu Gin Ser His Pro Ser Ser Cys Pro Lys 
175 180 185 

tgt gat cca age tgt ccc aat gga age tgc tgg gga gga gga gag gag 
Cys Asp Pro Ser Cys Pro Asn Gly Ser Cys Trp Gly Gly Gly Glu Glu 
190 ' 195 200 205 

aac tgc cag aaa ttg ace aaa ate ate tgt gee cag caa tgt tec cat 
Asn Cys Gin Lys Leu Thr Lys He He Cys Ala Gin Gin Cys Ser His 
210 215 220 

cgc tgt cgt ggc agg tec ccc agt gac tgc tgc cac aac caa tgt get 
Arg Cys Arg Gly Arg Ser Pro Ser Asp Cys Cys His Asn Gin Cys Ala 
225 230 235 

gcg ggg tgt aca ggg ccc cga gag agt gac tgt ctg gtc tgc caa aag 
Ala Gly Cys Thr Gly Pro Arg Glu Ser Asp Cys Leu Val Cys Gin Lys 
240 245 250 

ttc caa gat gag gee aca tgc aaa gac ace tgc cca cca etc atg ctg 
Phe Gin Asp Glu Ala Thr Cys Lys Asp Thr Cys Pro Pro Leu Met Leu 
255 260 265 

tac aac ccc ace ace tat cag atg gat gtc aac cct gaa ggg aag tac 
Tyr Asn Pro Thr Thr Tyr Gin Met Asp Val Asn Pro Glu Gly Lys Tyr 
270 275 280 285 

age ttt ggt gee ace tgt gtg aag aag tgc ccc cga aac tac gtg gtg 
Ser Phe Gly Ala Thr Cys Val Lys Lys Cys Pro Arg Asn Tyr Val Val 
290 295 300 

aca gat cat ggc tea tgt gtc cga gee tgt ggg cct gac tac tac gaa 
Thr Asp His Gly Ser Cys Val Arg Ala Cys Gly Pro Asp Tyr Tyr Glu 
305 310 315 

gtg gaa gaa gat ggc ate cgc aag tgt aaa aaa tgt gat ggg ccc tgt 
Val Glu Glu Asp Gly He Arg Lys Cys Lys Lys Cys Asp Gly Pro Cys 
320 325 330 

cgc aaa gtt tgt aat ggc ata ggc att ggt gaa ttt aaa gac aca etc 
Arg Lys Val Cys Asn Gly He Gly He Gly Glu Phe Lys Asp Thr Leu 
335 340 345 



770 



818 



866 



914 



962 



1010 



1058 



1106 



1154 



1202 



1250 



1298 



1346 



tec ata aat get aca aac ate aaa cac ttc aaa tac tgc act gee ate 
Ser He Asn Ala Thr Asn He Lys His Phe Lys Tyr Cys Thr Ala He 
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350 



355 



360 



365 



age ggg gac ctt cac ate ctg cca gtg gec ttt aag ggg gat tct ttc 
Ser Gly Asp Leu His He Leu Pro Val Ala Phe Lys Gly Asp Ser Phe 
370 375 380 

acg cgc act cct cct eta gac cca cga gaa eta gaa att eta aaa acc 
Thr Arg Thr Pro Pro Leu Asp Pro Arg Glu Leu Glu He Leu Lys Thr 
385 390 395 

gta aag gaa ata aca ggc ttt ttg ctg att cag get tgg cct gat aac 
Val Lys Glu He Thr Gly Phe Leu Leu He Gin Ala Trp Pro Asp Asn 
400 405 410 

tgg act gac etc cat get ttc gag aac eta gaa ata ata cgt ggc aga 
Trp Thr Asp Leu His Ala Phe Glu Asn Leu Glu He He Arg Gly Arg 
415 420 425 

aca aag caa cat ggt cag ttt tct ttg gcg gtc gtt ggc ctg aac ate 
Thr Lys Gin His Gly Gin Phe Ser Leu Ala Val Val Gly Leu Asn He 
430 435 440 445 

aca tea ctg ggg ctg cgt tec etc aag gag ate agt gat ggg gat gtg 
Thr Ser Leu Gly Leu Arg Ser Leu Lys Glu He Ser Asp Gly Asp Val 
450 455 460 

ate att tct gga aac cga aat ttg tgc tac gca aac aca ata aac tgg 
He He Ser Gly Asn Arg Asn Leu Cys Tyr Ala Asn Thr He Asn Trp 
465 470 475 

aaa aaa etc ttc ggg aca ccc aat cag aaa acc aaa ate atg aac aac 
Lys Lys Leu Phe Gly Thr Pro Asn Gin Lys Thr Lys He Met Asn Asn 
480 485 490 

aga get gag aaa gac tgc aag gec gtg aac cac gtc tgc aat cct tta 
Arg Ala Glu Lys Asp Cys Lys Ala Val Asn His Val Cys Asn Pro Leu 
495 500 505 

tgc tec teg gaa ggc tgc tgg ggc cct gag ccc agg gac tgt gtc tec 

Cys Ser Ser Glu Gly Cys Trp Gly Pro Glu Pro Arg Asp Cys Val Ser 
510 515 520 525 

tgc cag aat gtg age aga ggc agg gag tgc gtg gag aaa tgc aac ate 
Cys Gin Asn Val Ser Arg Gly Arg Glu Cys Val Glu Lys Cys Asn He 
530 535 540 



1394 



1442 



1490 



1538 



1586 



1634 



1682 



1730 



1778 



1826 



1874 



1922 



ctg gag ggg gaa cca agg gag ttt gtg gaa aat tct gaa tgc ate cag 
Leu Glu Gly Glu Pro Arg Glu Phe Val Glu Asn Ser Glu Cys He Gin 
545 550 555 
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1970 



2018 



2066 



tgc cat cca gaa tgt ctg ccc cag gcc atg aac ate acc tgt aca ggc 
Cys His Pro Glu Cys Leu Pro Gin Ala Met Asn He Thr Cys Thr Gly 
560 565 570 

agg gga cca gac aac tgc ate cag tgt gcc cac tac att gat ggc cca 
Arg Gly Pro Asp Asn Cys He Gin Cys Ala His Tyr He Asp Gly Pro 
575 580 585 

cac tgt gtc aag acc tgc cca get ggc ate atg gga gag aac aac act 
His Cys Val Lys Thr Cys Pro Ala Gly He Met Gly Glu Asn Asn Thr 
590 595 600 605 

ctg gtc tgg aag tat gca gat gcc aat aat gtc tgc cac eta tgc cac 2114 
Leu Val Trp Lys Tyr Ala Asp Ala Asn Asn Val Cys His Leu Cys His 
610 615 620 

gcc aac tgt acc tat gga tgt get ggg cca ggt ctt caa gga tgt gaa 2162 
Ala Asn Cys Thr Tyr Gly Cys Ala Gly Pro Gly Leu Gin Gly Cys Glu 
625 630 635 

gtg tgg cca tct ggg tac gtt caa tgg cag tgg ate tta aag acc ttt 
Val Trp Pro Ser Gly Tyr Val Gin Trp Gin Trp He Leu Lys Thr Phe 
640 645 650 

tgg ate taa gaccagaagc catctctgac tcccctctca ccttccagtt 
Trp He 
655 

tcttccaaat cctctgggcc agecagaggt ctcagattct gccctcttgc cctgtgccca 2319 
ccttgttgac cactggacag catatgtgat ggctactget agtgccagct tcacaagagg 2379 
ttaacactac ggactageca ttcttcctat gtatctgttt ctgeaaatae ageegcttta 
cttaagtctc agcacttctt agtctcctct tttcctctca gtagcccaag gggtcatgtc 
acaaacatgg tgtgaagggc tactttgtca aatgaaaagg tctatcttgg ggggcatttt 2559 



tttcttttct ttttttcttg aaacacattg cccagcaaag ccaataaatt tctctcatca 
ttttgtttct gataaattct tactattgat aaaaaaaaaa aaaaaaa 



2210 



2259 



2439 
2499 



2619 
2666 



<210> 46 

<211> 655 

<212> PRT 

<213> Mus musculus 
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Met Arg Pro Ser Gly Thr Ala Arg Thr Thr Leu Leu Val Leu Leu Thr 
1 5 10 15 

Ala Leu Cys Ala Ala Gly Gly Ala Leu Glu Glu Lys Lys Val Cys Gin 
20 25 30 

Gly Thr Ser Asn Arg Leu Thr Gin Leu Gly Thr Phe Glu Asp His Phe 
35 40 45 

Leu Ser Leu Gin Arg Met Tyr Asn Asn Cys Glu Val Val Leu Gly Asn 
50 55 60 



Leu Glu He Thr Tyr Val Gin Arg Asn Tyr Asp Leu Ser Phe Leu Lys 
65 70 75 80 

Thr He Gin Glu Val Ala Gly Tyr Val Leu He Ala Leu Asn Thr Val 
85 90 95 



Glu Arg He Pro Leu Glu Asn Leu Gin He He Arg Gly Asn Ala Leu 
100 105 HO 



Tyr Glu Asn Thr Tyr Ala Leu Ala He Leu Ser Asn Tyr Gly Thr Asn 
115 120 125 

Arg Thr Gly Leu Arg Glu Leu Pro Met Arg Asn Leu Gin Glu He Leu 
130 135 140 



He Gly Ala Val Arg Phe Ser Asn Asn Pro He Leu Cys Asn Met Asp 
145 " 150 155 160 



Thr He Gin Trp Arg Asp He Val Gin Asn Val Phe Met Ser Asn Met 
165 170 175 



Ser Met Asp Leu Gin Ser His Pro Ser Ser Cys Pro Lys Cys Asp Pro 
180 185 190 



Ser Cys Pro Asn Gly Ser Cys Trp Gly Gly Gly Glu Glu Asn Cys Gin 
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Lys Leu Thr Lys He He Cys Ala Gin Gin Cys Ser His Arg Cys Arg 
210 215 220 



Gly Arg Ser Pro Ser Asp Cys Cys His Asn Gin Cys Ala Ala Gly Cys 
225 230 235 240 



Thr Gly Pro Arg Glu Ser Asp Cys Leu Val Cys Gin Lys Phe Gin Asp 
245 250 255 



Glu Ala Thr Cys Lys Asp Thr Cys Pro Pro Leu Met Leu Tyr Asn Pro 
260 265 270 

Thr Thr Tyr Gin Met Asp Val Asn Pro Glu Gly Lys Tyr Ser Phe Gly 
275 280 285 

Ala Thr Cys Val Lys Lys Cys Pro Arg Asn Tyr Val Val Thr Asp His 
290 295 300 



Gly Ser Cys Val Arg Ala Cys Gly Pro Asp Tyr Tyr Glu Val Glu Glu 
305 310 315 320 



Asp Gly He Arg Lys Cys Lys Lys Cys Asp Gly Pro Cys Arg Lys Val 
' ' 325 330 335 



Cys Asn Gly He Gly He Gly Glu Phe Lys Asp Thr Leu Ser He Asn 
340 345 350 



Ala Thr Asn He Lys His Phe Lys Tyr Cys Thr Ala He Ser Gly Asp 
355 360 365 



Leu His He Leu Pro Val Ala Phe Lys Gly Asp Ser Phe Thr Arg Thr 
370 375 380 



Pro Pro Leu Asp Pro Arg Glu Leu Glu He Leu Lys Thr Val Lys Glu 
385 390 395 400 
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He Thr Gly Phe Leu Leu He Gin Ala Trp Pro Asp Asn Trp Thr Asp 
405 410 415 

Leu His Ala Phe Glu Asn Leu Glu He He Arg Gly Arg Thr Lys Gin 
420 425 430 

His Gly Gin Phe Ser Leu Ala Val Val Gly Leu Asn He Thr Ser Leu 
435 440 445 



Gly Leu Arg Ser Leu Lys Glu He Ser Asp Gly Asp Val He He Ser 
450 455 460 



Gly Asn Arg Asn Leu Cys Tyr Ala Asn Thr He Asn Trp Lys Lys Leu 
" ~ ' 475 480 



465 



470 



Phe Gly Thr Pro Asn Gin Lys Thr Lys He Met Asn Asn Arg Ala Glu 
485 490 495 

Lys Asp Cys Lys Ala Val Asn His Val Cys Asn Pro Leu Cys Ser Ser 
500 505 510 

Glu Gly Cys Trp Gly Pro Glu Pro Arg Asp Cys Val Ser Cys Gin Asn 
515 520 525 

Val Ser Arg Gly Arg Glu Cys Val Glu Lys Cys Asn He Leu Glu Gly 
530 535 540 



Glu Pro Arg Glu Phe Val Glu Asn Ser Glu Cys He Gin Cys His Pro 
545 550 555 560 



Glu Cys Leu Pro Gin Ala Met Asn He Thr Cys Thr Gly Arg Gly Pro 
565 570 575 



Asp Asn Cys He Gin Cys Ala His Tyr He Asp Gly Pro His Cys Val 
580 585 590 



Lys Thr Cys Pro Ala Gly He Met Gly Glu Asn Asn Thr Leu Val Trp 
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Lys Tyr Ala Asp Ala Asn Asn Val Cys His Leu Cys His Ala Asn Cys 
610 615 620 



Thr Tyr Gly Cys Ala Gly Pro Gly Leu Gin Gly Cys Glu Val Trp Pro 
625 " 630 635 640 



Ser Gly Tyr Val Gin Trp Gin Trp He Leu Lys Thr Phe Trp He 
645 650 655 
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